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A remorin gene is implicated in quantitative disease resistance in maize. Theoretical and Applied 18 56
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Diversity and pathogenicity of Colletotrichum species causing strawberry anthracnose in Taiwan and
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In Vitro and in Planta Evaluation of <i>Trichoderma asperellum</i> TA as a Biocontrol Agent Against
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The Genetic Structure, Virulence, and Fungicide Sensitivity of <i>Fusarium fujikuroi</i> in Taiwan.
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Transcriptome Analysis of Early Defenses in Rice against Fusarium fujikuroi. Rice, 2020, 13, 65.
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root-rot pathogen, Phellinus noxius, and bioclimatic modeling predicts differences in associated 0.8 9
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