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k Paper IF Citations

272 qssociationHanalysesHofHbdiTgifHindividualsHrevealHahHnewHlociHassociatedHwithHbodyHmassHindexVH
NatureeGeneticsTH2010THdbTHicgUdh 36.3 2267

271 NewHgeneticHlociHimplicatedHinHfastingHglucoseHhomeostasisHandHtheirHimpactHonHtypeHbHdiabetesHriskVH
NatureeGeneticsTH2010THdbTHaYeUaf 36.3 1673

270 weneticHvariantsHinHnovelHpathwaysHinfluenceHbloodHpressureHandHcardiovascularHdiseaseHriskVHNature
TH2011THdghTHaYcUi 50.4 1564

269 xundredsHofHvariantsHclusteredHinHgenomicHlociHandHbiologicalHpathwaysHaffectHhumanHheightVH
NatureTH2010THdfgTHhcbUh 50.4 1514

268 ReplicatingHgenotypeUphenotypeHassociationsVHNatureTH2007THddgTHfeeUfY 50.4 1363

267 PopulationHstratificationHandHspuriousHallelicHassociationVHLancetreTheTH2003THcfaTHeihUfYd 40 946

266 NewHgeneticHlociHlinkHadiposeHandHinsulinHbiologyHtoHbodyHfatHdistributionVHNatureTH2015THeahTHahgUaif 50.4 920

265 MetaUanalysisHidentifiesHacHnewHlociHassociatedHwithHwaistUhipHratioHandHrevealsHsexualHdimorphismH
inHtheHgeneticHbasisHofHfatHdistributionVHNatureeGeneticsTH2010THdbTHidiUfY 36.3 724

264 wenomeUwideHassociationHanalysisHidentifiesHvariantsHassociatedHwithHnonalcoholicHfattyHliverH
diseaseHthatHhaveHdistinctHeffectsHonHmetabolicHtraitsVHPLoSeGeneticsTH2011THgTHeaYYacbd 6 629

263 SequenceHvariantsHaffectingHeosinophilHnumbersHassociateHwithHasthmaHandHmyocardialHinfarctionVH
NatureeGeneticsTH2009THdaTHcdbUg 36.3 627

262 qHgenomeUwideHapproachHaccountingHforHbodyHmassHindexHidentifiesHgeneticHvariantsHinfluencingH
fastingHglycemicHtraitsHandHinsulinHresistanceVHNatureeGeneticsTH2012THddTHfeiUfi 36.3 615

261 wWqSHofHabfTeeiHindividualsHidentifiesHgeneticHvariantsHassociatedHwithHeducationalHattainmentVH
ScienceTH2013THcdYTHadfgUga 33.3 563

260 wenomeUwideHmetaUanalysisHidentifiesHaaHnewHlociHforHanthropometricHtraitsHandHprovidesHinsightsH
intoHgeneticHarchitectureVHNatureeGeneticsTH2013THdeTHeYaUab 36.3 437

259 sommonHgeneticHvariantsHofHtheHvqtSaHvqtSbHgeneHclusterHandHtheirHreconstructedHhaplotypesHareH
associatedHwithHtheHfattyHacidHcompositionHinHphospholipidsVHHumaneMoleculareGeneticsTH2006THaeTHagdeUef5.6 433

258 wenomeUwideHassociationHstudyHidentifiesHfiveHlociHassociatedHwithHlungHfunctionVHNatureeGeneticsTH
2010THdbTHcfUdd 36.3 430

257 wenomewideHscansHofHcomplexHhumanHdiseasesjHtrueHlinkageHisHhardHtoHfindVHAmericaneJournaleofe
HumaneGeneticsTH2001THfiTHicfUeY 11 407

256 ThirtyHnewHlociHforHageHatHmenarcheHidentifiedHbyHaHmetaUanalysisHofHgenomeUwideHassociationH
studiesVHNatureeGeneticsTH2010THdbTHaYggUhe 36.3 372
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255 wenomeUwideHassociationHstudyHidentifiesHsixHnewHlociHinfluencingHpulseHpressureHandHmeanHarterialH
pressureVHNatureeGeneticsTH2011THdcTHaYYeUaa 36.3 338

254 NovelHlociHforHadiponectinHlevelsHandHtheirHinfluenceHonHtypeHbHdiabetesHandHmetabolicHtraitsjHaH
multiUethnicHmetaUanalysisHofHdeThiaHindividualsVHPLoSeGeneticsTH2012THhTHeaYYbfYg 6 326

253 wenomeUwideHassociationHandHlargeUscaleHfollowHupHidentifiesHafHnewHlociHinfluencingHlungHfunctionVH
NatureeGeneticsTH2011THdcTHaYhbUiY 36.3 313

252 teclineHinHlungHfunctionHinHtheHrusseltonHxealthHStudyjHtheHeffectsHofHasthmaHandHcigaretteH
smokingVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2005THagaTHaYiUad 10.2 312

251 vTOHgenotypeHisHassociatedHwithHphenotypicHvariabilityHofHbodyHmassHindexVHNatureTH2012THdiYTHbfgUgb 50.4 304

250 qHgenomeUwideHassociationHmetaUanalysisHidentifiesHnewHchildhoodHobesityHlociVHNatureeGeneticsTH
2012THddTHebfUca 36.3 292

249 SexUstratifiedHgenomeUwideHassociationHstudiesHincludingHbgYTYYYHindividualsHshowHsexualH
dimorphismHinHgeneticHlociHforHanthropometricHtraitsVHPLoSeGeneticsTH2013THiTHeaYYceYY 6 277

248 sorticosteroidHpharmacogeneticsjHassociationHofHsequenceHvariantsHinHsRxRaHwithHimprovedHlungH
functionHinHasthmaticsHtreatedHwithHinhaledHcorticosteroidsVHHumaneMoleculareGeneticsTH2004THacTHacecUi 5.6 267

247 sUreactiveHproteinHandHitsHroleHinHmetabolicHsyndromejHmendelianHrandomisationHstudyVHLancetreTheTH
2005THcffTHaiedUi 40 266

246 MetaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHthreeHnewHriskHlociHforHatopicH
dermatitisVHNatureeGeneticsTH2011THddTHahgUib 36.3 244

245 weneticHepidemiologyHandHpublicHhealthjHhopeTHhypeTHandHfutureHprospectsVHLancetreTheTH2005THcffTHadhdUih40 234

244 TheHynfluenceHofHqgeHandHSexHonHweneticHqssociationsHwithHqdultHrodyHSizeHandHShapejHqH
βargeUScaleHwenomeUWideHynteractionHStudyVHPLoSeGeneticsTH2015THaaTHeaYYecgh 6 220

243 NeighborhoodHgreenspaceHandHhealthHinHaHlargeHurbanHcenterVHScientificeReportsTH2015THeTHaafaY 4.9 214

242 TransformingHgrowthHfactorUbetaaHpromoterHpolymorphismHsUeYiTHisHassociatedHwithHasthmaVH
AmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2004THafiTHbadUi 10.2 214

241 timinishedHlipoxinHbiosynthesisHinHsevereHasthmaVHAmericaneJournaleofeRespiratoryeandeCriticaleCaree
MedicineTH2005THagbTHhbdUcY 10.2 205

240 VariantsHinHqtsYeHandHnearHssNβaHareHassociatedHwithHfetalHgrowthHandHbirthHweightVHNaturee
GeneticsTH2010THdbTHdcYUe 36.3 184

239
SingleUnucleotideHpolymorphismsHinHtheHTollUlikeHreceptorHiHgeneHPTβRiQjHfrequenciesTHpairwiseH
linkageHdisequilibriumTHandHhaplotypesHinHthreeHUVSVHethnicHgroupsHandHexploratoryHcaseUcontrolH
diseaseHassociationHstudiesVHGenomicsTH2003THhaTHheUia

4.3 183

238 qHwholeUgenomeHscanHforHobstructiveHsleepHapneaHandHobesityVHAmericaneJournaleofeHumaneGeneticsTH
2003THgbTHcdYUeY 11 182
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237 ShakingHtheHtreejHmappingHcomplexHdiseaseHgenesHwithHlinkageHdisequilibriumVHLancetreTheTH2005TH
cffTHabbcUcd 40 181

236 TheHtransformingHgrowthHfactorUbetaaHPTwvraQHgeneHisHassociatedHwithHchronicHobstructiveH
pulmonaryHdiseaseHPsOPtQVHHumaneMoleculareGeneticsTH2004THacTHafdiUef 5.6 176

235 shildhoodHintelligenceHisHheritableTHhighlyHpolygenicHandHassociatedHwithHvNrPaβVHMoleculare
PsychiatryTH2014THaiTHbecUh 15.1 171

234 TheHrelationshipHbetweenHinfantHairwayHfunctionTHchildhoodHairwayHresponsivenessTHandHasthmaVH
AmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2004THafiTHibaUg 10.2 167

233 qscarisHlumbricoidesHinfectionHisHassociatedHwithHincreasedHriskHofHchildhoodHasthmaHandHatopyHinH
ruralHshinaVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2002THafeTHadhiUic 10.2 167

232 qirwayHresponsivenessHinHearlyHinfancyHpredictsHasthmaTHlungHfunctionTHandHrespiratoryHsymptomsHbyH
schoolHageVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2001THafcTHcgUdb 10.2 165

231
wenomeHqnalysesHofHnbYYTYYYHyndividualsHydentifyHehHβociHforHshronicHynflammationHandHxighlightH
PathwaysHthatHβinkHynflammationHandHsomplexHtisordersVHAmericaneJournaleofeHumaneGeneticsTH
2018THaYcTHfiaUgYf

11 151

230 SingleHnucleotideHpolymorphismsHinHinnateHimmunityHgenesjHabundantHvariationHandHpotentialHroleH
inHcomplexHhumanHdiseaseVHImmunologicaleReviewsTH2002THaiYTHiUbe 11.3 150

229 wenomewideHlinkageHanalysisHofHquantitativeHspirometricHphenotypesHinHsevereHearlyUonsetHchronicH
obstructiveHpulmonaryHdiseaseVHAmericaneJournaleofeHumaneGeneticsTH2002THgYTHabbiUci 11 149

228 qssociationHofHgeneticHvariationHwithHsystolicHandHdiastolicHbloodHpressureHamongHqfricanH
qmericansjHtheHsandidateHweneHqssociationHResourceHstudyVHHumaneMoleculareGeneticsTH2011THbYTHbbgcUhd5.6 146

227 rodyHmassHindexHandHasthmaHinHadultsHinHfamiliesHofHsubjectsHwithHasthmaHinHqnqingTHshinaVH
AmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2001THafdTHahceUdY 10.2 145

226
qssociationHbetweenHcommonHvariationHatHtheHvTOHlocusHandHchangesHinHbodyHmassHindexHfromH
infancyHtoHlateHchildhoodjHtheHcomplexHnatureHofHgeneticHassociationHthroughHgrowthHandH
developmentVHPLoSeGeneticsTH2011THgTHeaYYacYg

6 141

225 WholeHgenomeHscanHforHobstructiveHsleepHapneaHandHobesityHinHqfricanUqmericanHfamiliesVHAmericane
JournaleofeRespiratoryeandeCriticaleCareeMedicineTH2004THafiTHacadUba 10.2 141

224 wenomeUwideHassociationHandHlongitudinalHanalysesHrevealHgeneticHlociHlinkingHpubertalHheightH
growthTHpubertalHtimingHandHchildhoodHadiposityVHHumaneMoleculareGeneticsTH2013THbbTHbgceUdg 5.6 138

223 qHgenomeUwideHassociationHsearchHforHtypeHbHdiabetesHgenesHinHqfricanHqmericansVHPLoSeONETH2012TH
gTHebibYb 3.7 138

222 PolymorphismsHinHtollUlikeHreceptorHdHareHnotHassociatedHwithHasthmaHorHatopyUrelatedHphenotypesVH
AmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2002THaffTHaddiUef 10.2 138

221 wenomeUwideHassociationHstudiesHidentifyHsxRNqeWcHandHxTRdHinHtheHdevelopmentHofHairflowH
obstructionVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2012THahfTHfbbUcb 10.2 131

220 saseUcontrolHassociationHstudiesHforHtheHgeneticsHofHcomplexHrespiratoryHdiseasesVHAmericaneJournale
ofeRespiratoryeCelleandeMoleculareBiologyTH2000THbbTHfdeUh 5.7 125
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219 SexHdifferencesHinHtheHassociationHofHregionalHfatHdistributionHwithHtheHseverityHofHobstructiveHsleepH
apneaVHSleepTH2010THccTHdfgUgd 1.1 123

218 xypochlorousHacidHregulatesHneutrophilHextracellularHtrapHreleaseHinHhumansVHClinicaleande
ExperimentaleImmunologyTH2012THafgTHbfaUh 6.2 122

217 MetaUanalysisHofHgenomeUwideHlinkageHstudiesHinHrMyHandHobesityVHObesityTH2007THaeTHbbfcUge 8 122

216 RoleHofHprostanoidHtPHreceptorHvariantsHinHsusceptibilityHtoHasthmaVHNeweEnglandeJournaleofe
MedicineTH2004THceaTHagebUfc 59.2 122

215 U~HriobankjHbankHonHitVHLancetreTheTH2007THcfiTHaihYUaihb 40 121

214 QualityTHquantityHandHharmonyjHtheHtataSxaPuRHapproachHtoHintegratingHdataHacrossHbioclinicalH
studiesVHInternationaleJournaleofeEpidemiologyTH2010THciTHachcUic 7.8 117

213 TowardHaHroadmapHinHglobalHbiobankingHforHhealthVHEuropeaneJournaleofeHumaneGeneticsTH2012THbYTHaaYeUaa5.3 113

212
uffectHofHfiveHgeneticHvariantsHassociatedHwithHlungHfunctionHonHtheHriskHofHchronicHobstructiveHlungH
diseaseTHandHtheirHjointHeffectsHonHlungHfunctionVHAmericaneJournaleofeRespiratoryeandeCriticaleCaree
MedicineTH2011THahdTHghfUie

10.2 112

211
ynhalantHallergenUspecificHTUcellHreactivityHisHdetectableHinHcloseHtoHaYYMHofHatopicHandHnormalH
individualsjHcovertHresponsesHareHunmaskedHbyHserumUfreeHmediumVHClinicaleandeExperimentale
AllergyTH1995THbeTHfcdUdb

4.1 111

210 qsthmaHandHgenesHencodingHcomponentsHofHtheHvitaminHtHpathwayVHRespiratoryeResearchTH2009THaYTHih 7.3 110

209 RelationHbetweenHtumourHnecrosisHfactorHpolymorphismHTNvalphaUcYhHandHriskHofHasthmaVH
EuropeaneJournaleofeHumaneGeneticsTH2002THaYTHhbUe 5.3 109

208 wenomeUwideHmetaUanalysisHofHbdaTbehHadultsHaccountingHforHsmokingHbehaviourHidentifiesHnovelH
lociHforHobesityHtraitsVHNatureeCommunicationsTH2017THhTHadigg 17.4 105

207 sommonHvariantsHatHfqbbHandHagqbaHareHassociatedHwithHintracranialHvolumeVHNatureeGeneticsTH2012
THddTHeciUdd 36.3 104

206 qssociationHbetweenHosteopontinHandHhumanHabdominalHaorticHaneurysmVHArteriosclerosisre
ThrombosisreandeVasculareBiologyTH2007THbgTHfeeUfY 9.4 104

205 yndependentHinheritanceHofHserumHimmunoglobulinHuHconcentrationsHandHairwayHresponsivenessVH
AmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2000THafaTHahcfUdc 10.2 104

204 wenomeUwideHphysicalHactivityHinteractionsHinHadiposityHUHqHmetaUanalysisHofHbYYTdebHadultsVHPLoSe
GeneticsTH2017THacTHeaYYfebh 6 103

203 PharmacogeneticsHofHasthmaVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2002THafeTHhfaUf10.2 99

202 zβyNjHaHjavaHbasedHlinkageHdisequilibriumHplotterVHBMCeBioinformaticsTH2006THgTHfY 3.6 95
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201 sommonHvariantsHatHabqaeHandHabqbdHareHassociatedHwithHinfantHheadHcircumferenceVHNaturee
GeneticsTH2012THddTHecbUech 36.3 94

200 qHgenomeUwideHassociationHstudyHofHbodyHmassHindexHacrossHearlyHlifeHandHchildhoodVHInternationale
JournaleofeEpidemiologyTH2015THddTHgYYUab 7.8 92

199 PerinatalHandHchildhoodHoriginsHofHcardiovascularHdiseaseVHInternationaleJournaleofeObesityTH2007THcaTHbcfUdd5.5 92

198 qnalysesHofHassociationsHwithHasthmaHinHfourHasthmaHpopulationHsamplesHfromHsanadaHandH
qustraliaVHHumaneGeneticsTH2009THabeTHddeUei 6.3 91

197 PrecisionHRadiologyjHPredictingHlongevityHusingHfeatureHengineeringHandHdeepHlearningHmethodsHinHaH
radiomicsHframeworkVHScientificeReportsTH2017THgTHafdh 4.9 86

196 xighHprevalenceHofHundiagnosedHobstructiveHsleepHapnoeaHinHtheHgeneralHpopulationHandHmethodsH
forHscreeningHforHrepresentativeHcontrolsVHSleepeandeBreathingTH2013THagTHifgUgc 3.1 86

195 systeinylHleukotrieneHreceptorHaHpromoterHpolymorphismHisHassociatedHwithHaspirinUintolerantH
asthmaHinHmalesVHClinicaleandeExperimentaleAllergyTH2006THcfTHdccUi 4.1 86

194 wenomeUwideHlinkageHanalysisHofHsevereTHearlyUonsetHchronicHobstructiveHpulmonaryHdiseasejHairflowH
obstructionHandHchronicHbronchitisHphenotypesVHHumaneMoleculareGeneticsTH2002THaaTHfbcUcb 5.6 86

193 βinkageHofHchromosomeHeqHandHaaqHgeneHmarkersHtoHasthmaUassociatedHquantitativeHtraitsHinH
qustralianHchildrenVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH1998THaehTHahbeUcY 10.2 86

192 qHpolymorphismHofHtheHssafHgeneHisHassociatedHwithHanHincreasedHriskHofHasthmaVHJournaleofeMedicale
GeneticsTH1998THceTHdfcUg 5.8 84

191 qssociationHofHgeneticHβociHwithHglucoseHlevelsHinHchildhoodHandHadolescencejHaHmetaUanalysisHofH
overHfTYYYHchildrenVHDiabetesTH2011THfYTHahYeUab 0.9 83

190
wenomeUwideHlinkageHanalysisHofHbronchodilatorHresponsivenessHandHpostUbronchodilatorH
spirometricHphenotypesHinHchronicHobstructiveHpulmonaryHdiseaseVHHumaneMoleculareGeneticsTH2003TH
abTHaaiiUbaY

5.6 83

189 weneUageHinteractionsHinHbloodHpressureHregulationjHaHlargeUscaleHinvestigationHwithHtheHsxqRwuTH
wlobalHrPgenTHandHysrPHsonsortiaVHAmericaneJournaleofeHumaneGeneticsTH2014THieTHbdUch 11 80

188 TheHassociationHofHsUreactiveHproteinHandHsRPHgenotypeHwithHcoronaryHheartHdiseasejHfindingsHfromH
fiveHstudiesHwithHdTfaYHcasesHamongstHahTfcgHparticipantsVHPLoSeONETH2008THcTHecYaa 3.7 79

187 TollUlikeHreceptorHfHgeneHPTβRfQjHsingleUnucleotideHpolymorphismHfrequenciesHandHpreliminaryH
associationHwithHtheHdiagnosisHofHasthmaVHGeneseandeImmunityTH2004THeTHcdcUf 4.4 79

186 ynfantsHwithHflowHlimitationHatHdHweeksjHoutcomeHatHfHandHaaHyearsVHAmericaneJournaleofeRespiratorye
andeCriticaleCareeMedicineTH2002THafeTHabidUh 10.2 79

185 SeparatingHtheHmechanismUbasedHandHoffUtargetHactionsHofHcholesterylHesterHtransferHproteinH
inhibitorsHwithHsuTPHgeneHpolymorphismsVHCirculationTH2010THabaTHebUfb 16.7 76

184 uxcessiveHdaytimeHsleepinessHincreasesHtheHriskHofHmotorHvehicleHcrashHinHobstructiveHsleepHapneaVH
JournaleofeClinicaleSleepeMedicineTH2013THiTHaYacUba 3.1 75
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183 vcHepsilonHRaUbetaHpolymorphismHandHtotalHserumHyguHlevelsHinHendemicallyHparasitizedHqustralianH
aboriginesVHAmericaneJournaleofeHumaneGeneticsTH1997THfaTHahbUh 11 75

182 tepressiveHSymptomsHbeforeHandHafterHTreatmentHofHObstructiveHSleepHqpneaHinHMenHandHWomenVH
JournaleofeClinicaleSleepeMedicineTH2015THaaTHaYbiUch 3.1 74

181 βRPeHgeneHpolymorphismsHpredictHboneHmassHandHincidentHfracturesHinHelderlyHqustralianHwomenVH
BoneTH2005THcfTHeiiUfYf 4.7 73

180 ObstructiveHSleepHqpnoeajHvromHpathogenesisHtoHtreatmentjHsurrentHcontroversiesHandHfutureH
directionsVHRespirologyTH2010THaeTHehgUie 3.6 71

179 weneticHvarianceHcomponentsHanalysisHforHbinaryHphenotypesHusingHgeneralizedHlinearHmixedHmodelsH
PwβMMsQHandHwibbsHsamplingVHGeneticeEpidemiologyTH1999THagTHaahUdY 2.6 71

178 PostdisasterHemotionalHdistressTHdepressionHandHeventUrelatedHvariablesjHfindingsHacrossHchildHandH
adolescentHdevelopmentalHstagesVHAustralianeandeNeweZealandeJournaleofePsychiatryTH2002THcfTHgedUfa 2.6 70

177 SequenceHvariantsHinHthreeHlociHinfluenceHmonocyteHcountsHandHerythrocyteHvolumeVHAmericane
JournaleofeHumaneGeneticsTH2009THheTHgdeUi 11 67

176 wenomicHapproachesHtoHunderstandingHasthmaVHGenomeeResearchTH2000THaYTHabhYUg 9.7 63

175 RelationshipHbetweenHobstructiveHsleepHapneaHandHdiurnalHleptinHrhythmsVHSleepTH2004THbgTHbceUi 1.1 62

174 vamilialHaggregationHandHheritabilityHofHadultHlungHfunctionjHresultsHfromHtheHrusseltonHxealthH
StudyVHEuropeaneRespiratoryeJournalTH2001THagTHfifUgYb 13.6 62

173 qssociationHbetweenHliverUspecificHgeneHpolymorphismsHandHtheirHexpressionHlevelsHwithH
nonalcoholicHfattyHliverHdiseaseVHHepatologyTH2013THegTHeiYUfYY 11.2 61

172 SingleUnucleotideHpolymorphismsHinHtheHinterleukinUaYHgenejHdifferencesHinHfrequenciesTHlinkageH
disequilibriumHpatternsTHandHhaplotypesHinHthreeHUnitedHStatesHethnicHgroupsVHGenomicsTH2002THhYTHbbcUh 4.3 59

171 vamilialHaggregationHandHheritabilityHofHasthmaUassociatedHquantitativeHtraitsHinHaHpopulationUbasedH
sampleHofHnuclearHfamiliesVHEuropeaneJournaleofeHumaneGeneticsTH2000THhTHhecUfY 5.3 58

170 shangesHinHtheHprevalenceHofHasthmaHinHadultsHsinceHaiffjHtheHrusseltonHhealthHstudyVHEuropeane
RespiratoryeJournalTH2010THceTHbgcUh 13.6 57

169
qHcomprehensiveHinvestigationHofHvariantsHinHgenesHencodingHadiponectinHPqtyPOQQHandHitsH
receptorsHPqtyPORaWRbQTHandHtheirHassociationHwithHserumHadiponectinTHtypeHbHdiabetesTHinsulinH
resistanceHandHtheHmetabolicHsyndromeVHBMCeMedicaleGeneticsTH2013THadTHae

2.1 56

168 qssociationHofHaHmissenseHmutationHinHtheHNOScHgeneHwithHexhaledHnitricHoxideHlevelsVHAmericane
JournaleofeRespiratoryeandeCriticaleCareeMedicineTH2003THafhTHbbhUca 10.2 56

167 sombinedHanalysisHofHthreeHwholeHgenomeHlinkageHscansHforHqnkylosingHSpondylitisVHRheumatologyTH
2007THdfTHgfcUga 3.9 55

166 wenomicHapproachesHtoHunderstandingHobstructiveHsleepHapneaVHRespiratoryePhysiologyeande
NeurobiologyTH2003THaceTHahgUbYe 2.8 55
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165 wenomeUwideHassociationHstudyHofHbodyHmassHindexHinHbcHYYYHindividualsHwithHandHwithoutHasthmaVH
ClinicaleandeExperimentaleAllergyTH2013THdcTHdfcUgd 4.1 54

164 UpperHairwayHcollapsibilityTHdilatorHmuscleHactivationHandHresistanceHinHsleepHapnoeaVHEuropeane
RespiratoryeJournalTH2007THcYTHcdeUec 13.6 54

163 VarianceHcomponentsHanalysisHforHpedigreeUbasedHcensoredHsurvivalHdataHusingHgeneralizedHlinearH
mixedHmodelsHPwβMMsQHandHwibbsHsamplingHinHrUwSVHGeneticeEpidemiologyTH2000THaiTHabgUdh 2.6 54

162 qntenatalHantecedentsHofHmoderateHandHsevereHcerebralHpalsyVHPaediatriceandePerinatale
EpidemiologyTH1995THiTHagaUhd 2.7 53

161 undothelialHnitricHoxideHsynthaseHvariantsHinHcysticHfibrosisHlungHdiseaseVHAmericaneJournaleofe
RespiratoryeandeCriticaleCareeMedicineTH2003THafgTHciYUd 10.2 50

160 betabHadrenoceptorHqrgafwlyHpolymorphismTHairwayHresponsivenessTHlungHfunctionHandHasthmaHinH
infantsHandHchildrenVHClinicaleandeExperimentaleAllergyTH2004THcdTHaYdcUh 4.1 50

159 MetaUanalysisHofHgeneUlevelHassociationsHforHrareHvariantsHbasedHonHsingleUvariantHstatisticsVH
AmericaneJournaleofeHumaneGeneticsTH2013THicTHbcfUdh 11 49

158 qsthmaTHrhinitisTHandHskinHtestHreactivityHtoHaeroallergensHinHfamiliesHofHasthmaticHsubjectsHinHqnqingTH
shinaVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2001THafcTHaaYhUab 10.2 48

157 qssociationHofHgeneticHlociHwithHsleepHapneaHinHuuropeanHqmericansHandHqfricanUqmericansjHtheH
sandidateHweneHqssociationHResourceHPsqReQVHPLoSeONETH2012THgTHedhhcf 3.7 48

156 somplementHfactorHxHYdYbxHandHsUreactiveHproteinHpolymorphismHandHphotodynamicHtherapyH
responseHinHageUrelatedHmacularHdegenerationVHOphthalmologyTH2009THaafTHaiYhUabVea 7.3 47

155 qHprincipalHcomponentHmetaUanalysisHonHmultipleHanthropometricHtraitsHidentifiesHnovelHlociHforH
bodyHshapeVHNatureeCommunicationsTH2016THgTHacceg 17.4 46

154 vineHmappingHversusHreplicationHinHwholeUgenomeHassociationHstudiesVHAmericaneJournaleofeHumane
GeneticsTH2007THhaTHiieUaYYe 11 45

153 qssociationHofHanHallelicHvariantHofHinterleukinUfHwithHsubclinicalHcarotidHatherosclerosisHinHanH
qustralianHcommunityHpopulationVHEuropeaneHearteJournalTH2003THbdTHadidUi 9.5 45

152 PolymorphismsHinHtheHangiotensinogenHgeneHareHassociatedHwithHcarotidHintimalUmedialHthickeningH
inHfemalesHfromHaHcommunityUbasedHpopulationVHAtherosclerosisTH2001THaeiTHbYiUag 3.1 45

151 TheHsanadianHPartnershipHforHTomorrowHProjectjHaHpanUsanadianHplatformHforHresearchHonHchronicH
diseaseHpreventionVHCmajTH2018THaiYTHugaYUugag 3.5 44

150 TheHeliminationHhalfUlifeHofHurinaryHcotinineHinHchildrenHofHtobaccoUsmokingHmothersVHPulmonarye
PharmacologyeandeTherapeuticsTH1998THaaTHbhgUiY 3.5 44

149 weneticHvariantsHassociatedHwithHincreasedHriskHofHmalignantHpleuralHmesotheliomajHaHgenomeUwideH
associationHstudyVHPLoSeONETH2013THhTHefabec 3.7 43

148
qpolipoproteinHuHgeneHpolymorphismsHareHassociatedHwithHcarotidHplaqueHformationHbutHnotHwithH
intimaUmediaHwallHthickeningjHresultsHfromHtheHPerthHsarotidHUltrasoundHtiseaseHqssessmentHStudyH
PsUtqSQVHStrokeTH2003THcdTHhfiUgd

6.7 43

LyleuJohnuPalmer
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147 βargeUscaleHgenomeUwideHassociationHstudiesHandHmetaUanalysesHofHlongitudinalHchangeHinHadultH
lungHfunctionVHPLoSeONETH2014THiTHeaYYggf 3.7 42

146 qscertainmentHadjustmentjHwhereHdoesHitHtakeHusoVHAmericaneJournaleofeHumaneGeneticsTH2000THfgTHaeYeUad11 42

145
qHfirstHtrialHofHretrospectiveHcollaborationHforHpositionalHcloningHinHcomplexHinheritancejHassayHofHtheH
cytokineHregionHonHchromosomeHeHbyHtheHconsortiumHonHasthmaHgeneticsHPsOqwQVHProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2000THigTHaYidbUg

11.5 41

144 qHcomprehensiveHevaluationHofHpotentialHlungHfunctionHassociatedHgenesHinHtheHSpiroMetaHgeneralH
populationHsampleVHPLoSeONETH2011THfTHeaichb 3.7 41

143 qssociationHofHaHbodyHmassHindexHgeneticHriskHscoreHwithHgrowthHthroughoutHchildhoodHandH
adolescenceVHPLoSeONETH2013THhTHegiedg 3.7 41

142 sonstitutiveHandHcytokineUinducedHexpressionHofHtheHuTSHtranscriptionHfactorHuSuUcHinHtheHlungVH
AmericaneJournaleofeRespiratoryeCelleandeMoleculareBiologyTH2002THbgTHfigUgYd 5.7 40

141 wWqSHonHlongitudinalHgrowthHtraitsHrevealsHdifferentHgeneticHfactorsHinfluencingHinfantTHchildTHandH
adultHrMyVHScienceeAdvancesTH2019THeTHeaawcYie 14.3 39

140 TheHassociationHbetweenHlowerHeducationalHattainmentHandHdepressionHowingHtoHsharedHgeneticH
effectsoHResultsHinH~beTYYYHsubjectsVHMolecularePsychiatryTH2015THbYTHgceUdc 15.1 39

139 PrevalenceHandHpatternHofHchildhoodHabdominalHpainHinHanHqustralianHgeneralHpracticeVHJournaleofe
PaediatricseandeChildeHealthTH2000THcfTHcdiUec 1.3 39

138
MultiethnicHMetaUqnalysisHydentifiesHRqyaHasHaHPossibleHObstructiveHSleepHqpneaUrelatedH
QuantitativeHTraitHβocusHinHMenVHAmericaneJournaleofeRespiratoryeCelleandeMoleculareBiologyTH2018TH
ehTHciaUdYa

5.7 37

137 qHgenomeUwideHassociationHmetaUanalysisHofHpreschoolHinternalizingHproblemsVHJournaleofethee
AmericaneAcademyeofeChildeandeAdolescentePsychiatryTH2014THecTHffgUfgfVeg 7.2 37

136 PhysicalHynactivityHysHqssociatedHwithHModerateUSevereHObstructiveHSleepHqpneaVHJournaleofeClinicale
SleepeMedicineTH2015THaaTHaYiaUi 3.1 36

135 qHgenomeUwideHassociationHstudyHforHmalignantHmesotheliomaHriskVHLungeCancerTH2013THhbTHaUh 5.9 35

134 TheHimmuneHantiUtumorHeffectsHofHwMUsSvHandHrgUaHgeneHtransfectionHareHenhancedHbyHsurgicalH
debulkingHofHtumorVHCancereGeneeTherapyTH2001THhTHehYUh 5.4 35

133 UsingHsingleHnucleotideHpolymorphismsHasHaHmeansHtoHunderstandingHtheHpathophysiologyHofH
asthmaVHRespiratoryeResearchTH2001THbTHaYbUab 7.3 35

132 sohortHprofilejHTheHWesternHqustralianHvamilyHsonnectionsHwenealogicalHProjectVHInternationale
JournaleofeEpidemiologyTH2008THcgTHcYUe 7.8 33

131 ynternationalHwenomeUWideHqssociationHStudyHsonsortiumHydentifiesHNovelHβociHqssociatedHWithH
rloodHPressureHinHshildrenHandHqdolescentsVHCirculation:eCardiovasculareGeneticsTH2016THiTHbffUbgh 32

130 SimxapHwUyjHanHintuitiveHgraphicalHuserHinterfaceHforHgeneticHassociationHanalysisVHBMCe
BioinformaticsTH2008THiTHeeg 3.6 32

(2008-2014)
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129 sholesterylHesterHtransferHproteinHgeneHhaplotypesTHplasmaHhighUdensityHlipoproteinHlevelsHandHtheH
riskHofHcoronaryHheartHdiseaseVHHumaneGeneticsTH2007THabaTHdYaUaa 6.3 32

128 TheHgeneticsHofHobstructiveHsleepHapnoeaVHRespirologyTH2018THbcTHahUbg 3.6 32

127 uvidenceHforHthreeHgeneticHlociHinvolvedHinHbothHanorexiaHnervosaHriskHandHvariationHofHbodyHmassH
indexVHMolecularePsychiatryTH2017THbbTHaibUbYa 15.1 31

126
RationaleTHdesignHandHmethodsHforHaHcommunityUbasedHstudyHofHclusteringHandHcumulativeHeffectsH
ofHchronicHdiseaseHprocessesHandHtheirHeffectsHonHageingjHtheHrusseltonHhealthyHageingHstudyVHBMCe
PubliceHealthTH2013THacTHicf

4.1 31

125 qHsomprehensiveHuvaluationHofHaHTwoUshannelHPortableHMonitorHtoHJRuleHinJHObstructiveHSleepH
qpneaVHJournaleofeClinicaleSleepeMedicineTH2015THaaTHdccUdd 3.1 31

124
somprehensiveHanalysisHofHtaggingHsequenceHvariantsHinHtTNrPaHshowsHnoHassociationHwithH
schizophreniaHorHwithHitsHcompositeHneurocognitiveHendophenotypesVHAmericaneJournaleofeMedicale
GeneticseParteB:eNeuropsychiatriceGeneticsTH2008THadgrTHaaeiUff

3.5 31

123 vamilialHaggregationHofHmalignantHmesotheliomaHinHformerHworkersHandHresidentsHofHWittenoomTH
WesternHqustraliaVHInternationaleJournaleofeCancerTH2013THacbTHadbcUh 7.5 30

122 PolymorphismsHofHtheHinterleukinUfHgeneHpromoterHandHabdominalHaorticHaneurysmVHEuropeane
JournaleofeVasculareandeEndovasculareSurgeryTH2008THceTHcaUf 2.3 30

121 TheHsUdhYTHhepaticHlipaseHpolymorphismHisHassociatedHwithHxtβUsHbutHnotHwithHriskHofHcoronaryH
heartHdiseaseVHClinicaleGeneticsTH2006THgYTHaadUba 4 30

120 SexUdimorphicHgeneticHeffectsHandHnovelHlociHforHfastingHglucoseHandHinsulinHvariabilityVHNaturee
CommunicationsTH2021THabTHbd 17.4 30

119 tevelopmentHofHaptitudeHatHaltitudeVHDevelopmentaleScienceTH2010THacTHeccUedd 4.5 29

118 qssociationsHofHcordHbloodHfattyHacidsHwithHlymphocyteHproliferationTHyβUacTHandHyvNUgammaVHJournale
ofeAllergyeandeClinicaleImmunologyTH2006THaagTHicaUh 11.5 29

117 shestHpainHinHasbestosUexposedHindividualsHwithHbenignHpleuralHandHparenchymalHdiseaseVHAmericane
JournaleofeRespiratoryeandeCriticaleCareeMedicineTH2000THafbTHahYgUaa 10.2 29

116 NeurophysiologicalHevidenceHforHcognitiveHandHbrainHfunctionalHadaptationHinHadolescentsHlivingHatH
highHaltitudeVHClinicaleNeurophysiologyTH2011THabbTHagbfUcd 4.3 28

115 qssociationHofHynterleukinUaHgeneHpolymorphismsHwithHcentralHobesityHandHmetabolicHsyndromeHinHaH
coronaryHheartHdiseaseHpopulationVHHumaneGeneticsTH2008THabdTHaiiUbYf 6.3 28

114 MysqTHxβqUrHhaplotypicHvariationHinHfiveHpopulationHgroupsHofHsubUSaharanHqfricanHancestryVHGenese
andeImmunityTH2003THdTHeYYUe 4.4 28

113 qssociationHofHPPqRgammaHallelicHvariationTHosteoprotegerinHandHabdominalHaorticHaneurysmVH
ClinicaleEndocrinologyTH2010THgbTHabhUcb 3.4 27

112 xasemanHandHulstonHrevisitedjHtheHeffectsHofHascertainmentHandHresidualHfamilialHcorrelationsHonH
powerHtoHdetectHlinkageVHGeneticeEpidemiologyTH2000THaiTHdefUfY 2.6 27
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111 sholesterylHesterHtransferHproteinHgeneHpolymorphismsHincreaseHtheHriskHofHfattyHliverHinHfemalesH
independentHofHadiposityVHJournaleofeGastroenterologyeandeHepatologyemAustralianTH2012THbgTHaebYUg 4 26

110 wibbsHsamplingUbasedHsegregationHanalysisHofHasthmaUassociatedHquantitativeHtraitsHinHaH
populationUbasedHsampleHofHnuclearHfamiliesVHGeneticeEpidemiologyTH2001THbYTHcefUgb 2.6 26

109 ympactHofHcommonHvariationHinHboneUrelatedHgenesHonHtypeHbHdiabetesHandHrelatedHtraitsVHDiabetesTH
2012THfaTHbagfUhf 0.9 25

108 PolymorphismsHofHtheHmatrixHmetalloproteinaseHiHgeneHandHabdominalHaorticHaneurysmVHBritishe
JournaleofeSurgeryTH2008THieTHabciUdd 5.3 25

107 PrenatalTHperinatalTHandHheritableHinfluencesHonHcordHbloodHimmuneHresponsesVHAnnalseofeAllergyre
AsthmaeandeImmunologyTH2006THifTHddeUec 3.2 25

106 weneticHinfluencesHonHtrajectoriesHofHsystolicHbloodHpressureHacrossHchildhoodHandHadolescenceVH
Circulation:eCardiovasculareGeneticsTH2013THfTHfYhUad 24

105 qssociationHofHanHalleleHonHchromosomeHiHandHabdominalHaorticHaneurysmVHAtherosclerosisTH2010TH
babTHeciUdb 3.1 24

104
PossibleHassociationHbetweenHgeneticHpolymorphismsHinHtransformingHgrowthHfactorHbetaH
receptorsTHserumHtransformingHgrowthHfactorHbetaaHconcentrationHandHabdominalHaorticHaneurysmVH
BritisheJournaleofeSurgeryTH2009THifTHfbhUcb

5.3 24

103 uffectHofHObstructiveHSleepHqpneaHTreatmentHonHRenalHvunctionHinHPatientsHwithHsardiovascularH
tiseaseVHAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2017THaifTHadefUadfb 10.2 23

102 TheHapolipoproteinHqyyHrseYhbHvariantHisHassociatedHwithHreducedHriskHofHcoronaryHarteryHdiseaseHinH
anHqustralianHmaleHpopulationVHAtherosclerosisTH2008THaiiTHcccUi 3.1 23

101 sovarianceHcomponentsHmodelsHforHlongitudinalHfamilyHdataVHInternationaleJournaleofeEpidemiologyTH
2005THcdTHaYfcUggkHdiscussionHaYggUi 7.8 23

100 tetectionHandHimportanceHofHlaxativeHuseHinHadolescentsHwithHanorexiaHnervosaVHJournaleofethee
AmericaneAcademyeofeChildeandeAdolescentePsychiatryTH2000THciTHcghUhe 7.2 23

99 PostUdisasterHserviceHprovisionHfollowingHproactiveHidentificationHofHchildrenHwithHemotionalH
distressHandHdepressionVHAustralianeandeNeweZealandeJournaleofePsychiatryTH1999THccTHheeUfc 2.6 23

98 ModellingHrMyHtrajectoriesHinHchildrenHforHgeneticHassociationHstudiesVHPLoSeONETH2013THhTHeechig 3.7 22

97 TheHassociationHofHcommonHgeneticHvariantsHinHtheHqPOqeTHβPβHandHws~HgenesHwithHlongitudinalH
changesHinHmetabolicHandHcardiovascularHtraitsVHDiabetologiaTH2009THebTHaYfUad 10.3 22

96
βackHofHassociationHbetweenHaHpolymorphismHinHtheHinterleukinUacHgeneHandHtotalHserumH
immunoglobulinHuHlevelHamongHnuclearHfamiliesHinHsostaHRicaVHClinicaleandeExperimentaleAllergyTH2002
THcbTHchgUiY

4.1 22

95 weneHfrequenciesHofHhumanHplateletHantigensHaUeHinHindigenousHqustraliansHinHWesternHqustraliaVH
TransfusioneMedicineTH2002THabTHaiiUbYc 1.3 21

94 qpolipoproteinHuHgenotypeHisHassociatedHwithHserumHsUreactiveHproteinHbutHnotHabdominalHaorticH
aneurysmVHAtherosclerosisTH2010THbYiTHdhgUia 3.1 20

(2010-2012)
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93 rayesianHmethodsHforHmetaUanalysisHofHcausalHrelationshipsHestimatedHusingHgeneticHinstrumentalH
variablesVHStatisticseineMedicineTH2010THbiTHabihUcaa 2.3 20

92 xospitalisationHwithHinfectionTHasthmaHandHallergyHinH~awasakiHdiseaseHpatientsHandHtheirHfamiliesjH
genealogicalHanalysisHusingHlinkedHpopulationHdataVHPLoSeONETH2011THfTHebhYYd 3.7 19

91 VariantsHnearHssNβaWβu~RaHandHinHqtsYeHandHfetalHgrowthHcharacteristicsHinHdifferentHtrimestersVH
JournaleofeClinicaleEndocrinologyeandeMetabolismTH2011THifTHuhaYUe 5.6 19

90 teterminantsHofHairwayHresponsivenessHtoHhistamineHinHchildrenVHEuropeaneRespiratoryeJournalTH2005
THbeTHdfbUg 13.6 19

89 wenomeUwideHlinkageHanalysisHusingHgeneticHvarianceHcomponentsHofHalcoholH
dependencyUassociatedHcensoredHandHcontinuousHtraitsVHGeneticeEpidemiologyTH1999THagHSupplHaTHSbhcUh 2.6 19

88 TheHrelationshipHbetweenHqsuHgenotypeHandHriskHofHsevereHhypoglycaemiaHinHaHlargeH
populationUbasedHcohortHofHchildrenHandHadolescentsHwithHtypeHaHdiabetesVHDiabetologiaTH2007THeYTHifeUga10.3 18

87 StromelysinUaHPMMPUcQHgeneHeqWfqHpromoterHpolymorphismHisHassociatedHwithHbloodHpressureHinHaH
communityHpopulationVHJournaleofeHypertensionTH2005THbcTHecgUdb 1.9 17

86 qssociationsHbetweenHanxiousUdepressedHsymptomsHandHcardiovascularHriskHfactorsHinHaHlongitudinalH
childhoodHstudyVHPreventiveeMedicineTH2012THedTHcdeUeY 4.3 16

85 sohortHprofilejHtheHWesternHqustralianHSleepHxealthHStudyVHSleepeandeBreathingTH2012THafTHbYeUae 3.1 16

84 ympactHofHNeuritinHaHPNRNaQHpolymorphismsHonHfluidHintelligenceHinHschizophreniaVHAmericaneJournale
ofeMedicaleGeneticseParteB:eNeuropsychiatriceGeneticsTH2010THaecrTHdbhUdcg 3.5 16

83 qHgenomeUwideHassociationHscanHforHasthmaHinHaHgeneralHqustralianHpopulationVHHumaneGeneticsTH
2008THabcTHbigUcYf 6.3 16

82 sontinuousHPositiveHqirwayHPressureHTreatmentTHwlycemiaTHandHtiabetesHRiskHinHObstructiveHSleepH
qpneaHandHsomorbidHsardiovascularHtiseaseVHDiabeteseCareTH2020THdcTHaheiUahfg 14.6 15

81 ynvestigatingHtheHassociationHbetweenH~aihNHcodingHpolymorphismHinHutNaHandHhypertensionTH
lipoproteinHlevelsTHtheHmetabolicHsyndromeHandHcardiovascularHdiseaseVHHumaneGeneticsTH2008THabcTHcYgUac6.3 15

80 aeUβipoxygenaseHgeneHvariantsHareHassociatedHwithHcarotidHplaqueHbutHnotHcarotidHintimaUmediaH
thicknessVHHumaneGeneticsTH2008THabcTHddeUec 6.3 15

79 βooseningHtheHcuffjHimportantHnewHadvancesHinHmodelingHantihypertensiveHtreatmentHeffectsHinH
geneticHstudiesHofHhypertensionVHHypertensionTH2003THdaTHaigUh 8.5 15

78 tNqHsequenceHvariantsHinHepitheliumUspecificHuTSUbHandHuTSUcHareHnotHassociatedHwithHasthmaVH
AmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineTH2002THaffTHibgUcb 10.2 15

77 qHsurveyHofHcliniciansHonHtheHuseHofHartificialHintelligenceHinHophthalmologyTHdermatologyTHradiologyH
andHradiationHoncologyVHScientificeReportsTH2021THaaTHeaic 4.9 15

76 qssociationsHofHvariantsHynHtheHhexokinaseHaHandHinterleukinHahHreceptorHregionsHwithH
oxyhemoglobinHsaturationHduringHsleepVHPLoSeGeneticsTH2019THaeTHeaYYggci 6 14
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75 TheHlongitudinalHassociationHofHcommonHsusceptibilityHvariantsHforHtypeHbHdiabetesHandHobesityHwithH
fastingHglucoseHlevelHandHrMyVHBMCeMedicaleGeneticsTH2010THaaTHadY 2.1 14

74 MetaUanalysisHforHlinkageHtoHasthmaHandHatopyHinHtheHchromosomeHeqcaUccHcandidateHregionVH
HumaneMoleculareGeneticsTH2001THaYTHhiaUii 5.6 14

73
qngiotensinogenHgeneHTbceHvariantjHaHmarkerHforHtheHdevelopmentHofHpersistentHmicroalbuminuriaH
inHchildrenHandHadolescentsHwithHtypeHaHdiabetesHmellitusVHJournaleofeDiabeteseandeItseComplicationsTH
2008THbbTHaiaUh

3.2 13

72 PatternsHofHairwayHdiseaseHandHtheHclinicalHdiagnosisHofHasthmaHinHtheHrusseltonHpopulationVH
EuropeaneRespiratoryeJournalTH2011THchTHaYecUi 13.6 12

71 βinkageHanalysisHofHalphaHaUantitrypsinHdeficiencyjHlessonsHforHcomplexHdiseasesVHHumaneHeredityTH
2001THebTHbbcUcb 1.1 12

70 aUhydroxypyreneHasHaHbiomarkerHofHoccupationalHexposureHtoHpolycyclicHaromaticHhydrocarbonsH
PPqxQHinHboilermakersVHJournaleofeOccupationaleandeEnvironmentaleMedicineTH2002THddTHaaaiUbe 2 12

69 MatrixHmetalloproteinaseUbHgeneHvariantsHandHabdominalHaorticHaneurysmVHEuropeaneJournaleofe
VasculareandeEndovasculareSurgeryTH2009THchTHafiUga 2.3 10

68 TheHeffectHofHageHonHtheHrelationshipHbetweenHbirthHorderHandHimmunoglobulinHuHsensitizationVH
ClinicaleandeExperimentaleAllergyTH2005THceTHfcYUd 4.1 10

67 ProducingHRadiologistUQualityHReportsHforHynterpretableHteepHβearningVH2019TH 9

66 tefinitionHandHdiagnosisHofHcerebralHpalsyHinHgeneticHstudiesjHaHsystematicHreviewVHDevelopmentale
MedicineeandeChildeNeurologyTH2020THfbTHaYbdUaYcY 3.3 9

65 UrinaryHmetalHandHpolycyclicHaromaticHhydrocarbonHbiomarkersHinHboilermakersHexposedHtoHmetalH
fumeHandHresidualHoilHflyHashVHAmericaneJournaleofeIndustrialeMedicineTH2005THdgTHdhdUic 2.7 9

64 βinkagesHandHassociationsHtoHintermediateHphenotypesHunderlyingHasthmaHandHallergicHdiseaseVH
CurrenteOpinioneineAllergyeandeClinicaleImmunologyTH2001THaTHcicUcih 3.3 9

63 ymprovedHtechniquesHforHmeasurementHofHnanolitreHvolumesHofHphloemHexudateHfromHaphidH
stylectomyVHPlanteMethodsTH2013THiTHah 5.8 8

62 TheHassociationHofHhostHandHgeneticHmelanomaHriskHfactorsHwithHrreslowHthicknessHinHtheHWesternH
qustralianHMelanomaHxealthHStudyVHBritisheJournaleofeDermatologyTH2014THagYTHheaUg 4 8

61 RespiratoryHinfectionsHandHlungHfunctionHinHanHqustralianHqboriginalHcommunityVHRespirologyTH2008TH
acTHbegUfb 3.6 8

60 selestialctjHaHnovelHmethodHforHctHvisualizationHofHfamilialHdataVHBioinformaticsTH2008THbdTHabaYUa 7.2 8

59 wenomeUwideHlinkageHanalysisHofHlongitudinalHphenotypesHusingHsigmabqHrandomHeffectsHPSSqRsQH
fittedHbyHwibbsHsamplingVHBMCeGeneticsTH2003THdHSupplHaTHSab 2.6 8

58 TheHeffectHofHmissingHdataHonHlinkageHdisequilibriumHmappingHandHhaplotypeHassociationHanalysisHinH
theHwqWadHsimulatedHdatasetsVHBMCeGeneticsTH2005THfHSupplHaTHSaea 2.6 8
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57 TheHroleHofHprostaglandinHtHreceptorHgeneHinHasthmaHpathogenesisVHAmericaneJournaleofeRespiratorye
CelleandeMoleculareBiologyTH2005THccTHbbdUf 5.7 8

56 PoolingHdataHandHlinkageHanalysisHinHtheHchromosomeHeqHcandidateHregionHforHasthmaVHGenetice
EpidemiologyTH2001THbaHSupplHaTHSaYcUh 2.6 8

55 unvironmentalHfactorsHandHasthmaHandHallergyHinHschoolchildrenHfromHWesternHqustraliaVHEuropeane
RespiratoryeJournalTH1999THadTHaceaUg 13.6 8

54 PhysicalHactivityHisHassociatedHwithHreducedHprevalenceHofHselfUreportedHobstructiveHsleepHapneaHinHaH
largeTHgeneralHpopulationHcohortHstudyVHJournaleofeClinicaleSleepeMedicineTH2020THafTHaagiUaahg 3.1 8

53 qssociationsHbetweenHaggressiveHbehaviourHscoresHandHcardiovascularHriskHfactorsHinHchildhoodVH
PediatriceObesityTH2012THgTHcaiUbh 4.6 7

52 qssociationHofHTwv˛†aHandHclinicalHfactorsHwithHscarHoutcomeHfollowingHmelanomaHexcisionVHArchivese
ofeDermatologicaleResearchTH2012THcYdTHcdcUea 3.3 7

51 TheHWesternHqustralianHMelanomaHxealthHStudyjHstudyHdesignHandHparticipantHcharacteristicsVH
CancereEpidemiologyTH2011THceTHdbcUca 2.8 7

50 vunctionalHhaplotypesHinHtheHPTwtRHgeneHfailHtoHassociateHwithHasthmaHinHtwoHqustralianH
populationsVHRespirologyTH2011THafTHceiUff 3.6 7

49
vatHmassHandHobesityUassociatedHobesityUriskHgenotypeHisHassociatedHwithHlowerHfoetalHgrowthjHanH
effectHthatHisHreversedHinHtheHoffspringHofHsmokingHmothersVHJournaleofeDevelopmentaleOriginseofe
HealtheandeDiseaseTH2012THcTHaYUbY

2.4 7

48
qluyMysrHdimorphismHwithinHtheHclassHyHregionHofHtheHmajorHhistocompatibilityHcomplexHisH
associatedHwithHasthmaHandHairflowHobstructionHinHtheHrusseltonHpopulationVHClinicaleande
ExperimentaleAllergyTH2006THcfTHgbhUcd

4.1 7

47 wenomeUwideHlinkageHanalysisHinHaHgeneralHpopulationHsampleHusingHsigmaHbqHrandomHeffectsH
PSSqRsQHfittedHbyHwibbsHsamplingVHGeneticeEpidemiologyTH2001THbaHSupplHaTHSfgdUi 2.6 7

46 qyHrecognitionHofHpatientHraceHinHmedicalHimagingjHaHmodellingHstudyVVHTheeLanceteDigitaleHealthTH
2022TH 14.4 7

45 qHpopulationUbasedHstudyHofHpolymorphismsHinHgenesHrelatedHtoHsexHhormonesHandHabdominalH
aorticHaneurysmVHEuropeaneJournaleofeHumaneGeneticsTH2011THaiTHcfcUf 5.3 6

44 qHsingleUnucleotideHpolymorphismHinHtheHgeneHencodingHosteoprotegerinHisHassociatedHwithH
diastolicHbloodHpressureHinHolderHmenVHAmericaneJournaleofeHypertensionTH2009THbbTHaafgUgY 2.3 6

43 βinkageHofHserumHleptinHlevelsHinHfamiliesHwithHsleepHapneaVHInternationaleJournaleofeObesityTH2005TH
biTHbfYUg 5.5 6

42 qHvisionHforHchronicHdiseaseHpreventionHinterventionHresearchjHreportHfromHaHworkshopVHCanadiane
JournaleofePubliceHealthTH2014THaYeTHeaeYUc 3.2 5

41 uffectivenessHofHindividualUfocusedHinterventionsHtoHpreventHchronicHdiseaseVHEuropeaneJournaleofe
ClinicaleInvestigationTH2014THddTHhhcUia 4.6 5

40 TheHPxvaaHgeneHisHnotHassociatedHwithHasthmaHorHasthmaHphenotypesHinHtwoHindependentH
populationsVHThoraxTH2009THfdTHfbYUe 7.3 5
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39 qssociationHofHPqRβHrscgcbehaHgeneticHvariantHwithHinsulinHlevelsTHmetabolicHsyndromeHandH
coronaryHarteryHdiseaseVHHumaneGeneticsTH2008THabdTHbfcUgY 6.3 5

38 NuclearHfactorHkappaHrHactivationHinHhumanHcordHbloodHmononuclearHcellsVHPediatriceResearchTH2004TH
efTHbabUh 3.2 5

37 weneticHvarianceHcomponentsHanalysisHforHbinaryHphenotypesHusingHgeneralizedHlinearHmixedHmodelsH
PwβMMsQHandHwibbsHsamplingH1999THagTHaah 5

36 TheHRelationshipHofHSleepHturationHwithHuthnicityHandHshronicHtiseaseHinHaHsanadianHweneralH
PopulationHsohortVHNatureeandeScienceeofeSleepTH2020THabTHbciUbea 3.6 4

35 SequencingHqnalysisHatHhpbcHydentifiesHMultipleHRareHVariantsHinHtβsaHqssociatedHwithH
SleepURelatedHOxyhemoglobinHSaturationHβevelVHAmericaneJournaleofeHumaneGeneticsTH2019THaYeTHaYegUaYfh11 4

34
RelationshipHbetweenHrenalHvolumeHandHincreasedHalbuminHexcretionHratesHinHchildrenHandH
adolescentsHwithHtypeHaHdiabetesHmellitusVHJournaleofePediatriceEndocrinologyeandeMetabolismTH2001TH
adTHhgeUha

1.6 4

33 wenomeUwideHqssociationHStudyHofHshangeHinHvastingHwlucoseHoverHtimeHinHacThYgHnonUdiabeticH
uuropeanHqncestryHyndividualsVHScientificeReportsTH2019THiTHidci 4.9 3

32 qpproachesHtoHuvaluateHweneUunvironmentHynteractionsHUnderlyingHtheHtevelopmentalHOriginsHofH
xealthHandHtiseaseH2009THbYeUbag 3

31 βackHofHreproducibilityHofHlinkageHresultsHinHseriallyHmeasuredHbloodHpressureHdataVHBMCeGeneticsTH
2003THdHSupplHaTHScg 2.6 3

30 ymprovedHevidenceHforHlinkageHonHfpHandHepHwithHretrospectiveHpoolingHofHdataHfromHthreeHasthmaH
genomeHscreensVHGeneticeEpidemiologyTH2001THbaHSupplHaTHSacYUe 2.6 3

29 vamilialHaggregationHandHsegregationHanalysisHofHeosinophilHlevelsVHAmericaneJournaleofeRespiratorye
andeCriticaleCareeMedicineTH2000THafbTHgeiUfY 10.2 3

28 βinkagesHandHassociationsHtoHintermediateHphenotypesHunderlyingHasthmaHandHallergicHdiseaseVH
CurrenteOpinioneineAllergyeandeClinicaleImmunologyTH2001THaTHcicUh 3.3 3

27 MultiUancestryHgenomeUwideHgeneUsleepHinteractionsHidentifyHnovelHlociHforHbloodHpressureVH
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