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k Paper IF Citations

175 TemporalIandISpatialIVariationIofItheISkinWqssociatedIracteriaIfromIxealthyIκarticipantsIandI
qtopicItermatitisIκatientsXXIMSphereVI2022VIfVIe[[h]fa] 5 1

174 SkinIΦicrobiomeIinIκatientsIwithIxandIuczemaIandIxealthyIsontrolsiIqIThreeWweekIκrospectiveI
StudyXIActacDermatorVenereologicaVI2021VI 2.2 1

173 xandIeczemaIandItemporalIvariationIofIStaphylococcusIaureusIclonalIcomplexesiIqIprospectiveI
observationalIstudyXIJournalcofcthecAmericancAcademycofcDermatologyVI2021VI 4.5 1

172 shangesIinISkinIandIαasalIΦicrobiomeIandIStaphylococcalISpeciesIvollowingITreatmentIofIqtopicI
termatitisIwithItupilumabXIMicroorganismsVI2021VIhVI 4.9 3

171 StaphylococcalIsommunitiesIonISkinIqreIqssociatedIwithIqtopicItermatitisIandItiseaseISeverityXI
MicroorganismsVI2021VIhVI 4.9 10

170 LargeWScaleIStaphylococcusIaureusIvoodborneItiseaseIκoisoningIβutbreakIamongIκrimaryISchoolI
shildrenXIMicrobiologycResearchVI2021VI]aVIcbWda 1 5

169
sompleteIgenomeIofIaImethicillinWresistantIStaphylococcusIvitulinusIfromItanishIgroundIbeefI
meatIcarryingIaImecqaIresistanceIgeneIandIaInovelIccrIallotypeXIJournalcofcGlobalcAntimicrobialc
ResistanceVI2020VIabVIaa]Waab

3.4

168 srossWsectionalIstudyIidentifiesIlowerIriskIofIStaphylococcusIaureusInasalIcolonizationIinItanishI
bloodIdonorsIwithIhidradenitisIsuppurativaIsymptomsXIBritishcJournalcofcDermatologyVI2020VI]gbVIbgfWbgh4 2

167 wenomicIanalysesIofIclonalIcomplexIcdIisolatesIdoesInotIdistinguishInasalIcarriageIfromI
bacteraemiaXIMicrobialcGenomicsVI2020VIeVI 4.4 4

166 xighIpersisterIcellIformationIbyIclinicalIstrainsIbelongingItoIclonalIcomplexIb[XIMicrobiologyclUnitedc
KingdommVI2020VI]eeVIedcWedg 2.9 2

165 exealthiItiseaseIactivityImeasuresIareIrelatedItoItheIfaecalIgutImicrobiotaIinIadultIpatientsIwithI
ulcerativeIcolitisXIScandinaviancJournalcofcGastroenterologyVI2020VIddVI]ah]W]b[[ 2.4 1

164 solonizationIwithIStaphylococcusIaureusIinIpatientsIwithIhandIeczemaiIκrevalenceIandIassociationI
withIseverityVIatopicIdermatitisVIsubtypeIandInasalIcolonizationXIContactcDermatitisVI2020VIgbVIccaWcch 2.7 5

163
qlterationIofIracterialIsommunitiesIinIqnteriorIαaresIandISkinISitesIofIκatientsIUndergoingI
qrthroplastyISurgeryiIqnalysisIbyI]eSIrRαqIandIStaphylococcalWSpecificIweneISequencingXI
MicroorganismsVI2020VIgVI

4.9 7

162 uffectIofIsoWinhabitingIsoagulaseIαegativeIStaphylococciIonIQuorumISensingVIxostIvactorIrindingVI
andIriofilmIvormationXIFrontierscincMicrobiologyVI2019VI][VIaa]a 5.7 15

161 κrevalenceIofIinfectiveIendocarditisIinIpatientsIwithIpositiveIbloodIculturesiIaItanishInationwideI
studyXIEuropeancHeartcJournalVI2019VIc[VIbabfWbacc 9.5 16

160 TemporalIvariationIofIStaphylococcusIaureusIclonalIcomplexesIinIatopicIdermatitisiIaIfollowWupI
studyXIBritishcJournalcofcDermatologyVI2019VI]g[VI]g]W]ge 4 12

159 sohortIdescriptioniITheItanishIrloodItonorIsarriageIStudyXIClinicalcEpidemiologyVI2019VI]]VIggdWh[[ 5.9 5
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158 qntimicrobialIResistanceIandIVirulenceIweneIκrofilesIofIΦethicillinWResistantIandIWSusceptibleIvromI
voodIκroductsIinItenmarkXIFrontierscincMicrobiologyVI2019VI][VIaeg] 5.7 18

157 qssociationIofItiseaseISeverityIWithISkinIΦicrobiomeIandIvilaggrinIweneIΦutationsIinIqdultIqtopicI
termatitisXIJAMAcDermatologyVI2018VI]dcVIahbWb[[ 5.1 62

156 TranscriptomicIprofilingIofIinteractingInasalIstaphylococciIspeciesIrevealsIglobalIchangesIinIgeneI
andInonWcodingIRαqIexpressionXIFEMScMicrobiologycLettersVI2018VIbedVI 2.9 7

155 wenomicIanalysisIrevealsIdifferentImechanismsIofIfusidicIacidIresistanceIinIStaphylococcusIaureusI
fromItanishIatopicIdermatitisIpatientsXIJournalcofcAntimicrobialcChemotherapyVI2018VIfbVIgdeWge] 5.1 14

154 temographicIfluctuationIofIcommunityWacquiredIantibioticWresistantIStaphylococcusIaureusI
lineagesiIpotentialIroleIofIflimsyIantibioticIexposureXIISMEcJournalVI2018VI]aVI]gfhW]ghc 11.9 6

153 sonfirmationIofIanIyRq—bIpolymorphismIasIaIgeneticImarkerIpredictingIresponseItoIantiWTαvI
treatmentIinIrheumatoidIarthritisXIPharmacogenomicscJournalVI2018VI]gVIg]Wge 3.5 21

152
weneticallyIdeterminedIhighIactivityIofIyLW]aIandIyLW]gIinIulcerativeIcolitisIandITLRdIinIsrohnsI
diseaseIwereIassociatedIwithInonWresponseItoIantiWTαvItherapyXIPharmacogenomicscJournalVI2018VI
]gVIgfWhf

3.5 27

151 qssociationsIbetweenIfunctionalIpolymorphismsIandIresponseItoIbiologicalItreatmentIinItanishI
patientsIwithIpsoriasisXIPharmacogenomicscJournalVI2018VI]gVIchcWd[[ 3.5 27

150
ydentificationIofIaIκVLWnegativeISssmecWyVaIsublineageIofItheImethicillinWresistantIStaphylococcusI
aureusIssg[IlineageiIunderstandingItheIclonalIoriginIofIsqWΦRSqXIClinicalcMicrobiologycandc
InfectionVI2018VIacVIafbWafg

9.5 6

149
tisseminationIandIsharacteristicsIofIaIαovelIκlasmidWuncodedIsarbapenemWxydrolyzingIslassItI
˛†WLactamaseVIβXqWcbeVIvoundIinIysolatesIfromIvourIκatientsIatISixItifferentIxospitalsIinItenmarkXI
AntimicrobialcAgentscandcChemotherapyVI2018VIeaVI

5.9 18

148 xumanIweneticISusceptibilityItoIαativeIValveIundocarditisIinIκatientsIWithIracteremiaiI
wenomeWWideIqssociationIStudyXIFrontierscincMicrobiologyVI2018VIhVIec[ 5.7 8

147 weneticIpolymorphismsIassociatedIwithIpsoriasisIandIdevelopmentIofIpsoriaticIarthritisIinIpatientsI
withIpsoriasisXIPLoScONEVI2018VI]bVIe[]ha[][ 3.7 23

146 TheISkinIΦicrobiomeIinIqtopicItermatitisâ��aIκotentialITreatmentITargetoXICurrentcDermatologyc
ReportsVI2018VIfVI]hhWa[g 1.5 2

145 xumanIgeneticIvariationIinIwLSaIisIassociatedIwithIdevelopmentIofIcomplicatedIStaphylococcusI
aureusIbacteremiaXIPLoScGeneticsVI2018VI]cVIe][[feef 6 9

144 StaphylococcusIaureusIracteremiaIinIshildrenIqgedIdW]gIYearsWRiskIvactorsIinItheIαewIΦillenniumXI
JournalcofcPediatricsVI2018VIa[bVI][gW]]dXeb 3.6 7

143 weneticallyIdeterminedIhighIactivitiesIofItheITαvWalphaVIyLabYyL]fVIandIαvkrIpathwaysIwereI
associatedIwithIincreasedIriskIofIankylosingIspondylitisXIBMCcMedicalcGeneticsVI2018VI]hVI]ed 2.1 31

142 xighIynterlaboratoryIReproducibilityIandIqccuracyIofIαextWwenerationWSequencingWrasedIracterialI
wenotypingIinIaIRingITrialXIJournalcofcClinicalcMicrobiologyVI2017VIddVIh[gWh]b 9.7 59

141 StaphylococcusIaureusIssbhdIharboursIaInovelIcompositeIstaphylococcalIcassetteIchromosomeI
mecIelementXIJournalcofcAntimicrobialcChemotherapyVI2017VIfaVI][[aW][[d 5.1 12

(2017-2019)
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140 SpreadIofIavianIpathogenicIuscherichiaIcoliIST]]fIβfgixcIinIαordicIbroilerIproductionXIBMCc
GenomicsVI2017VI]gVI]b 4.5 54

139 ΦethicillinWresistantIandIWsusceptibleIStaphylococcusIaureusIfromIretailImeatIinItenmarkXI
InternationalcJournalcofcFoodcMicrobiologyVI2017VIachVIfaWfe 5.8 47

138 qIuniversalIprimerWindependentInextWgenerationIsequencingIapproachIforIinvestigationsIofI
norovirusIoutbreaksIandInovelIvariantsXIScientificcReportsVI2017VIfVIg]b 4.9 14

137 StaphylococcusIaureusIcolonizationIinIatopicIeczemaIandIitsIassociationIwithIfilaggrinIgeneI
mutationsXIBritishcJournalcofcDermatologyVI2017VI]ffVI]bhcW]c[[ 4 63

136 WholeWgenomeIcomparisonIofIurinaryIpathogenicIuscherichiaIcoliIandIfaecalIisolatesIofIUTyI
patientsIandIhealthyIcontrolsXIInternationalcJournalcofcMedicalcMicrobiologyVI2017VIb[fVIchfWd[f 3.7 32

135
wenomicIcharacterizationVIphylogeneticIanalysisVIandIidentificationIofIvirulenceIfactorsIinI
qerococcusIsanguinicolaIandIqerococcusIurinaeIstrainsIisolatedIfromIinfectionIepisodesXIMicrobialc
PathogenesisVI2017VI]]aVIbafWbc[

3.8 9

134 αasalIandIpharyngealIcarriageIofImethicillinWresistantIStaphylococcusIsciuriIamongIhospitalisedI
patientsIandIhealthcareIworkersIinIaISerbianIuniversityIhospitalXIPLoScONEVI2017VI]aVIe[]gd]g] 3.7 6

133 wenomeIanalysisIofIslostridiumIperfringensIisolatesIfromIhealthyIandInecroticIenteritisIinfectedI
chickensIandIturkeysXIBMCcResearchcNotesVI2017VI][VIaf[ 2.3 13

132 qIbroadIrangeIquorumIsensingIinhibitorIworkingIthroughIsRαqIinhibitionXIScientificcReportsVI2017VI
fVIhgdf 4.9 45

131 TheIassociationsIbetweenIsocioeconomicIstatusIandIriskIofIStaphylococcusIaureusIbacteremiaIandI
subsequentIendocarditisIWIaItanishInationwideIcohortIstudyXIBMCcInfectiouscDiseasesVI2017VI]fVIdgh 4 16

130 sommercialIriocidesIynduceITransferIofIκrophageI˛ƒ]bIfromIxumanIStrainsIofItoILivestockIssbhgXI
FrontierscincMicrobiologyVI2017VIgVIac]g 5.7 15

129 wenomicIrelatednessIofIStaphylococcusIpettenkoferiIisolatesIofIdifferentIoriginsXIJournalcofc
MedicalcMicrobiologyVI2017VIeeVIe[]We[g 3.2 8

128 WholeWgenomeIsequencingIofIbloodstreamIStaphylococcusIaureusIisolatesIdoesInotIdistinguishI
bacteraemiaIfromIendocarditisXIMicrobialcGenomicsVI2017VIbVI 4.4 14

127
UseIofIWwSIdataIforIinvestigationIofIaIlongWtermIαtΦW]WproducingIsitrobacterIfreundiiIoutbreakI
andIsecondaryIinIvivoIspreadIofIblaαtΦW]ItoIuscherichiaIcoliVI—lebsiellaIpneumoniaeIandI—lebsiellaI
oxytocaXIJournalcofcAntimicrobialcChemotherapyVI2016VIf]VIb]]fWb]ac

5.1 37

126 VancomycinIgeneIselectionIinItheImicrobiomeIofIurbanIRattusInorvegicusIfromIhospitalI
environmentXIEvolutionpcMedicinecandcPubliccHealthVI2016VIa[]eVIa]hWae 3 7

125 ΦethicillinWResistantIStaphylococcusIaureusIssbhgIinIxumansIandIκigsIinIαorwayiIqILβneIxealthLI
κerspectiveIonIyntroductionIandITransmissionXIClinicalcInfectiouscDiseasesVI2016VIebVI]cb]W]cbg 11.6 66

124 qdaptationIofIuscherichiaIcoliItraversingIfromItheIfaecalIenvironmentItoItheIurinaryItractXI
InternationalcJournalcofcMedicalcMicrobiologyVI2016VIb[eVIdhdWe[b 3.7 11

123 traftIwenomeISequencesIofITwoIqvianIκathogenicIuscherichiaIcoliIStrainsIofIslinicalIymportanceVI
uccIandIud]XIGenomecAnnouncementsVI2016VIcVI 4
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122 srossWTalkIbetweenIandIβtherIStaphylococcalISpeciesIviaItheIQuorumISensingISystemXIFrontierscinc
MicrobiologyVI2016VIfVI]fbb 5.7 50

121 vamilialIslusteringIofIStaphylococcusIaureusIracteremiaIinIvirstWtegreeIRelativesiIqItanishI
αationwideIsohortIStudyXIAnnalscofcInternalcMedicineVI2016VI]edVIbh[Wg 8 9

120
ΦolecularIcharacterisationIofItheIclonalIemergenceIofIhighWlevelIciprofloxacinWmonoresistantI
xaemophilusIinfluenzaeIinItheIRegionIofISouthernItenmarkXIJournalcofcGlobalcAntimicrobialc
ResistanceVI2016VIdVIefWf[

3.4 7

119 sopyInumberIvariationIofIscavengerWreceptorIcysteineWrichIdomainsIwithinItΦrT]IandIsrohnQsI
diseaseXIEuropeancJournalcofcHumancGeneticsVI2016VIacVI]ahcWb[[ 5.3 6

118
tescriptionIandIcharacterizationIofIaIpenicillinWresistantIStreptococcusIdysgalactiaeIsubspXI
equisimilisIcloneIisolatedIfromIbloodIinIthreeIepidemiologicallyIlinkedIpatientsXIJournalcofc
AntimicrobialcChemotherapyVI2016VIf]VIbbfeWbbg[

5.1 18

117 uvidenceIforIxumanIqdaptationIandIvoodborneITransmissionIofILivestockWqssociatedI
ΦethicillinWResistantIStaphylococcusIaureusXIClinicalcInfectiouscDiseasesVI2016VIebVI]bchW]bda 11.6 73

116 ynIvivoIexpressionIofIantimicrobialIpeptidesIinIatopicIdermatitisXIExperimentalcDermatologyVI2016VI
adVIbWh 4 22

115
ynvestigationIofIaIpossibleIoutbreakIofIcarbapenemWresistantIqcinetobacterIbaumanniiIinIβdenseVI
tenmarkIusingIκvwuVIΦLSTIandIwholeWgenomeWbasedISακsXIJournalcofcAntimicrobialcChemotherapyVI
2015VIf[VI]hedWg

5.1 42

114 ΦappingItheIuvolutionIofIxypervirulentI—lebsiellaIpneumoniaeXIMBioVI2015VIeVIe[[eb[ 7.8 194

113
uchocardiographicIevaluationIofIpreWdiagnosticIdevelopmentIinIyoungIrelativesIgeneticallyI
predisposedItoIhypertrophicIcardiomyopathyXIInternationalcJournalcofcCardiovascularcImagingVI2015VI
b]VI]d]]Wg

2.5 4

112 SurfaceIwlycopolymersIqreIsrucialIforIynIVitroIqntiWWallITeichoicIqcidIygwWΦediatedIsomplementI
qctivationIandIβpsonophagocytosisIofIStaphylococcusIaureusXIInfectioncandcImmunityVI2015VIgbVIcacfWdd3.7 25

111 αonWtoxigenicItoxIgeneWbearingIsorynebacteriumIulceransIinIaItraumaticIulcerIfromIaIhumanIcaseI
andIhisIasymptomaticIdogXIMicrobescandcInfectionVI2015VI]fVIf]fWh 9.3 9

110 UseIofIwholeWgenomeIsequencingIforIdetectionIofItheIspreadIofIVyΦWcWproducingIuscherichiaIcoliI
betweenItwoIpatientsIinItenmarkXIInternationalcJournalcofcAntimicrobialcAgentsVI2015VIcdVIbafWh 14.3 2

109 sharacterisationIofIanIyΦκWfWproducingISTbdfIκseudomonasIaeruginosaIisolateIdetectedIinI
tenmarkIusingIwholeIgenomeIsequencingXIInternationalcJournalcofcAntimicrobialcAgentsVI2015VIcdVIa[[W]14.3 11

108 ΦeticillinWresistantIStaphylococcusIaureusIssbhgIisIanIincreasingIcauseIofIdiseaseIinIpeopleIwithInoI
livestockIcontactIinItenmarkVI]hhhItoIa[]]XIEurosurveillanceVI2015VIa[VI 19.8 106

107 StaphylococcusIaureusIandItheIecologyIofItheInasalImicrobiomeXISciencecAdvancesVI2015VI]VIe]c[[a]e 14.3 126

106
ynvestigationIofIaIpossibleIoutbreakIofIαtΦWdWproducingIST]eI—lebsiellaIpneumoniaeIamongI
patientsIinItenmarkIwithInoIhistoryIofIrecentItravelIusingIwholeWgenomeIsequencingXIJournalcofc
GlobalcAntimicrobialcResistanceVI2015VIbVIa]hWaa]

3.4 23

105 UsingIWholeIwenomeIqnalysisItoIuxamineIRecombinationIacrossItiverseISequenceITypesIofI
StaphylococcusIaureusXIPLoScONEVI2015VI][VIe[]b[hdd 3.7 27

(2015-2016)
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104 weneticIVariationsIinIκatternIRecognitionIReceptorILociIqreIqssociatedIwithIqntiWTαvIResponseIinI
κatientsIwithIRheumatoidIqrthritisXIPLoScONEVI2015VI][VIe[]bhfg] 3.7 26

103 κolymorphismsIinItheITollWLikeIReceptorIandItheIyLWabYyLW]fIκathwaysIWereIqssociatedIwithI
SusceptibilityItoIynflammatoryIrowelItiseaseIinIaItanishIsohortXIPLoScONEVI2015VI][VIe[]cdb[a 3.7 43

102 uffectivenessIofIantiWtumourInecrosisIfactorW˛–ItherapyIinItanishIpatientsIwithIinflammatoryIbowelI
diseasesXIDanishcMedicalcJournalVI2015VIeaVI 3.8 4

101 RoleIofIurinaryIcathelicidinILLWbfIandIhumanI˛†WdefensinI]IinIuncomplicatedIuscherichiaIcoliIurinaryI
tractIinfectionsXIInfectioncandcImmunityVI2014VIgaVI]dfaWg 3.7 54

100 weneticIsusceptibilityIandIgenotypeWphenotypeIassociationIinIdggItanishIchildrenIwithI
inflammatoryIbowelIdiseaseXIJournalcofcCrohnkscandcColitisVI2014VIgVIefgWgd 1.5 19

99 SelectionIofIuniqueIuscherichiaIcoliIclonesIbyIrandomIamplifiedIpolymorphicItαqIRRqκtSiI
uvaluationIbyIwholeIgenomeIsequencingXIJournalcofcMicrobiologicalcMethodsVI2014VI][bVI][]Wb 2.8 15

98
κolymorphismsIinItheIinflammatoryIpathwayIgenesITLRaVITLRcVITLRhVILYheVIαv—ryqVIαv—r]VITαvqVI
TαvRSv]qVIyLeRVIyL][VIyLabRVIκTκαaaVIandIκκqRwIareIassociatedIwithIsusceptibilityIofI
inflammatoryIbowelIdiseaseIinIaItanishIcohortXIPLoScONEVI2014VIhVIehgg]d

3.7 75

97 qntiWTαvItreatmentIresponseIinIrheumatoidIarthritisIpatientsIisIassociatedIwithIgeneticIvariationIinI
theIαLRκbWinflammasomeXIPLoScONEVI2014VIhVIe][[be] 3.7 43

96
qssociationsIbetweenIfunctionalIpolymorphismsIinItheIαv˛”rIsignalingIpathwayIandIresponseItoI
antiWTαvItreatmentIinItanishIpatientsIwithIinflammatoryIbowelIdiseaseXIPharmacogenomicscJournal
VI2014VI]cVIdaeWbc

3.5 98

95 βriginIandIevolutionIofIuuropeanIcommunityWacquiredImethicillinWresistantIStaphylococcusIaureusXI
MBioVI2014VIdVIe[][ccW]c 7.8 75

94 RiskIfactorsIforIStaphylococcusIaureusInasalIcolonizationIinItanishImiddleWagedIandIelderlyItwinsXI
EuropeancJournalcofcClinicalcMicrobiologycandcInfectiouscDiseasesVI2013VIbaVI]ba]We 5.3 23

93 xighWqualityIandIWquantityItαqIextractionIfromIfrozenIarchivalIbloodIclotsIforIgenotypingIofI
singleWnucleotideIpolymorphismsXIGeneticcTestingcandcMolecularcBiomarkersVI2013VI]fVId[]Wb 1.6 16

92 wenomeISequenceIofIStaphylococcusIaureusIStrainIsqWbcfVIaIUSqe[[IΦethicillinWResistantIysolateXI
GenomecAnnouncementsVI2013VI]VI 20

91 TheIepidemicIofIextendedWspectrumW˛†WlactamaseWproducingIuscherichiaIcoliIST]b]IisIdrivenIbyIaI
singleIhighlyIpathogenicIsubcloneVIxb[WRxXIMBioVI2013VIcVIe[[bffW]b 7.8 288

90 sompleteIwenomeISequenceIofItheIupidemicIandIxighlyIVirulentIsTXWΦW]dWκroducingIxb[WRxI
SubcloneIofIuscherichiaIcoliIST]b]XIGenomecAnnouncementsVI2013VI]VI 38

89 κenetranceIofIhypertrophicIcardiomyopathyIinIchildrenIandIadolescentsiIaI]aWyearIfollowWupIstudyI
ofIclinicalIscreeningIandIpredictiveIgeneticItestingXICirculationVI2013VI]afVIcgWdc 16.7 90

88 xumanI˛†WdefensinWaIasIaImarkerIforIdiseaseIseverityIandIskinIbarrierIpropertiesIinIatopicI
dermatitisXIBritishcJournalcofcDermatologyVI2013VI]ehVIdgfWhb 4 34

87 RapidIdifferentiationIbetweenIlivestockWassociatedIandIlivestockWindependentIStaphylococcusI
aureusIssbhgIcladesXIPLoScONEVI2013VIgVIefhecd 3.7 71
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86 wenomeIanalysisIofIStaphylococcusIaureusISTah]VIaIdoubleIlocusIvariantIofISTbhgVIrevealsIaI
distinctIgeneticIlineageXIPLoScONEVI2013VIgVIeeb[[g 3.7 15

85
RapidIdetectionVIdifferentiationIandItypingIofImethicillinWresistantIStaphylococcusIaureusI
harbouringIeitherImecqIorItheInewImecqIhomologueImecqRLwqad]SXIClinicalcMicrobiologycandc
InfectionVI2012VI]gVIbhdWc[[

9.5 242

84 weneticIvariabilityIinIbetaWdefensinsIisInotIassociatedIwithIsusceptibilityItoIStaphylococcusIaureusI
bacteremiaXIPLoScONEVI2012VIfVIebab]d 3.7 8

83
ScreeningIofIcongenitalIheartIdiseaseIpatientsIusingImultiplexIligationWdependentIprobeI
amplificationiIearlyIdiagnosisIofIsyndromicIpatientsXIAmericancJournalcofcMedicalcGeneticspcPartcAVI
2012VI]dgqVIfa[Wd

2.5 24

82 ynfluenceIofIhostIgeneticsIandIenvironmentIonInasalIcarriageIofIstaphylococcusIaureusIinIdanishI
middleWagedIandIelderlyItwinsXIJournalcofcInfectiouscDiseasesVI2012VIa[eVI]]fgWgc 7 32

81
sardiacImyosinIbindingIproteinWsImutationsIinIfamiliesIwithIhypertrophicIcardiomyopathyiIdiseaseI
expressionIinIrelationItoIageVIgenderVIandIlongItermIoutcomeXICirculation:cCardiovascularcGeneticsVI
2012VIdVI]deWee

94

80 StaphylococcusIaureusIssbhgiIhostIadaptationIandIemergenceIofImethicillinIresistanceIinIlivestockXI
MBioVI2012VIbVI 7.8 504

79 uffectsIofIaI]fqa]IchromosomeIgeneIvariantVItobaccoIsmokeIandIfurredIpetsIonIinfantIwheezeXI
GenescandcImmunityVI2012VI]bVIhcWf 4.4 22

78 qInovelIΦyosinIessentialIlightIchainImutationIcausesIhypertrophicIcardiomyopathyIwithIlateIonsetI
andIlowIexpressivityXIBiochemistrycResearchcInternationalVI2012VIa[]aVIegd][g 2.4 22

77 wenomeIsequenceIofIStaphylococcusIaureusIstrainI]]g]hWhfVIanISTg[WyVIuuropeanI
communityWacquiredImethicillinWresistantIisolateXIJournalcofcBacteriologyVI2012VI]hcVI]eadWe 3.5 28

76 xumanI˛†WdefensinIbIRtuvr][bSIandIitsIinfluenceIonIStaphylococcusIaureusInasalIcarriageXI
InternationalcJournalcofcInfectiouscDiseasesVI2011VI]dVIebggWhc 10.5 14

75 wenomeIwideIperipheralIbloodIleukocyteItαqImethylationImicroarraysIfailedItoIidentifyI
associationsIwithIynflammatoryIrowelItiseasesκW]feXXIInflammatorycBowelcDiseasesVI2011VI]fVISed 4.5

74 qlphaWdefensinItuvq]qbIgeneIcopyInumberIelevationIinItanishIsrohnQsIdiseaseIpatientsXIDigestivec
DiseasescandcSciencesVI2011VIdeVIbd]fWac 4 19

73 TheI—sαuIgenesIinIhypertrophicIcardiomyopathyiIaIcandidateIgeneIstudyXIJournalcofcNegativec
ResultscincBioMedicineVI2011VI][VI]a 8

72 κrevalenceIofIinfectiveIendocarditisIinIpatientsIwithIStaphylococcusIaureusIbacteraemiaiItheIvalueI
ofIscreeningIwithIechocardiographyXIEuropeancJournalcofcEchocardiographyVI2011VI]aVIc]cWa[ 108

71 teterminationIofIbetaWdefensinIgenomicIcopyInumberIinIdifferentIpopulationsiIaIcomparisonIofI
threeImethodsXIPLoScONEVI2011VIeVIe]efeg 3.7 37

70 sqsαq]sIRrs][[efbfSIisIassociatedIwithIschizophreniaXIMolecularcPsychiatryVI2010VI]dVI]]hWa] 15.1 147

69
sloningIandIoccurrenceIofIczrsVIaIgeneIconferringIcadmiumIandIzincIresistanceIinI
methicillinWresistantIStaphylococcusIaureusIssbhgIisolatesXIAntimicrobialcAgentscandcChemotherapyVI
2010VIdcVIbe[dWg

5.9 102

(2010-2013)
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68
xLqWqIallelesIandIinfectiousImononucleosisIsuggestIaIcriticalIroleIforIcytotoxicITWcellIresponseIinI
urVWrelatedIxodgkinIlymphomaXIProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaVI2010VI][fVIec[[Wd

11.5 88

67 tetectingIaaq]]XaIdeletionsIbyIuseIofImultiplexIligationWdependentIprobeIamplificationIonItαqI
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