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Dynamics of cell wall components of <i>Magnaporthe grisea</i> during infectious structure 05 135
development. Molecular Microbiology, 2009, 73, 553-570. :

Functional Analysis of the I+-1,3-Glucan Synthase Genes agsA and agsB in Aspergillus nidulans: AgsB Is
the Major l+-1,3-Glucan Synthase in This Fungus. PLoS ONE, 2013, 8, e54893.

Genome analysis of the Riwifruit canker pathogen Pseudomonas syringae pv. actinidiae biovar 5. 3.3 95
Scientific Reports, 2016, 6, 21399. :

Mstul, an APSES Transcription Factor, Is Required for Appressorium-Mediated Infection
in<i>Magnaporthe grisea</i>. Bioscience, Biotechnology and Biochemistry, 2009, 73, 1779-1786.

Structural analysis of biofilms and pellets of Aspergillus niger by confocal laser scanning

microscopy and cryo scanning electron microscopy. Bioresource Technology, 2010, 101, 1920-1926. 96 69

Suppression of Defense Response in Plants by the avrBs3/pthA Gene Family of Xanthomonas spp..
Molecular Plant-Microbe Interactions, 2006, 19, 342-349.

The Erwinia chrysanthemi 3937 PhoQ Sensor Kinase Regulates Several Virulence Determinants. Journal

of Bacteriology, 2006, 188, 3088-3098. 2.2 48

A pthA Homolog from Xanthomonas axonopodis pv. citri Responsible for Host-Specific Suppression of
Virulence. Journal of Bacteriology, 2007, 189, 3271-3279.

Sensitive and robust detection of citrus greening (huanglongbing) bacterium d€ceCandidatus
Liberibacter asiaticusa€:by DNA amplification with new 16S rDNA-specific primers. Molecular and 2.1 44
Cellular Probes, 2012, 26, 194-197.

Genetic diversity of <i>Pseudomonas syringae</[i> pv. <i>actinidiae</i>, pathogen of Riwifruit bacterial
canker. Plant Pathology, 2019, 68, 1235-1248.

Genome analysis of Pseudomonas syringae pv. actinidiae biovar 6, which produces the phytotoxins,

phaseolotoxin and coronatine. Scientific Reports, 2019, 9, 3836. 3.3 35
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Pseudomonas cyclaminis sp. nov., a pathogen causing bacterial bud blight of cyclamen in Japan.

International Journal of Systematic and Evolutionary Microbiology, 2019, 71, . L7 8
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46 apricot. Journal of General Plant Pathology, 2018, 84, 202-207.

1.0 1

RNA sequence analysis data of Peronospora destructor maintained on onions. Data in Brief, 2019, 22,
693-696.

Genome Sequences of Two Pathogens of Cruciferous Crops, Xanthomonas campestris pv. raphani
48 MAFF 106181 and <i>X. campestris</i> pv. campestris MAFF 301176. Microbiology Resource 0.6 1
Announcements, 2020, 9, .

Draft Genome Sequences of Nine Japanese Strains of the Kiwifruit Bacterial Canker Pathogen
Pseudomonas syringae pv. actinidiae Biovar 3. Microbiology Resource Announcements, 2020, 9, .

Reproduction of bacterial quick decline of fruit trees after soil inoculation with Dickeya dadantii.
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