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ARTICLE IF CITATIONS

Hyperactivation of HUSH complex function by Charcot&d€“Mariea€“Tooth disease mutation in MORC2.
Nature Genetics, 2017, 49, 1035-1044.

TASOR is a pseudo-PARP that directs HUSH complex assembly and epigenetic transposon control. 12.8 59
Nature Communications, 2020, 11, 4940. :
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