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Structure in Boreal Forest. Frontiers in Microbiology, 2021, 12, . 3.9 26

57
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65 Impacts of wildfire on soil microbiome in Boreal environments. Current Opinion in Environmental
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69 Perspectives and Benefits of High-Throughput Long-Read Sequencing in Microbial Ecology. Applied and
Environmental Microbiology, 2021, 87, . 3.6 189

70 The factors and scales shaping fungal assemblages in fallen spruce trunks: A DNA metabarcoding
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71 Phylogenomics reveals the evolution of root nodulating alpha- and beta-Proteobacteria (rhizobia).
Microbiological Research, 2021, 250, 126788. 6.9 54
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75 FungalTraits: a user-friendly traits database of fungi and fungus-like stramenopiles. Fungal Diversity,
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Forests. Frontiers in Microbiology, 2021, 12, . 3.9 14
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Mycorrhiza, 2013, 23, 487-496. 3.4 73

170 Scuttle Flies (Diptera: Phoridae) Reared from Fungi in Benin. African Invertebrates, 2013, 54, 357-371. 0.8 6

171 Lineages of ectomycorrhizal fungi revisited: Foraging strategies and novel lineages revealed by
sequences from belowground. Fungal Biology Reviews, 2013, 27, 83-99. 4.9 531

172
Increased air humidity and understory composition shape short root traits and the colonizing
ectomycorrhizal fungal community in silver birch stands. Forest Ecology and Management, 2013, 310,
720-728.

3.6 37

173 Biogeography of ectomycorrhizal fungi associated with alders (Alnus spp.) in relation to biotic and
abiotic variables at the global scale. New Phytologist, 2013, 198, 1239-1249. 8.1 214

174 Evolution of nutritional modes of Ceratobasidiaceae (Cantharellales, Basidiomycota) as revealed
from publicly available ITS sequences. Fungal Ecology, 2013, 6, 256-268. 2.1 116

175 Phylogenetic relationships among host plants explain differences in fungal species richness and
community composition in ectomycorrhizal symbiosis. New Phytologist, 2013, 199, 822-831. 8.1 188

176 Fungal community analysis by highâ€•throughput sequencing of amplified markers â€“ a user's guide. New
Phytologist, 2013, 199, 288-299. 8.1 840

177 Agarics of alders 1 â€“ the Alnicola badia complex. Mycotaxon, 2013, 121, 1-22. 0.3 8

178 Coltricia australica sp. nov. (Hymenochaetales, Basidiomycota) from Australia. Mycotaxon, 2013, 122,
123-128. 0.3 8

179 Historical Biogeography and Diversification of Truffles in the Tuberaceae and Their Newly Identified
Southern Hemisphere Sister Lineage. PLoS ONE, 2013, 8, e52765. 2.3 207

180 Diversity and community composition of ectomycorrhizal fungi in a dry deciduous dipterocarp forest
in Thailand. Biodiversity and Conservation, 2012, 21, 2287-2298. 2.2 60



12

Leho  Tedersoo

# Article IF Citations

181
Nuclear ribosomal internal transcribed spacer (ITS) region as a universal DNA barcode marker for
                    Fungi. Proceedings of the National Academy of Sciences of the United States of America,
2012, 109, 6241-6246.

7.5 4,925

182 Enzymatic activities and stable isotope patterns of ectomycorrhizal fungi in relation to phylogeny and
exploration types in an afrotropical rain forest. New Phytologist, 2012, 195, 832-843. 8.1 140

183 Regional and local patterns of ectomycorrhizal fungal diversity and community structure along an
altitudinal gradient in the Hyrcanian forests of northern Iran. New Phytologist, 2012, 193, 465-473. 8.1 305

184 Extensive gene flow over Europe and possible speciation over Eurasia in the ectomycorrhizal
basidiomycete Laccaria amethystina complex. Molecular Ecology, 2012, 21, 281-299. 3.7 68

185 Ectomycorrhizal fungi of exotic pine plantations in relation to native host trees in Iran: evidence of
host range expansion by local symbionts to distantly related host taxa. Mycorrhiza, 2012, 23, 11-19. 3.4 65

186 Tree age effect on fine-root and leaf morphology in a silver birch forest chronosequence. European
Journal of Forest Research, 2012, 132, 219-230. 2.2 38

187 Tidying Up International Nucleotide Sequence Databases: Ecological, Geographical and Sequence
Quality Annotation of ITS Sequences of Mycorrhizal Fungi. PLoS ONE, 2011, 6, e24940. 2.3 53

188 Fine root foraging strategies in Norway spruce forests across a European climate gradient. Global
Change Biology, 2011, 17, 3620-3632. 11.1 194

189 Species abundance distributions and richness estimations in fungal metagenomics - lessons learned
from community ecology. Molecular Ecology, 2011, 20, 275-285. 3.7 166

190
Spatial structure and the effects of host and soil environments on communities of ectomycorrhizal
fungi in wooded savannas and rain forests of Continental Africa and Madagascar. Molecular Ecology,
2011, 20, 3071-3080.

3.7 124

191 Towards standardization of the description and publication of nextâ€•generation sequencing datasets
of fungal communities. New Phytologist, 2011, 191, 314-318. 8.1 89

192 Invasion potential and host shifts of Australian and African ectomycorrhizal fungi in mixed eucalypt
plantations. New Phytologist, 2011, 192, 179-187. 8.1 48

193
A single European aspen (Populus tremula) tree individual may potentially harbour dozens of
Cenococcum geophilum ITS genotypes and hundreds of species of ectomycorrhizal fungi. FEMS
Microbiology Ecology, 2011, 75, 313-320.

2.8 130

194 The UNITE database for molecular identification of fungi â€“ recent updates and future perspectives.
New Phytologist, 2010, 186, 281-285. 8.1 1,916

195 454 Pyrosequencing and Sanger sequencing of tropical mycorrhizal fungi provide similar results but
reveal substantial methodological biases. New Phytologist, 2010, 188, 291-301. 8.1 508

196 PlutoFâ€”a Web Based Workbench for Ecological and Taxonomic Research, with an Online
Implementation for Fungal ITS Sequences. Evolutionary Bioinformatics, 2010, 6, . 1.3 250

197 Mycorrhizal symbionts ofPisonia grandisandP. sechellarumin Seychelles: identification of
mycorrhizal fungi and description of newTomentellaspecies. Mycologia, 2010, 102, 522-533. 2.4 47

198 Description and identification of Alnus acuminata ectomycorrhizae from Argentinean alder stands.
Mycologia, 2010, 102, 1263-1273. 2.4 21



13

Leho  Tedersoo

# Article IF Citations

199 Ericaceous dwarf shrubs affect ectomycorrhizal fungal community of the invasive Pinus strobus and
native Pinus sylvestris in a pot experiment. Mycorrhiza, 2010, 21, 403-412. 3.4 95

200 Does a fungal species drive ectomycorrhizal root traits in Alnus spp.?. Canadian Journal of Forest
Research, 2009, 39, 1787-1796. 1.8 24

201
Establishment of ectomycorrhizal fungal community on isolated Nothofagus cunninghamii seedlings
regenerating on dead wood in Australian wet temperate forests: does fruit-body type matter?.
Mycorrhiza, 2009, 19, 403-416.

3.4 43

202
Ascomycetes associated with ectomycorrhizas: molecular diversity and ecology with particular
reference to the
                    Helotiales. Environmental Microbiology, 2009, 11, 3166-3178.

3.7 158

203 Revisiting ectomycorrhizal fungi of the genus Alnus: differential host specificity, diversity and
determinants of the fungal community. New Phytologist, 2009, 182, 727-735. 8.1 118

204 Ectomycorrhizal lifestyle in fungi: global diversity, distribution, and evolution of phylogenetic
lineages. Mycorrhiza, 2009, 20, 217-263. 3.4 928

205 Low diversity and high host preference of ectomycorrhizal fungi in Western Amazonia, a neotropical
biodiversity hotspot. ISME Journal, 2009, 4, 465-471. 9.1 181

206 Fungal associates of Pyrola rotundifolia, a mixotrophic Ericaceae, from two Estonian boreal forests.
Mycorrhiza, 2008, 19, 15-25. 3.4 44

207 Strong host preference of ectomycorrhizal fungi in a Tasmanian wet sclerophyll forest as revealed by
DNA barcoding and taxonâ€•specific primers. New Phytologist, 2008, 180, 479-490. 8.1 418

208

Forest microsite effects on community composition of ectomycorrhizal fungi on seedlings of
                    Picea abies
                    and
                    Betula pendula. Environmental Microbiology, 2008, 10, 1189-1201.

3.7 125

209

Ectomycorrhizal fungi of the Seychelles: diversity patterns and host shifts from the native
            Vateriopsis seychellarum
            (Dipterocarpaceae) and
            Intsia bijuga
            (Caesalpiniaceae) to the introduced
            Eucalyptus robusta

8.1 176

210 Ectomycorrhizas of Coltricia and Coltriciella (Hymenochaetales, Basidiomycota) on Caesalpiniaceae,
Dipterocarpaceae and Myrtaceae in Seychelles. Mycological Progress, 2007, 6, 101-107. 1.9 52

211 Molecular and morphological diversity of pezizalean ectomycorrhiza. New Phytologist, 2006, 170,
581-596. 8.1 225

212 Diversity and community structure of ectomycorrhizal fungi in a wooded meadow. Mycological
Research, 2006, 110, 734-748. 2.6 144

213 Parallel evolutionary paths to mycoheterotrophy in understorey Ericaceae and Orchidaceae:
ecological evidence for mixotrophy in Pyroleae. Oecologia, 2006, 151, 206-217. 1.7 169

214 UNITE: a database providing webâ€•based methods for the molecular identification of ectomycorrhizal
fungi. New Phytologist, 2005, 166, 1063-1068. 8.1 1,094

215 Fine scale distribution of ectomycorrhizal fungi and roots across substrate layers including coarse
woody debris in a mixed forest. New Phytologist, 2003, 159, 153-165. 8.1 367

216 Five simple guidelines for establishing basic authenticity and reliability of newly generated fungal ITS
sequences. MycoKeys, 0, 4, 37-63. 2.2 178



14

Leho  Tedersoo

# Article IF Citations

217 Great differences in performance and outcome of high-throughput sequencing data analysis
platforms for fungal metabarcoding. MycoKeys, 0, 39, 29-40. 2.2 62

218 Highly comparable metabarcoding results from MGI-Tech and Illumina sequencing platforms. PeerJ, 0,
9, e12254. 0.0 29

219 Top 50 most wanted fungi. MycoKeys, 0, 12, 29-40. 2.2 86

220 Genomics and metagenomics technologies to recover ribosomal DNA and single-copy genes from old
fruit-body and ectomycorrhiza specimens. MycoKeys, 0, 13, 1-20. 2.2 24

221
Detection of signal recognition particle (SRP) RNAs in the nuclear ribosomal internal transcribed
spacer 1 (ITS1) of three lineages of ectomycorrhizal fungi (Agaricomycetes, Basidiomycota). MycoKeys,
0, 13, 21-33.

2.2 10

222
                      EukFunc
                    
                    : A Holistic Eukaryotic Functional Reference for Automated Profiling of Soil Eukaryotes.
Molecular Ecology Resources, 0, 25, .

4.7 12

223 Land Use Interacts With Climate to Influence Microbial Diversityâ€•Toâ€•Biomass Ratios Across Europe via
Soil Organic Carbon and Nitrogen. Molecular Ecology, 0, 34, . 3.7 3

224 Successional trajectories differ between soil microbial guilds after logging in mixed
conifer-broadleaf forests. Plant and Soil, 0, 514, 3155-3172. 3.3 3

225
Community of ectomycorrhizae associated with Mexican pinyon pine (Pinus cembroides) in
northeastern Mexico and its relationships with environmental variables. Forest Ecology and
Management, 0, 598, 123237.

3.6 2

226 Morphological and phylogenetic analysis of the early-diverging lineage of Glomeromycota suggest
two new genera and recombinations in Archaeosporales. MycoKeys, 0, 124, 249-273. 2.2 3

227 Invisible passengers: the diversity and invasion risks of fungi and bacteria transported via footwear
of international airport passengers. Biological Invasions, 0, 28, . 2.0 0

228 Metabolomic responses of free-living diazotrophs inoculated on biochar. Journal of Environmental
Chemical Engineering, 0, 14, 121068. 6.1 3

229 How do the nitrogen level and form and crop density influence the progression of alternaria leaf
spot disease on hemp crop in Northern Baltic region?. Cogent Food and Agriculture, 0, 12, . 1.7 0

230 Ecological roles of leaf-inhabiting fungi and their host-associated predictors: a review. Fungal
Biology Reviews, 0, 55, 100475. 4.9 2

231 Complete mitogenomes of the endangered Galapagos fur seal (Arctocephalus galapagoensis): new
insights on its evolutionary history. Genetica, 0, 154, . 1.1 1

232 Impact of plant species, mycorrhizal type, and leaf traits on foliar fungal communities (in a common) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 142 Td (garden experiment). IMA Fungus, 0, 17, .4.7 1

233 Sampling Design and Sample Processing Affect Soil Biodiversity Assessments. Molecular Ecology
Resources, 0, 26, . 4.7 4

234 Influence of plant species identity, phylogeny, and functional traits on twig-associated fungal
communities. Fungal Biology, 0, 130, 101752. 2.8 0



15

Leho  Tedersoo

# Article IF Citations

235 Diversity and Distribution of Soil Fungi in Neotropical Mexican Forests. Biotropica, 0, 58, . 1.5 1

236 Diversity and Dispersal of Fungi Along a Subtropical Landâ€•toâ€•Sea Continuum. Environmental
Microbiology Reports, 0, 18, . 3.8 0

237 Post-fire Succession and Soil Chemical Properties Shape Soil Fungal Community Structure and
Diversity in Hemiboreal Scots Pine Forests in Estonia. Microbial Ecology, 0, 89, . 3.3 0

238 Afforestation reshapes microbial life-history strategies and associated carbon cycling potential
along a 9-m soil profile. Catena, 0, 271, 110238. 5.7 0

239 Fungi-substrate association patterns in boreal forests. Fungal Ecology, 0, 82, 101521. 2.1 0

240 Afforestation restructures deep soil nitrogen-cycling microbiomes and strengthens their linkage to
microbial functions in a semiarid region. Agriculture, Ecosystems and Environment, 0, 411, 110609. 6.3 0


