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m Paper IF Citations

51 ReproducibleaNinteractiveaNscalableNandNextensibleNmicrobiomeNdataNscienceNusingNQIIM’NgcNNaturep
BiotechnologyaN2019aNhmaNnkgbnkm 44.5 4050

50 xestNpracticesNforNanalysingNmicrobiomescNNaturepReviewspMicrobiologyaN2018aNflaNifebigg 22.2 668

49 wmericanNβutpNanNOpenNPlatformNforNyitizenNScienceNMicrobiomeNResearchcNMSystemsaN2018aNhaN 7.6 336

48 ThermalNablationNofNtumorNcellsNwithNantibodybfunctionalizedNsinglebwalledNcarbonNnanotubescN
ProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericaaN2008aNfekaNnlombmeg 11.5 317

47 MicrobiomeNanalysesNofNbloodNandNtissuesNsuggestNcancerNdiagnosticNapproachcNNatureaN2020aNkmoaNklmbkmi50.4 244

46 QiitapNrapidaNwebbenabledNmicrobiomeNmetabanalysiscNNaturepMethodsaN2018aNfkaNmolbmon 21.6 231

45 QIIM’NgpNReproducibleaNinteractiveaNscalableaNandNextensibleNmicrobiomeNdataNscience 138

44 InhibitionNofNzYRKfwNandNβSKhxNinducesNhumanN˛†bcellNproliferationcNNaturepCommunicationsaN2015aN
laNnhmg 17.4 130

43 wgebNandNSexbzependentNPatternsNofNβutNMicrobialNziversityNinNHumanNwdultscNMSystemsaN2019aNiaN 7.6 110

42 QIIM’NgpNReproducibleaNinteractiveaNscalableaNandNextensibleNmicrobiomeNdataNscienceN2018aN 78

41 MassNspectrometryNsearchesNusingNMwSSTcNNaturepBiotechnologyaN2020aNhnaNghbgl 44.5 74

40 ImpactsNofNtheNHumanNβutNMicrobiomeNonNTherapeuticscNAnnualpReviewpofpPharmacologypandp
ToxicologyaN2018aNknaNgkhbgme 17.9 51

39 wnNalleleNofNIKZ fNVIkarosWNconferringNsusceptibilityNtoNchildhoodNacuteNlymphoblasticNleukemiaN
protectsNagainstNtypeNfNdiabetescNDiabetesaN2011aNleaNfeifbi 0.9 41

38 zifferentialNwctivationNofNHepaticNInvariantNNKTNyellNSubsetsNPlaysNaNKeyNRoleNinNProgressionNofN
NonalcoholicNSteatohepatitiscNJournalpofpImmunologyaN2018aNgefaNhefmbhehk 5.3 41

37 QIIM’NgpNReproducibleaNinteractiveaNscalableaNandNextensibleNmicrobiomeNdataNscience 36

36 HumanNSkinaNOralaNandNβutNMicrobiomesNPredictNyhronologicalNwgecNMSystemsaN2020aNkaN 7.6 33

35 HighbThroughputNMiniaturizedNflSNrRNwNwmpliconNLibraryNPreparationNReducesNyostsNwhileN
PreservingNMicrobiomeNIntegritycNMSystemsaN2018aNhaN 7.6 33
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34 HighbResolutionNLongitudinalNzynamicsNofNtheNyysticN ibrosisNSputumNMicrobiomeNandNMetabolomeN
throughNwntibioticNTherapycNMSystemsaN2020aNkaN 7.6 24

33 yontextbawareNdimensionalityNreductionNdeconvolutesNgutNmicrobialNcommunityNdynamicscNNaturep
BiotechnologyaN2021aNhoaNflkbfln 44.5 23

32 yhallengesNinNtheNconstructionNofNknowledgeNbasesNforNhumanNmicrobiomebdiseaseNassociationscN
MicrobiomeaN2019aNmaNfgo 16.6 22

31 βutNmicrobiomeNinNSchizophreniapNwlteredNfunctionalNpathwaysNrelatedNtoNimmuneNmodulationNandN
atheroscleroticNriskcNBrain,pBehavior,pandpImmunityaN2021aNofaNgikbgkl 16.6 17

30 xacterialNmodificationNofNtheNhostNglycosaminoglycanNheparanNsulfateNmodulatesNSwRSbyoVbgN
infectivityN2020aN 14

29 ’MPressN’nablesNTreebβuidedaNInteractiveaNandN’xploratoryNwnalysesNofNMultibomicNzataNSetscN
MSystemsaN2021aNlaN 7.6 14

28 TypeNINI NsNandNyznNTNcellsNincreaseNintestinalNbarrierNpermeabilityNafterNchronicNviralNinfectioncN
JournalpofpExperimentalpMedicineaN2020aNgfmaN 16.6 13

27 zetectionNandNcorrectionNofNartefactsNinNestimationNofNrareNcopyNnumberNvariantsNandNanalysisNofN
rareNdeletionsNinNtypeNfNdiabetescNHumanpMolecularpGeneticsaN2015aNgiaNfmmiboe 5.6 11

26 wmericanNβutpNanNOpenNPlatformNforNyitizenbScienceNMicrobiomeNResearch 11

25 MwSSTpNwNWebbbasedNxasicNMassNSpectrometryNSearchNToolNforNMoleculesNtoNSearchNPublicNzata 8

24 MetabolomebInformedNMicrobiomeNwnalysisNRefinesNMetadataNylassificationsNandNRevealsN
UnexpectedNMedicationNTransferNinNyaptiveNyheetahscNMSystemsaN2020aNkaN 7.6 8

23 βastrointestinalNSurgeryNforNInflammatoryNxowelNziseaseNPersistentlyNLowersNMicrobiomeNandN
MetabolomeNziversitycNInflammatorypBowelpDiseasesaN2021aNgmaNlehblfl 4.5 8

22 OβUsNenableNeffectiveaNphylogenybawareNanalysisNofNevenNshallowNmetagenomeNcommunityNstructures 7

21  easibilityNofNusingNalternativeNswabsNandNstorageNsolutionsNforNpairedNSwRSbyoVbgNdetectionNandN
microbiomeNanalysisNinNtheNhospitalNenvironmentcNMicrobiomeaN2021aNoaNgk 16.6 7

20 ’MPressNenablesNtreebguidedaNinteractiveaNandNexploratoryNanalysesNofNmultibomicNdatasets 5

19 wNcomparisonNofNzNwdRNwNextractionNprotocolsNforNhighbthroughputNsequencingNofNmicrobialN
communitiescNBioTechniquesaN2021aNmeaNfiobfko 2.5 5

18 zifferingNsalivaryNmicrobiomeNdiversityaNcommunityNandNdiurnalNrhythmicityNinNassociationNwithN
affectiveNstateNandNperipheralNinflammationNinNadultscNBrain,pBehavior,pandpImmunityaN2020aNnmaNkofbleg 16.6 4

17 ReferenceNdataNbasedNinsightsNexpandNunderstandingNofNhumanNmetabolomes 4
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16
yznNTNcellsNdriveNanorexiaaNdysbiosisaNandNbloomsNofNaNcommensalNwithNimmunosuppressiveN
potentialNafterNviralNinfectioncNProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatesp
ofpAmericaaN2020aNffmaNgioonbgkeem

11.5 4

15 TheNmicrobiomeNandNprostateNcancercNProstatepCancerpandpProstaticpDiseasesaN2021aN 6.2 4

14  easibilityNofNusingNalternativeNswabsNandNstorageNsolutionsNforNpairedNSwRSbyoVbgNdetectionNandN
microbiomeNanalysisNinNtheNhospitalNenvironmentN2020aN 3

13 MultibomicsNprofilingNofN’arthâ��sNbiomesNrevealsNthatNmicrobialNandNmetaboliteNcompositionNareN
shapedNbyNtheNenvironment 3

12 ’fficientNcomputationNofN aithUsNphylogeneticNdiversityNwithNapplicationsNinNcharacterizingN
microbiomescNGenomepResearchaN2021aNhfaNgfhfbgfhm 9.7 3

11 PhylogenybwwareNwnalysisNofNMetagenomeNyommunityN’cologyNxasedNonNMatchedNReferenceN
βenomesNwhileNxypassingNTaxonomyccNMSystemsaN2022aNeeeflmgg 7.6 3

10 wNcomparisonNofNsixNzNwNextractionNprotocolsNforNflSaNITS´ andNshotgunNmetagenomicNsequencingNofN
microbialNcommunitiescNBioTechniquesa 2.5 3

9 MetabolomebinformedNmicrobiomeNanalysisNrefinesNmetadataNclassificationsNandNrevealsN
unexpectedNmedicationNtransferNinNcaptiveNcheetahs 2

8 zepressionNinNIndividualsNyoinfectedNwithNHIVNandNHyVNIsNwssociatedNwithNSystematicNzifferencesNinN
theNβutNMicrobiomeNandNMetabolomecNMSystemsaN2020aNkaN 7.6 2

7 TheNHostbMicrobiomeNResponseNtoNHyperbaricNOxygenNTherapyNinNUlcerativeNyolitisNPatientsccN
CellularpandpMolecularpGastroenterologypandpHepatologyaN2022aN 7.9 2

6 wNcomparisonNofNzNwdRNwNextractionNprotocolsNforNhighbthroughputNsequencingNofNmicrobialN
communitiesN2020aN 1

5 wgeNandNsexbdependentNpatternsNofNgutNmicrobialNdiversityNinNhumanNadults 1

4 SalivaryNbacterialNsignaturesNinNdepressionbobesityNcomorbidityNareNassociatedNwithN
neurotransmittersNandNneuroactiveNdipeptidesccNBMCpMicrobiologyaN2022aNggaNmk 4.5 1

3 SwappingNMetagenomicsNPreprocessingNPipelineNyomponentsNOffersNSpeedNandNSensitivityN
IncreasesccNMSystemsaN2022aNeefhmngf 7.6 0

2 MultiomicNwnalysesNofNNascentNPretermNInfantNMicrobiomesNzifferentiationNSuggestNOpportunitiesN
forNTargetedNInterventioncNAdvancedpBiologyagfefhfh 0

1 ylassNIbNMHybMediatedNImmuneNInteractionsNPlayNaNyriticalNRoleNinNMaintainingNMucosalN
HomeostasisNinNtheNMammalianNLargeNIntestineccNImmunoHorizonsaN2021aNkaNokhbomf 2.7
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