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Mutations in the adenosine deaminase ADAR1 that prevent endogenous Z-RNA binding induce
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<scE>ADAR< scp> 1&€mediated <scp>RNA</scp> editing is required for thymic selfa€tolerance and
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RNA editing at a limited number of sites is sufficient to prevent MDA5 activation in the mouse brain.
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Age-dependent decline in remyelination capacity is mediated by apelind€“AP) signaling. Nature Aging, 2021,
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