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n Paper IF Citations

358 sLgeneralLframeworkLforLestimatingLtheLrelativeLpathogenicityLofLhumanLgeneticLvariantsZLNaturef
GeneticsXL2014XLfhXLecbYg 36.3 3626

357 NextYgenerationLvNsLsequencingZLNaturefBiotechnologyXL2008XLdhXLccegYfg 44.5 3040

356 SporadicLautismLexomesLrevealLaLhighlyLinterconnectedLproteinLnetworkLofLdeLnovoLmutationsZL
NatureXL2012XLfjgXLdfhYgb 50.4 1587

355 wxomeLsequencingLidentifiesLtheLcauseLofLaLmendelianLdisorderZLNaturefGeneticsXL2010XLfdXLebYg 36.3 1573

354 TargetedLcaptureLandLmassivelyLparallelLsequencingLofLcdLhumanLexomesZLNatureXL2009XLfhcXLdidYh 50.4 1573

353 TheLcontributionLofLdeLnovoLcodingLmutationsLtoLautismLspectrumLdisorderZLNatureXL2014XLgcgXLdchYdc 50.4 1470

352 TheLcompleteLgenomeLsequenceLofLaLNeanderthalLfromLtheLsltaiLMountainsZLNatureXL2014XLgbgXLfeYk 50.4 1339

351 sLhighYcoverageLgenomeLsequenceLfromLanLarchaicLvenisovanLindividualZLScienceXL2012XLeejXLdddYh 33.3 1276

350 wxomeLsequencingLasLaLtoolLforLMendelianLdiseaseLgeneLdiscoveryZLNaturefReviewsfGeneticsXL2011XL
cdXLifgYgg 30.1 1265

349 usvvlLpredictingLtheLdeleteriousnessLofLvariantsLthroughoutLtheLhumanLgenomeZLNucleicfAcidsf
ResearchXL2019XLfiXLvjjhYvjkf 20.1 1165

348 wxomeLsequencingLidentifiesLMLLdLmutationsLasLaLcauseLofLKabukiLsyndromeZLNaturefGeneticsXL2010
XLfdXLikbYe 36.3 1041

347 sccurateLmultiplexLpolonyLsequencingLofLanLevolvedLbacterialLgenomeZLScienceXL2005XLebkXLcidjYed 33.3 1011

346 ~ntegrativeLgenomeLanalysesLidentifyLkeyLsomaticLdriverLmutationsLofLsmallYcellLlungLcancerZLNaturef
GeneticsXL2012XLffXLccbfYcb 36.3 919

345 wxomeLsequencingLinLsporadicLautismLspectrumLdisordersLidentifiesLsevereLdeLnovoLmutationsZL
NaturefGeneticsXL2011XLfeXLgjgYk 36.3 899

344 MultiplexLtargetedLsequencingLidentifiesLrecurrentlyLmutatedLgenesLinLautismLspectrumLdisordersZL
ScienceXL2012XLeejXLchckYdd 33.3 892

343 TargetYenrichmentLstrategiesLforLnextYgenerationLsequencingZLNaturefMethodsXL2010XLiXLcccYj 21.6 863

342 TheLsingleYcellLtranscriptionalLlandscapeLofLmammalianLorganogenesisZLNatureXL2019XLghhXLfkhYgbd 50.4 826
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341 snalysisLofLgeneticLinheritanceLinLaLfamilyLquartetLbyLwholeYgenomeLsequencingZLScienceXL2010XLedjXLhehYk33.3 822

340 snalysisLofLhXgcgLexomesLrevealsLtheLrecentLoriginLofLmostLhumanLproteinYcodingLvariantsZLNatureXL
2013XLfkeXLdchYdb 50.4 723

339 sLthreeYdimensionalLmodelLofLtheLyeastLgenomeZLNatureXL2010XLfhgXLeheYi 50.4 722

338 MultiplexLsingleLcellLprofilingLofLchromatinLaccessibilityLbyLcombinatorialLcellularLindexingZLScienceXL
2015XLefjXLkcbYf 33.3 668

337 uellYfreeLvNsLuomprisesLanL~nLVivoLNucleosomeLxootprintLthatL~nformsL~tsLTissuesYOfYOriginZLCellXL
2016XLchfXLgiYhj 56.2 664

336 uhromosomeYscaleLscaffoldingLofLdeLnovoLgenomeLassembliesLbasedLonLchromatinLinteractionsZL
NaturefBiotechnologyXL2013XLecXLccckYdg 44.5 650

335 uomprehensiveLsingleYcellLtranscriptionalLprofilingLofLaLmulticellularLorganismZLScienceXL2017XLegiXLhhcYhhi33.3 645

334 veLnovoLgermlineLandLpostzygoticLmutationsLinLsKTeXLP~KeRdLandLP~KeusLcauseLaLspectrumLofL
relatedLmegalencephalyLsyndromesZLNaturefGeneticsXL2012XLffXLkefYfb 36.3 521

333 yenomeLevolutionLinLtheLallotetraploidLfrogLXenopusLlaevisZLNatureXL2016XLgejXLeehYefe 50.4 510

332 TargetedLresequencingLinLepilepticLencephalopathiesLidentifiesLdeLnovoLmutationsLinLuzvdLandL
SYNysPcZLNaturefGeneticsXL2013XLfgXLjdgYeb 36.3 500

331 viversityLofLhumanLcopyLnumberLvariationLandLmulticopyLgenesZLScienceXL2010XLeebXLhfcYh 33.3 491

330 vNsLsequencingLatLfblLpastXLpresentLandLfutureZLNatureXL2017XLggbXLefgYege 50.4 486

329 visruptiveLuzvjLmutationsLdefineLaLsubtypeLofLautismLearlyLinLdevelopmentZLCellXL2014XLcgjXLdheYdih 56.2 467

328 sssemblathonLdlLevaluatingLdeLnovoLmethodsLofLgenomeLassemblyLinLthreeLvertebrateLspeciesZL
GigaScienceXL2013XLdXLcb 7.6 461

327 sdvancedLsequencingLtechnologieslLmethodsLandLgoalsZLNaturefReviewsfGeneticsXL2004XLgXLeegYff 30.1 440

326 TheLyeneticLtasisLofLMendelianLPhenotypeslLviscoveriesXLuhallengesXLandLOpportunitiesZLAmericanf
JournalfoffHumanfGeneticsXL2015XLkiXLckkYdcg 11 432

325 ulassificationLandLcharacterizationLofLmicrosatelliteLinstabilityLacrossLcjLcancerLtypesZLNaturef
MedicineXL2016XLddXLcefdYcegb 50.5 432

324 RefiningLanalysesLofLcopyLnumberLvariationLidentifiesLspecificLgenesLassociatedLwithLdevelopmentalL
delayZLNaturefGeneticsXL2014XLfhXLcbheYic 36.3 429
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323 SubstantialLinterindividualLandLlimitedLintraindividualLgenomicLdiversityLamongLtumorsLfromLmenL
withLmetastaticLprostateLcancerZLNaturefMedicineXL2016XLddXLehkYij 50.5 425

322 NeedlesLinLstacksLofLneedleslLfindingLdiseaseYcausalLvariantsLinLaLwealthLofLgenomicLdataZLNaturef
ReviewsfGeneticsXL2011XLcdXLhdjYfb 30.1 423

321 WholeYorganismLlineageLtracingLbyLcombinatorialLandLcumulativeLgenomeLeditingZLScienceXL2016XL
egeXLaafikbi 33.3 409

320  ointLprofilingLofLchromatinLaccessibilityLandLgeneLexpressionLinLthousandsLofLsingleLcellsZLScienceXL
2018XLehcXLcejbYcejg 33.3 381

319 RapidXLlowYinputXLlowYbiasLconstructionLofLshotgunLfragmentLlibrariesLbyLhighYdensityLinLvitroL
transpositionZLGenomefBiologyXL2010XLccXLRcck 18.3 377

318 MassivelyLparallelLfunctionalLdissectionLofLmammalianLenhancersLinLvivoZLNaturefBiotechnologyXL
2012XLebXLdhgYib 44.5 366

317 MultiplexLamplificationLofLlargeLsetsLofLhumanLexonsZLNaturefMethodsXL2007XLfXLkecYh 21.6 357

316 xragmentLLengthLofLuirculatingLTumorLvNsZLPLoSfGeneticsXL2016XLcdXLecbbhchd 6 349

315 TheLfvLnucleomeLprojectZLNatureXL2017XLgfkXLdckYddh 50.4 332

314 sLSingleYuellLstlasLofL~n´ VivoLMammalianLuhromatinLsccessibilityZLCellXL2018XLcifXLcebkYcedfZecj 56.2 331

313 sLdeLnovoLconvergenceLofLautismLgeneticsLandLmolecularLneuroscienceZLTrendsfinfNeurosciencesXL
2014XLeiXLkgYcbg 13.3 327

312 SingleYmoleculeLsequencingLandLchromatinLconformationLcaptureLenableLdeLnovoLreferenceL
assemblyLofLtheLdomesticLgoatLgenomeZLNaturefGeneticsXL2017XLfkXLhfeYhgb 36.3 323

311 MassivelyLmultiplexLsingleYcellLziYuZLNaturefMethodsXL2017XLcfXLdheYdhh 21.6 308

310 sccurateLclassificationLofLtRuscLvariantsLwithLsaturationLgenomeLeditingZLNatureXL2018XLghdXLdciYddd 50.4 308

309 SimultaneousLsingleYcellLprofilingLofLlineagesLandLcellLtypesLinLtheLvertebrateLbrainZLNaturef
BiotechnologyXL2018XLehXLffdYfgb 44.5 299

308 NoninvasiveLwholeYgenomeLsequencingLofLaLhumanLfetusZLSciencefTranslationalfMedicineXL2012XLfXLceiraih17.5 294

307 vecodingLlongLnanoporeLsequencingLreadsLofLnaturalLvNsZLNaturefBiotechnologyXL2014XLedXLjdkYee 44.5 291

306 LongYreadLsequenceLassemblyLofLtheLgorillaLgenomeZLScienceXL2016XLegdXLaaebeff 33.3 282
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305 SomaticLmutationsLinLcerebralLcorticalLmalformationsZLNewfEnglandfJournalfoffMedicineXL2014XLeicXLieeYfe59.2 265

304 ylobalLsurveyLofLescapeLfromLXLinactivationLbyLRNsYsequencingLinLmouseZLGenomefResearchXL2010XL
dbXLhcfYdd 9.7 261

303 TranscriptomeYwideLmiRYcggLbindingLmapLrevealsLwidespreadLnoncanonicalLmicroRNsLtargetingZL
MolecularfCellXL2012XLfjXLihbYib 17.6 257

302 TyxtdLmutationsLcauseLfamilialLthoracicLaorticLaneurysmsLandLdissectionsLassociatedLwithLmildL
systemicLfeaturesLofLMarfanLsyndromeZLNaturefGeneticsXL2012XLffXLkchYdc 36.3 257

301 yR~NdsLmutationsLcauseLepilepsyYaphasiaLspectrumLdisordersZLNaturefGeneticsXL2013XLfgXLcbieYh 36.3 249

300 TheLmillionLmutationLprojectlLaLnewLapproachLtoLgeneticsLinLuaenorhabditisLelegansZLGenomef
ResearchXL2013XLdeXLcifkYhd 9.7 249

299 uiceroLPredictsLcisYRegulatoryLvNsL~nteractionsLfromLSingleYuellLuhromatinLsccessibilityLvataZL
MolecularfCellXL2018XLicXLjgjYjicZej 17.6 247

298 zighYresolutionLanalysisLofLvNsLregulatoryLelementsLbyLsyntheticLsaturationLmutagenesisZLNaturef
BiotechnologyXL2009XLdiXLccieYg 44.5 247

297 PredictionLofLSusceptibilityLtoLxirstYLineLTuberculosisLvrugsLbyLvNsLSequencingZLNewfEnglandf
JournalfoffMedicineXL2018XLeikXLcfbeYcfcg 59.2 243

296 TheLexpandingLscopeLofLvNsLsequencingZLNaturefBiotechnologyXL2012XLebXLcbjfYkf 44.5 237

295 TheLhaplotypeYresolvedLgenomeLandLepigenomeLofLtheLaneuploidLzeLaLcancerLcellLlineZLNatureXL
2013XLgbbXLdbiYcc 50.4 236

294 sLgermlineLhomozygousLmutationLinLtheLbaseYexcisionLrepairLgeneLNTzLcLcausesLadenomatousL
polyposisLandLcolorectalLcancerZLNaturefGeneticsXL2015XLfiXLhhjYic 36.3 229

293 SaturationLeditingLofLgenomicLregionsLbyLmultiplexLhomologyYdirectedLrepairZLNatureXL2014XLgceXLcdbYe 50.4 223

292 SingleLmoleculeLmolecularLinversionLprobesLforLtargetedXLhighYaccuracyLdetectionLofLlowYfrequencyL
variationZLGenomefResearchXL2013XLdeXLjfeYgf 9.7 221

291 wxomeLsequencingLidentifiesLSMsveLmutationsLasLaLcauseLofLfamilialLthoracicLaorticLaneurysmLandL
dissectionLwithLintracranialLandLotherLarterialLaneurysmsZLCirculationfResearchXL2011XLcbkXLhjbYh 15.7 221

290 P~eKasKTLpathwayLmutationsLcauseLaLspectrumLofLbrainLmalformationsLfromLmegalencephalyLtoL
focalLcorticalLdysplasiaZLBrainXL2015XLcejXLchceYdj 11.2 211

289 wxomeLsequencingLidentifiesLaLspectrumLofLmutationLfrequenciesLinLadvancedLandLlethalLprostateL
cancersZLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2011XLcbjXLcibjiYkd11.5 211

288 sLmolecularLpathwayLincludingL~ddXLTbxgXLandLNkxdYgLrequiredLforLcardiacLconductionLsystemL
developmentZLCellXL2007XLcdkXLcehgYih 56.2 209
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287 wvidenceLforLcompensatoryLupregulationLofLexpressedLXYlinkedLgenesLinLmammalsXLuaenorhabditisL
elegansLandLvrosophilaLmelanogasterZLNaturefGeneticsXL2011XLfeXLccikYjg 36.3 206

286 TheLcisYregulatoryLdynamicsLofLembryonicLdevelopmentLatLsingleYcellLresolutionZLNatureXL2018XLgggXLgejYgfd50.4 199

285 RegionalL~solationLvrivesLtacterialLviversificationLwithinLuysticLxibrosisLLungsZLCellfHostfandfMicrobe
XL2015XLcjXLebiYck 23.4 194

284 zaplotypeYresolvedLgenomeLsequencingLofLaLyujaratiL~ndianLindividualZLNaturefBiotechnologyXL2011XL
dkXLgkYhe 44.5 194

283 MassivelyLParallelLxunctionalLsnalysisLofLtRuscLR~NyLvomainLVariantsZLGeneticsXL2015XLdbbXLfceYdd 4 190

282 sLyenomeYwideLxrameworkLforLMappingLyeneLRegulationLviaLuellularLyeneticLScreensZLCellXL2019XL
cihXLeiiYekbZeck 56.2 188

281 MammalianLtargetLofLrapamycinLpathwayLmutationsLcauseLhemimegalencephalyLandLfocalLcorticalL
dysplasiaZLAnnalsfoffNeurologyXL2015XLiiXLidbYg 9.4 183

280 uomplexLMSzdLandLMSzhLmutationsLinLhypermutatedLmicrosatelliteLunstableLadvancedLprostateL
cancerZLNaturefCommunicationsXL2014XLgXLfkjj 17.4 182

279 veLnovoLmutationsLinLtheLactinLgenesLsuTtLandLsuTycLcauseLtaraitserYWinterLsyndromeZLNaturef
GeneticsXL2012XLffXLffbYfXLScYd 36.3 181

278 sLbriefLhistoryLofLhumanLdiseaseLgeneticsZLNatureXL2020XLgiiXLcikYcjk 50.4 181

277 ystRscLandLSTXtPclLnovelLgeneticLcausesLofLvravetLsyndromeZLNeurologyXL2014XLjdXLcdfgYge 6.5 180

276 PoxvirusesLdeployLgenomicLaccordionsLtoLadaptLrapidlyLagainstLhostLantiviralLdefensesZLCellXL2012XL
cgbXLjecYfc 56.2 180

275 zighYresolutionLcomparativeLanalysisLofLgreatLapeLgenomesZLScienceXL2018XLehbXL 33.3 178

274 ~dentificationLofLsexYspecificLquantitativeLtraitLlociLcontrollingLalcoholLpreferenceLinLugitLaLhLmiceZL
NaturefGeneticsXL1996XLceXLcfiYge 36.3 175

273 VariantL~nterpretationlLxunctionalLsssaysLtoLtheLRescueZLAmericanfJournalfoffHumanfGeneticsXL2017XL
cbcXLecgYedg 11 171

272 TheLlncRNsLxirreLanchorsLtheLinactiveLXLchromosomeLtoLtheLnucleolusLbyLbindingLuTuxLandL
maintainsLzeKdimeeLmethylationZLGenomefBiologyXL2015XLchXLgd 18.3 170

271 sssociationLofLMTORLMutationsLWithLvevelopmentalLtrainLvisordersXL~ncludingLMegalencephalyXL
xocalLuorticalLvysplasiaXLandLPigmentaryLMosaicismZLJAMAfNeurologyXL2016XLieXLjehYjfg 17.2 166

270 yenomeYscaleLidentificationLofLresistanceLfunctionsLinLPseudomonasLaeruginosaLusingLTnYseqZLMBio
XL2011XLdXLebbecgYcb 7.8 165
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269 MassivelyLparallelLexonLcaptureLandLlibraryYfreeLresequencingLacrossLchLgenomesZLNaturefMethodsXL
2009XLhXLecgYh 21.6 164

268 MultiplexLassessmentLofLproteinLvariantLabundanceLbyLmassivelyLparallelLsequencingZLNaturef
GeneticsXL2018XLgbXLjifYjjd 36.3 163

267 yenomicLsurveillanceLrevealsLmultipleLintroductionsLofLSsRSYuoVYdLintoLNorthernLualiforniaZL
ScienceXL2020XLehkXLgjdYgji 33.3 162

266 wstimatingLtheLhumanLmutationLrateLusingLautozygosityLinLaLfounderLpopulationZLNaturefGeneticsXL
2012XLffXLcdiiYjc 36.3 162

265 tipartiteLstructureLofLtheLinactiveLmouseLXLchromosomeZLGenomefBiologyXL2015XLchXLcgd 18.3 161

264 SupervisedLclassificationLenablesLrapidLannotationLofLcellLatlasesZLNaturefMethodsXL2019XLchXLkjeYkjh 21.6 157

263 MassivelyLparallelLdecodingLofLmammalianLregulatoryLsequencesLsupportsLaLflexibleLorganizationalL
modelZLNaturefGeneticsXL2013XLfgXLcbdcYcbdj 36.3 155

262 RecurrentLgainYofYfunctionLmutationLinLPRKycLcausesLthoracicLaorticLaneurysmsLandLacuteLaorticL
dissectionsZLAmericanfJournalfoffHumanfGeneticsXL2013XLkeXLekjYfbf 11 153

261 sLsystematicLcomparisonLrevealsLsubstantialLdifferencesLinLchromosomalLversusLepisomalLencodingL
ofLenhancerLactivityZLGenomefResearchXL2017XLdiXLejYgd 9.7 148

260 xineYscaleLchromatinLinteractionLmapsLrevealLtheLcisYregulatoryLlandscapeLofLhumanLlincRNsLgenesZL
NaturefMethodsXL2015XLcdXLicYj 21.6 147

259 MassivelyLparallelLsequencingLandLrareLdiseaseZLHumanfMolecularfGeneticsXL2010XLckXLRcckYdf 5.6 147

258 RapidLchSLrRNsLnextYgenerationLsequencingLofLpolymicrobialLclinicalLsamplesLforLdiagnosisLofL
complexLbacterialLinfectionsZLPLoSfONEXL2013XLjXLehgddh 3.7 144

257 xluorescentLinLsituLsequencingLonLpolymeraseLcoloniesZLAnalyticalfBiochemistryXL2003XLedbXLggYhg 3.1 144

256 sLsuppressorLscreenLinLMecpdLmutantLmiceLimplicatesLcholesterolLmetabolismLinLRettLsyndromeZL
NaturefGeneticsXL2013XLfgXLcbceYdb 36.3 143

255 wscapeLfromLXLinactivationLvariesLinLmouseLtissuesZLPLoSfGeneticsXL2015XLccXLecbbgbik 6 142

254 snLsiRNsYbasedLfunctionalLgenomicsLscreenLforLthe´ identificationLofLregulatorsLofLciliogenesisLandL
ciliopathy´ genesZLNaturefCellfBiologyXL2015XLciXLcbifYcbji 23.4 140

253 MutationsLinLRSPzcLcauseLprimaryLciliaryLdyskinesiaLwithLaLuniqueLclinicalLandLciliaryLphenotypeZL
AmericanfJournalfoffRespiratoryfandfCriticalfCarefMedicineXL2014XLcjkXLibiYci 10.2 139

252 SingleYnucleotideLevolutionaryLconstraintLscoresLhighlightLdiseaseYcausingLmutationsZLNaturef
MethodsXL2010XLiXLdgbYc 21.6 139
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251 LearningLtheLsequenceLdeterminantsLofLalternativeLsplicingLfromLmillionsLofLrandomLsequencesZL
CellXL2015XLcheXLhkjYicc 56.2 136

250 ~dentificationLbyLwholeYgenomeLresequencingLofLgeneLdefectLresponsibleLforLsevereL
hypercholesterolemiaZLHumanfMolecularfGeneticsXL2010XLckXLfeceYj 5.6 136

249 WholeYexomeLcaptureLandLsequencingLidentifiesLzwsTRdLmutationLasLaLcauseLofLprimaryLciliaryL
dyskinesiaZLAmericanfJournalfoffHumanfGeneticsXL2012XLkcXLhjgYke 11 135

248 zaploinsufficiencyLofLSxetfXLaLcomponentLofLtheLpreYmRNsLspliceosomalLcomplexXLcausesLNagerL
syndromeZLAmericanfJournalfoffHumanfGeneticsXL2012XLkbXLkdgYee 11 135

247 urypticLtransmissionLofLSsRSYuoVYdLinLWashingtonLstateZLScienceXL2020XLeibXLgicYgig 33.3 135

246 SelectionLanalysesLofLinsertionalLmutantsLusingLsubgenicYresolutionLarraysZLNaturefBiotechnologyXL
2001XLckXLcbhbYg 44.5 134

245 zaplotypeYresolvedLwholeYgenomeLsequencingLbyLcontiguityYpreservingLtranspositionLandL
combinatorialLindexingZLNaturefGeneticsXL2014XLfhXLcefeYk 36.3 132

244 SpectrumLofLMLLdLTsLRULmutationsLinLccbLcasesLofLKabukiLsyndromeZLAmericanfJournalfoffMedicalf
GeneticssfPartfAXL2011XLcggsXLcgccYh 2.5 132

243 vigitalLgenotypingLandLhaplotypingLwithLpolymeraseLcoloniesZLProceedingsfoffthefNationalfAcademyf
offSciencesfoffthefUnitedfStatesfoffAmericaXL2003XLcbbXLgkdhYec 11.5 130

242 sLhumanLcellLatlasLofLfetalLgeneLexpressionZLScienceXL2020XLeibXL 33.3 130

241 megaTsLslLaLrareYcleavingLnucleaseLarchitectureLforLtherapeuticLgenomeLengineeringZLNucleicfAcidsf
ResearchXL2014XLfdXLdgkcYhbc 20.1 128

240 uomputationalLdiscoveryLofLsenseYantisenseLtranscriptionLinLtheLhumanLandLmouseLgenomesZL
GenomefBiologyXL2002XLeXLRwSwsRuzbbff 18.3 127

239 zighlyLscalableLgenerationLofLvNsLmethylationLprofilesLinLsingleLcellsZLNaturefBiotechnologyXL2018XL
ehXLfdjYfec 44.5 125

238 sLYearLofL~nfectionLinLtheL~ntensiveLuareLUnitlLProspectiveLWholeLyenomeLSequencingLofLtacterialL
ulinicalL~solatesLRevealsLurypticLTransmissionsLandLNovelLMicrobiotaZLPLoSfGeneticsXL2015XLccXLecbbgfce 6 125

237 MutationsLinLP~wZOdLcauseLyordonLsyndromeXLMardenYWalkerLsyndromeXLandLdistalLarthrogryposisL
typeLgZLAmericanfJournalfoffHumanfGeneticsXL2014XLkfXLiefYff 11 124

236 yenomicLsnalysesLfromLNonYinvasiveLPrenatalLTestingLRevealLyeneticLsssociationsXLPatternsLofL
ViralL~nfectionsXLandLuhineseLPopulationLzistoryZLCellXL2018XLcigXLefiYegkZecf 56.2 123

235 LOXLMutationsLPredisposeLtoLThoracicLsorticLsneurysmsLandLvissectionsZLCirculationfResearchXL
2016XLccjXLkdjYef 15.7 122

234 zaplotypeYresolvedLgenomeLsequencinglLexperimentalLmethodsLandLapplicationsZLNaturefReviewsf
GeneticsXL2015XLchXLeffYgj 30.1 120
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233 SpeciesYlevelLdeconvolutionLofLmetagenomeLassembliesLwithLziYuYbasedLcontactLprobabilityLmapsZL
G3:fGenessfGenomessfGeneticsXL2014XLfXLceekYfh 3.2 120

232 LargeYscaleLgenomicLsequencingLofLextraintestinalLpathogenicLwscherichiaLcoliLstrainsZLGenomef
ResearchXL2015XLdgXLcckYdj 9.7 116

231 ParallelXLtagYdirectedLassemblyLofLlocallyLderivedLshortLsequenceLreadsZLNaturefMethodsXL2010XLiXLcckYdd21.6 116

230 ~nLvitroXLlongYrangeLsequenceLinformationLforLdeLnovoLgenomeLassemblyLviaLtransposaseLcontiguityZL
GenomefResearchXL2014XLdfXLdbfcYk 9.7 112

229 TheLoriginsXLdeterminantsXLandLconsequencesLofLhumanLmutationsZLScienceXL2015XLefkXLcfijYje 33.3 111

228 wxomeLsequencingLidentifiesLmutationsLinLuuvuccfLasLaLcauseLofLprimaryLciliaryLdyskinesiaZL
AmericanfJournalfoffHumanfGeneticsXL2013XLkdXLkkYcbh 11 111

227 MutationsLinLSPsycLcauseLprimaryLciliaryLdyskinesiaLassociatedLwithLdefectiveLouterLandLinnerL
dyneinLarmsZLAmericanfJournalfoffHumanfGeneticsXL2013XLkeXLiccYdb 11 109

226 TagmentationYbasedLwholeYgenomeLbisulfiteLsequencingZLNaturefProtocolsXL2013XLjXLdbddYed 18.8 108

225 sctivityYenhancingLmutationsLinLanLweLubiquitinLligaseLidentifiedLbyLhighYthroughputLmutagenesisZL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2013XLccbXLwcdheYid 11.5 108

224 RNxdceLrareLvariantsLinLanLethnicallyLdiverseLpopulationLwithLMoyamoyaLdiseaseZLStrokeXL2014XLfgXLedbbYi6.7 103

223 MassivelyLparallelLsingleYaminoYacidLmutagenesisZLNaturefMethodsXL2015XLcdXLdbeYhXLfLpLfollowingLdbh 21.6 101

222 QuantitativeLMissenseLVariantLwffectLPredictionLUsingLLargeYScaleLMutagenesisLvataZLCellfSystemsXL
2018XLhXLcchYcdfZee 10.6 100

221 TowardsLaLcomprehensiveLcatalogueLofLvalidatedLandLtargetYlinkedLhumanLenhancersZLNaturef
ReviewsfGeneticsXL2020XLdcXLdkdYecb 30.1 99

220
~nformedLconsentLforLwholeLgenomeLsequencinglLaLqualitativeLanalysisLofLparticipantLexpectationsL
andLperceptionsLofLrisksXLbenefitsXLandLharmsZLAmericanfJournalfoffMedicalfGeneticssfPartfAXL2012XL
cgjsXLcecbYk

2.5 99

219 M~PgenlLoptimizedLmodelingLandLdesignLofLmolecularLinversionLprobesLforLtargetedLresequencingZL
BioinformaticsXL2014XLebXLdhibYd 7.2 98

218 UltraYlowYinputXLtagmentationYbasedLwholeYgenomeLbisulfiteLsequencingZLGenomefResearchXL2012XL
ddXLccekYfe 9.7 98

217 MethodsLforLgenomicLpartitioningZLAnnualfReviewfoffGenomicsfandfHumanfGeneticsXL2009XLcbXLdheYjf 9.7 98

216 OnLtheLdesignLofLuR~SPRYbasedLsingleYcellLmolecularLscreensZLNaturefMethodsXL2018XLcgXLdicYdif 21.6 96

(2018-2014)
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215 MosaicismLofLtheLUvPYgalactoseLtransporterLSLuegsdLcausesLaLcongenitalLdisorderLofLglycosylationZL
AmericanfJournalfoffHumanfGeneticsXL2013XLkdXLhedYh 11 93

214 veLnovoLmutationsLinLNsLuNLcauseLaLsyndromeLcharacterizedLbyLcongenitalLcontracturesLofLtheL
limbsLandLfaceXLhypotoniaXLandLdevelopmentalLdelayZLAmericanfJournalfoffHumanfGeneticsXL2015XLkhXLfhdYie11 91

213 uopyYnumberLvariationLandLfalseLpositiveLprenatalLaneuploidyLscreeningLresultsZLNewfEnglandf
JournalfoffMedicineXL2015XLeidXLchekYfg 59.2 90

212 YassociatedLdevelopmentalLdisordersLexhibitLdistinctLclassesLofLmutationsLwithLvariableLexpressionL
andLtissueLdistributionZLJCIfInsightXL2016XLcXL 9.9 90

211 MutationLdiscoveryLinLmiceLbyLwholeLexomeLsequencingZLGenomefBiologyXL2011XLcdXLRjh 18.3 89

210 NextLgenerationLsequenceLanalysisLforLmitochondrialLdisordersZLGenomefMedicineXL2009XLcXLcbb 14.4 88

209 SingleLmoleculeLprofilingLofLalternativeLpreYmRNsLsplicingZLScienceXL2003XLebcXLjehYj 33.3 88

208
uR~SPRauaskYMediatedLScanningLforLRegulatoryLwlementsLRequiredLforLzPRTcLwxpressionLviaL
ThousandsLofLLargeXLProgrammedLyenomicLveletionsZLAmericanfJournalfoffHumanfGeneticsXL2017XL
cbcXLckdYdbg

11 87

207 uharacterizationLofLapparentlyLbalancedLchromosomalLrearrangementsLfromLtheLdevelopmentalL
genomeLanatomyLprojectZLAmericanfJournalfoffHumanfGeneticsXL2008XLjdXLicdYdd 11 84

206 veLNovoLMutationsLinLProteinLKinaseLyenesLusMKdsLandLusMKdtLuauseL~ntellectualLvisabilityZL
AmericanfJournalfoffHumanfGeneticsXL2017XLcbcXLihjYijj 11 81

205 veLnovoLTtRcLmutationsLinLsporadicLautismLdisruptLproteinLfunctionsZLNaturefCommunicationsXL
2014XLgXLfkgf 17.4 80

204 MutationsLinLuSPPcLcauseLprimaryLciliaLabnormalitiesLandL oubertLsyndromeLwithLorLwithoutL euneL
asphyxiatingLthoracicLdystrophyZLAmericanfJournalfoffHumanfGeneticsXL2014XLkfXLhdYid 11 80

203 LongYrangeLpolonyLhaplotypingLofLindividualLhumanLchromosomeLmoleculesZLNaturefGeneticsXL2006XL
ejXLejdYi 36.3 80

202 sLpooledLsingleYcellLgeneticLscreenLidentifiesLregulatoryLcheckpointsLinLtheLcontinuumLofLtheL
epithelialYtoYmesenchymalLtransitionZLNaturefGeneticsXL2019XLgcXLcejkYcekj 36.3 79

201 zighYthroughputLdeterminationLofLRNsLstructureLbyLproximityLligationZLNaturefBiotechnologyXL2015XL
eeXLkjbYf 44.5 78

200 NextYgenerationLhumanLgeneticsZLGenomefBiologyXL2011XLcdXL 18.3 78

199 wxomeYwideLvNsLcaptureLandLnextLgenerationLsequencingLinLdomesticLandLwildLspeciesZLBMCf
GenomicsXL2011XLcdXLefi 4.5 77

198 yenomicLMedicineYProgressXLPitfallsXLandLPromiseZLCellXL2019XLciiXLfgYgi 56.2 75

JayuShendure
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197 sLhumanLcellLatlasLofLfetalLchromatinLaccessibilityZLScienceXL2020XLeibXL 33.3 75

196 MassivelyLparallelLprofilingLandLpredictiveLmodelingLofLtheLoutcomesLofLuR~SPRauaskYmediatedL
doubleYstrandLbreakLrepairZLNucleicfAcidsfResearchXL2019XLfiXLikjkYjbbe 20.1 74

195 TransLgenomicLcaptureLandLsequencingLofLprimateLexomesLrevealsLnewLtargetsLofLpositiveL
selectionZLGenomefResearchXL2011XLdcXLchjhYkf 9.7 74

194 SaturationLmutagenesisLofLtwentyLdiseaseYassociatedLregulatoryLelementsLatLsingleLbaseYpairL
resolutionZLNaturefCommunicationsXL2019XLcbXLegje 17.4 71

193 MechanismsLofL~nterplayLbetweenLTranscriptionLxactorsLandLtheLevLyenomeZLMolecularfCellXL2019XL
ihXLebhYeck 17.6 70

192 TheLpowerLofLmultiplexedLfunctionalLanalysisLofLgeneticLvariantsZLNaturefProtocolsXL2016XLccXLcijdYi 18.8 69

191 MammalianLXLupregulationLisLassociatedLwithLenhancedLtranscriptionLinitiationXLRNsLhalfYlifeXLandL
MOxYmediatedLzfKchLacetylationZLDevelopmentalfCellXL2013XLdgXLggYhj 10.2 69

190 MsTdsLmutationsLpredisposeLindividualsLtoLthoracicLaorticLaneurysmsZLAmericanfJournalfoffHumanf
GeneticsXL2015XLkhXLcibYi 11 68

189 MassivelyLmultiplexLchemicalLtranscriptomicsLatLsingleYcellLresolutionZLScienceXL2020XLehiXLfgYgc 33.3 67

188 MutationsLinLTtucvdfXLaLgeneLassociatedLwithLepilepsyXLalsoLcauseLnonsyndromicLdeafnessL
vxNtjhZLAmericanfJournalfoffHumanfGeneticsXL2014XLkfXLcffYgd 11 66

187 MappingLevLgenomeLarchitectureLthroughLinLsituLvNaseLziYuZLNaturefProtocolsXL2016XLccXLdcbfYdc 18.8 66

186 xOXweLmutationsLpredisposeLtoLthoracicLaorticLaneurysmsLandLdissectionsZLJournalfoffClinicalf
InvestigationXL2016XLcdhXLkfjYhc 15.9 65

185 warlyLvetectionLofLuovidYckLthroughLaLuitywideLPandemicLSurveillanceLPlatformZLNewfEnglandf
JournalfoffMedicineXL2020XLejeXLcjgYcji 59.2 64

184 wxtraordinaryLmolecularLevolutionLinLtheLPRvMkLfertilityLgeneZLPLoSfONEXL2009XLfXLejgbg 3.7 64

183 usvvYSpliceYimprovingLgenomeYwideLvariantLeffectLpredictionLusingLdeepLlearningYderivedLspliceL
scoresZLGenomefMedicineXL2021XLceXLec 14.4 64

182
sLMultiplexLzomologyYvirectedLvNsLRepairLsssayLRevealsLtheL~mpactLofLMoreLThanLcXbbbLtRuscL
MissenseLSubstitutionLVariantsLonLProteinLxunctionZLAmericanfJournalfoffHumanfGeneticsXL2018XL
cbeXLfkjYgbj

11 62

181 wxpandingLtheLclinicalLandLgeneticLheterogeneityLofLhereditaryLdisordersLofLconnectiveLtissueZL
HumanfGeneticsXL2016XLcegXLgdgYgfb 6.3 61

180 viscoveringLfunctionalLtranscriptionYfactorLcombinationsLinLtheLhumanLcellLcycleZLGenomefResearchXL
2005XLcgXLjfjYgg 9.7 60

(2005-2020)
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179 uharacterisationLofLmutationsLofLtheLphosphoinositideYeYkinaseLregulatoryLsubunitXLP~KeRdXLinL
perisylvianLpolymicrogyrialLaLnextYgenerationLsequencingLstudyZLLancetfNeurologysfTheXL2015XLcfXLccjdYkg24.1 58

178 yorillaLgenomeLstructuralLvariationLrevealsLevolutionaryLparallelismsLwithLchimpanzeeZLGenomef
ResearchXL2011XLdcXLchfbYk 9.7 56

177 MutationsLinLwuwLcLcauseLdistalLarthrogryposisLtypeLgvZLAmericanfJournalfoffHumanfGeneticsXL2013XL
kdXLcgbYh 11 55

176 ~dentificationLofLforeignLgeneLsequencesLbyLtranscriptLfilteringLagainstLtheLhumanLgenomeZLNaturef
GeneticsXL2002XLebXLcfcYd 36.3 54

175 PrimateLevolutionLofLtheLrecombinationLregulatorLPRvMkZLNaturefCommunicationsXL2014XLgXLfeib 17.4 53

174 TargetedLenrichmentLandLhighYresolutionLdigitalLprofilingLofLmitochondrialLvNsLdeletionsLinLhumanL
brainZLAgingfCellXL2014XLceXLdkYej 9.9 53

173 sLmajorLinfluenceLofLsexYspecificLlociLonLalcoholLpreferenceLinLugitlahLandLvtsadLinbredLmiceZL
MammalianfGenomeXL1998XLkXLkfdYj 3.2 53

172 NovelLapproachLtoLgeneticLanalysisLandLresultsLinLebbbLhemophiliaLpatientsLenrolledLinLtheLMyLLifeXL
OurLxutureLinitiativeZLBloodfAdvancesXL2017XLcXLjdfYjef 7.8 52

171 MutationLofLsTxhLcausesLautosomalLrecessiveLachromatopsiaZLHumanfGeneticsXL2015XLcefXLkfcYgb 6.3 51

170 uomputationalLcomparisonLofLtwoLdraftLsequencesLofLtheLhumanLgenomeZLNatureXL2001XLfbkXLjghYk 50.4 50

169 veepLsequencingLofLmultipleLregionsLofLglialLtumorsLrevealsLspatialLheterogeneityLforLmutationsLinL
clinicallyLrelevantLgenesZLGenomefBiologyXL2014XLcgXLgeb 18.3 49

168 RareYvariantLextensionsLofLtheLtransmissionLdisequilibriumLtestlLapplicationLtoLautismLexomeL
sequenceLdataZLAmericanfJournalfoffHumanfGeneticsXL2014XLkfXLeeYfh 11 48

167 MutationsLinLKuTvcLcauseLscalpYearYnippleLsyndromeZLAmericanfJournalfoffHumanfGeneticsXL2013XL
kdXLhdcYh 11 48

166 sccurateLgeneLsynthesisLwithLtagYdirectedLretrievalLofLsequenceYverifiedLvNsLmoleculesZLNaturef
MethodsXL2012XLkXLkceYg 21.6 48

165 WholeYgenomeLanalysisLrevealsLthatLmutationsLinLinositolLpolyphosphateLphosphataseYlikeLcLcauseL
opsismodysplasiaZLAmericanfJournalfoffHumanfGeneticsXL2013XLkdXLceiYfe 11 46

164 SingleYcellLsTsuYSeqLinLhumanLpancreaticLisletsLandLdeepLlearningLupscalingLofLrareLcellsLrevealsL
cellYspecificLtypeLdLdiabetesLregulatoryLsignaturesZLMolecularfMetabolismXL2020XLedXLcbkYcdc 8.8 46

163 zighYThroughputLSingleYuellLSequencingLwithLLinearLsmplificationZLMolecularfCellXL2019XLihXLhihYhkbZecb17.6 45

162 vetectionLofLminimalLresidualLdiseaseLinLNPMcYmutatedLacuteLmyeloidLleukemiaLbyL
nextYgenerationLsequencingZLModernfPathologyXL2014XLdiXLcfejYfh 9.8 45
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161 NewLinsightsLintoLstructuralLfeaturesLandLoptimalLdetectionLofLcirculatingLtumorLvNsLdeterminedL
byLsingleYstrandLvNsLanalysisZLNpjfGenomicfMedicineXL2018XLeXLec 6.2 45

160 K~ssbgjhLisLMutatedLinL oubertLSyndromeZLHumanfMutationXL2015XLehXLjecYg 4.7 44

159 MavevtlLanLopenYsourceLplatformLtoLdistributeLandLinterpretLdataLfromLmultiplexedLassaysLofL
variantLeffectZLGenomefBiologyXL2019XLdbXLdde 18.3 42

158 uondensinYvependentLuhromatinLuompactionLRepressesLTranscriptionLyloballyLduringLQuiescenceZL
MolecularfCellXL2019XLieXLgeeYgfhZef 17.6 42

157 ~xRvcLisLaLcandidateLgeneLforLSMNsLonLchromosomeLiqddYqdeZLAmericanfJournalfoffHumanfGenetics
XL2009XLjfXLhkdYi 11 41

156 PredictingLmRNsLsbundanceLvirectlyLfromLyenomicLSequenceLUsingLveepLuonvolutionalLNeuralL
NetworksZLCellfReportsXL2020XLecXLcbihhe 10.6 40

155 xlashxrylLaLfastLandLflexibleLtoolLforLlargeYscaleLuR~SPRLtargetLdesignZLBMCfBiologyXL2018XLchXLif 7.3 40

154 TheLdynamicLthreeYdimensionalLorganizationLofLtheLdiploidLyeastLgenomeZLELifeXL2017XLhXL 8.9 40

153 sccurateLidentificationLofLcentromereLlocationsLinLyeastLgenomesLusingLziYuZLNucleicfAcidsfResearchXL
2015XLfeXLgeecYk 20.1 38

152 wxomeLsequencingLrevealsLpathogenicLmutationsLinLkcLstrainsLofLmiceLwithLMendelianLdisordersZL
GenomefResearchXL2015XLdgXLkfjYgi 9.7 38

151 snLessentialLcellLcycleLregulationLgeneLcausesLhybridLinviabilityLinLvrosophilaZLScienceXL2015XLegbXLcggdYg 33.3 37

150 xunctionalLtestingLofLthousandsLofLosteoarthritisYassociatedLvariantsLforLregulatoryLactivityZLNaturef
CommunicationsXL2019XLcbXLdfef 17.4 36

149 sutosomalYvominantLMultipleLPterygiumLSyndromeL~sLuausedLbyLMutationsLinLMYzeZLAmericanf
JournalfoffHumanfGeneticsXL2015XLkhXLjfcYk 11 36

148 wxomeLsequencingLinLsuspectedLmonogenicLdyslipidemiasZLCirculation:fCardiovascularfGeneticsXL
2015XLjXLefeYgb 36

147 sdaptiveLgeneLamplificationLasLanLintermediateLstepLinLtheLexpansionLofLvirusLhostLrangeZLPLoSf
PathogensXL2014XLcbXLecbbfbbd 7.6 36

146 sdenylateLcyclaseLcLTsvuYcULmutationsLcauseLrecessiveLhearingLimpairmentLinLhumansLandLdefectsL
inLhairLcellLfunctionLandLhearingLinLzebrafishZLHumanfMolecularfGeneticsXL2014XLdeXLedjkYkj 5.6 36

145 scceleratingLmatchmakingLofLnovelLdysmorphologyLsyndromesLthroughLclinicalLandLgenomicL
characterizationLofLaLlargeLcohortZLGeneticsfinfMedicineXL2016XLcjXLhjhYkg 8.1 35

144 SciYfateLcharacterizesLtheLdynamicsLofLgeneLexpressionLinLsingleLcellsZLNaturefBiotechnologyXL2020XL
ejXLkjbYkjj 44.5 34

(2020-2018)
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143 UnderstandingLSpatialLyenomeLOrganizationlLMethodsLandL~nsightsZLGenomicssfProteomicsfandf
BioinformaticsXL2016XLcfXLiYdb 6.5 34

142 sLnonYactiveYsiteLSwTLdomainLsurfaceLcrucialLforLtheLinteractionLofLMLLcLandLtheLRbtPgasshdLL
heterodimerLwithinLMLLLfamilyLcoreLcomplexesZLJournalfoffMolecularfBiologyXL2014XLfdhXLddjeYkk 6.5 34

141 tRusLTestingLbyLSingleYMoleculeLMolecularL~nversionLProbesZLClinicalfChemistryXL2017XLheXLgbeYgcd 5.5 33

140 LargeYscaleLtargetedLsequencingLcomparisonLhighlightsLextremeLgeneticLheterogeneityLinL
nephronophthisisYrelatedLciliopathiesZLJournalfoffMedicalfGeneticsXL2016XLgeXLdbjYcf 5.8 33

139 sLnewLcongenitalLdisorderLofLglycosylationLcausedLbyLaLmutationLinLSSRfXLtheLsignalLsequenceL
receptorLfLproteinLofLtheLTRsPLcomplexZLHumanfMolecularfGeneticsXL2014XLdeXLchbdYg 5.6 33

138 MultiplexLpairwiseLassemblyLofLarrayYderivedLvNsLoligonucleotidesZLNucleicfAcidsfResearchXL2016XL
ffXLefe 20.1 31

137 yermlineLmissenseLvariantsLinLtheLtTNLdLgeneLareLassociatedLwithLprostateLcancerLsusceptibilityZL
CancerfEpidemiologyfBiomarkersfandfPreventionXL2013XLddXLcgdbYj 4 31

136 zaplotypeLphasingLofLwholeLhumanLgenomesLusingLbeadYbasedLbarcodeLpartitioningLinLaLsingleL
tubeZLNaturefBiotechnologyXL2017XLegXLjgdYjgi 44.5 30

135 RapidLandLaccurateLlargeYscaleLgenotypingLofLduplicatedLgenesLandLdiscoveryLofLinterlocusLgeneL
conversionsZLNaturefMethodsXL2013XLcbXLkbeYk 21.6 30

134 sLycYuvylLulinicalLandLMolecularLuharacterizationLofLekLUnreportedLPatientsZLHumanfMutationXL
2016XLeiXLhgeYhb 4.7 30

133 SciYziYulLsLsingleYcellLziYuLmethodLforLmappingLevLgenomeLorganizationLinLlargeLnumberLofLsingleL
cellsZLMethodsXL2020XLcibXLhcYhj 4.6 30

132 RareLsdMLcLvariantsLconferLsusceptibilityLtoLotitisLmediaZLNaturefGeneticsXL2015XLfiXLkciYdb 36.3 29

131 uhallengesLandLsolutionsLforLgeneLidentificationLinLtheLpresenceLofLfamilialLlocusLheterogeneityZL
EuropeanfJournalfoffHumanfGeneticsXL2015XLdeXLcdbiYcg 5.3 29

130 wmbryoYscaleXLsingleYcellLspatialLtranscriptomicsZLScienceXL2021XLeieXLcccYcci 33.3 29

129 sLsystematicLevaluationLofLtheLdesignLandLcontextLdependenciesLofLmassivelyLparallelLreporterL
assaysZLNaturefMethodsXL2020XLciXLcbjeYcbkc 21.6 28

128 M~PSTRlLaLmethodLforLmultiplexLgenotypingLofLgermlineLandLsomaticLSTRLvariationLacrossLmanyL
individualsZLGenomefResearchXL2015XLdgXLigbYhc 9.7 27

127 uiliaLgeneLmutationsLcauseLatrioventricularLseptalLdefectsLbyLmultipleLmechanismsZLHumanf
MolecularfGeneticsXL2016XLdgXLebccYebdj 5.6 27

126 sssayingLchromosomalLinversionsLbyLsingleYmoleculeLhaplotypingZLNaturefMethodsXL2006XLeXLfekYfg 21.6 27
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125 WholeYgenomeLsequencingLofLindividualsLfromLaLfounderLpopulationLidentifiesLcandidateLgenesLforL
asthmaZLPLoSfONEXL2014XLkXLecbfekh 3.7 26

124 SystematicLdissectionLofLcodingLexonsLatLsingleLnucleotideLresolutionLsupportsLanLadditionalLroleLinL
cellYspecificLtranscriptionalLregulationZLPLoSfGeneticsXL2014XLcbXLecbbfgkd 6 26

123 sLgenomeYwideLeuYmethodLforLcharacterizingLtheLthreeYdimensionalLarchitecturesLofLgenomesZL
MethodsXL2012XLgjXLdiiYjj 4.6 26

122 NoninvasiveLfetalLgenomeLsequencinglLaLprimerZLPrenatalfDiagnosisXL2013XLeeXLgfiYgf 3.2 26

121 ~dentificationLofLaLnovelLinterspecificLhybridLyeastLfromLaLmetagenomicLspontaneouslyLinoculatedL
beerLsampleLusingLziYuZLYeastXL2018XLegXLicYjf 3.4 25

120
SuccessesLandLchallengesLofLusingLwholeLexomeLsequencingLtoLidentifyLnovelLgenesLunderlyingLanL
inheritedLpredispositionLforLthoracicLaorticLaneurysmsLandLacuteLaorticLdissectionsZLTrendsfinf
CardiovascularfMedicineXL2014XLdfXLgeYhb

6.9 25

119 SwabwxpresslLsnLendYtoYendLprotocolLforLextractionYfreeLuOV~vYckLtestingL2021XL 25

118 wlevatedLexopolysaccharideLlevelsLinLPseudomonasLaeruginosaLflagellarLmutantsLhaveLimplicationsL
forLbiofilmLgrowthLandLchronicLinfectionsZLPLoSfGeneticsXL2020XLchXLecbbjjfj 6 24

117 uhromatinLcompartmentLdynamicsLinLaLhaploinsufficientLmodelLofLcardiacLlaminopathyZLJournalfoff
CellfBiologyXL2019XLdcjXLdkckYdkff 7.3 24

116 WholeLgenomeLpredictionLforLpreimplantationLgeneticLdiagnosisZLGenomefMedicineXL2015XLiXLeg 14.4 23

115 RecommendationsLforLtheLcollectionLandLuseLofLmultiplexedLfunctionalLdataLforLclinicalLvariantL
interpretationZLGenomefMedicineXL2019XLccXLjg 14.4 23

114 SingleYcellLlineageLtracingLofLmetastaticLcancerLrevealsLselectionLofLhybridLwMTLstatesZLCancerfCellXL
2021XLekXLccgbYcchdZek 24.3 23

113
TheLRhododendronLyenomeLandLuhromosomalLOrganizationLProvideL~nsightLintoLSharedL
WholeYyenomeLvuplicationsLacrossLtheLzeathLxamilyLTwricaceaeUZLGenomefBiologyfandfEvolutionXL
2019XLccXLeegeYeeic

3.9 22

112 RecurrentLsomaticLlossLofLTNxRSxcfLinLclassicalLzodgkinLlymphomaZLGenesfChromosomesfandf
CancerXL2016XLggXLdijYji 5 22

111 MassivelyLParallelLyeneticsZLGeneticsXL2016XLdbeXLhciYk 4 21

110 WholeYgenomeLsequencingLforLhighYresolutionLinvestigationLofLmethicillinYresistantLStaphylococcusL
aureusLepidemiologyLandLgenomeLplasticityZLJournalfoffClinicalfMicrobiologyXL2014XLgdXLdijiYkh 9.7 21

109 uapturingLcellLtypeYspecificLchromatinLcompartmentLpatternsLbyLapplyingLtopicLmodelingLtoL
singleYcellLziYuLdataZLPLoSfComputationalfBiologyXL2020XLchXLecbbjcie 5 20

108 ~ntegrationLofLmultipleLepigenomicLmarksLimprovesLpredictionLofLvariantLimpactLinLsaturationL
mutagenesisLreporterLassayZLHumanfMutationXL2019XLfbXLcdjbYcdkc 4.7 19

(2019-2014)
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107 viscoveryLofLTLcellLantigensLbyLhighYthroughputLscreeningLofLsyntheticLminigeneLlibrariesZLPLoSfONE
XL2012XLiXLedkkfk 3.7 19

106 MassivelyLparallelLdissectionLofLhumanLacceleratedLregionsLinLhumanLandLchimpanzeeLneuralLprogenitors 18

105 ViralLgenomesLrevealLpatternsLofLtheLSsRSYuoVYdLoutbreakLinLWashingtonLStateZLSciencef
TranslationalfMedicineXL2021XLceXL 17.5 18

104 sLhomozygousLmissenseLvariantLinLtypeL~LkeratinLKRTdgLcausesLautosomalLrecessiveLwoollyLhairZL
JournalfoffMedicalfGeneticsXL2015XLgdXLhihYjb 5.8 17

103
wxperimentalLwvolutionL~dentifiesLVacciniaLVirusLMutationsLinLsdfRLandLsegRLThatLsntagonizeLtheL
ProteinLKinaseLRLPathwayLandLsccompanyLuollapseLofLanLwxtragenicLyeneLsmplificationZLJournalfoff
VirologyXL2015XLjkXLkkjhYki

6.6 17

102 lentiMPRsLandLMPRsflowLforLhighYthroughputLfunctionalLcharacterizationLofLgeneLregulatoryL
elementsZLNaturefProtocolsXL2020XLcgXLdejiYdfcd 18.8 17

101 sctivationLofLaLcrypticLspliceLsiteLinLtheLmitochondrialLelongationLfactorLyxMcLcausesLcombinedL
OXPzOSLdeficiencyZLMitochondrionXL2017XLefXLjfYkb 4.9 16

100 UsingLvNaseLziYuLtechniquesLtoLmapLglobalLandLlocalLthreeYdimensionalLgenomeLarchitectureLatL
highLresolutionZLMethodsXL2018XLcfdXLgkYie 4.6 16

99 ~dentifyingLNovelLwnhancerLwlementsLwithLuR~SPRYtasedLScreensZLACSfChemicalfBiologyXL2018XLceXLedhYeed4.9 16

98 xunctionalLcharacterizationLofLenhancerLevolutionLinLtheLprimateLlineageZLGenomefBiologyXL2018XLckXLkk 18.3 16

97 wncephalopathyLcausedLbyLnovelLmutationsLinLtheLuMPYsialicLacidLtransporterXLSLuegscZLAmericanf
JournalfoffMedicalfGeneticssfPartfAXL2017XLcieXLdkbhYdkcc 2.5 16

96 TargetedLenrichmentLofLspecificLregionsLinLtheLhumanLgenomeLbyLarrayLhybridizationZLCurrentf
ProtocolsfinfHumanfGeneticsXL2010XLuhapterLcjXLUnitLcjZe 3.2 16

95 SexYrestrictedLnonYMendelianLinheritanceLofLmouseLchromosomeLccLinLtheLoffspringLofLcrossesL
betweenLugitLah LandLTugitLah LxLvtsad UxcLmiceZLMammalianfGenomeXL1998XLkXLjcdYg 3.2 16

94 TransYLandLcisYactingLeffectsLofLxirreLonLepigeneticLfeaturesLofLtheLinactiveLXLchromosomeZLNaturef
CommunicationsXL2020XLccXLhbge 17.4 15

93 wxpandingLtheLMolecularLandLulinicalLPhenotypeLofLSSRfYuvyZLHumanfMutationXL2015XLehXLcbfjYgc 4.7 15

92 SupervisedLclassificationLenablesLrapidLannotationLofLcellLatlases 15

91 zighLSensitivityLProfilingLofLuhromatinLStructureLbyLMNaseYSSPZLCellfReportsXL2019XLdhXLdfhgYdfihZef 10.6 15

90 tiomeLrepresentationalLinLsilicoLkaryotypingZLGenomefResearchXL2011XLdcXLhdhYee 9.7 14

JayuShendure

16



89 PreciseLgenomicLdeletionsLusingLpairedLprimeLeditingZLNaturefBiotechnologyXL2021XL 44.5 14

88 wxpansionLofLtheLspectrumLofL~TythYrelatedLdisordersLtoLadolescentLalopeciaXLdentogingivalL
abnormalitiesLandLintellectualLdisabilityZLEuropeanfJournalfoffHumanfGeneticsXL2016XLdfXLcddeYi 5.3 12

87 ResolvingLgenomicLdisorderYassociatedLbreakpointsLwithinLsegmentalLvNsLduplicationsLusingL
massivelyLparallelLsequencingZLNaturefProtocolsXL2014XLkXLcfkhYgce 18.8 12

86 SingleYmoleculeLsequencingLandLconformationalLcaptureLenableLdeLnovoLmammalianLreferenceLgenomes 12

85 uhromatinLaccessibilityLdynamicsLofLmyogenesisLatLsingleLcellLresolution 12

84 sccurateLfunctionalLclassificationLofLthousandsLofLtRuscLvariantsLwithLsaturationLgenomeLediting 12

83 vPsyTcLveficiencyLwithLwncephalopathyLTvPsyTcYuvyUlLulinicalLandLyeneticLvescriptionLofLccL
NewLPatientsZLJIMDfReportsXL2019XLffXLjgYkd 1.9 11

82 TheLSeattleLxluLStudylLaLmultiarmLcommunityYbasedLprospectiveLstudyLprotocolLforLassessingL
influenzaLprevalenceXLtransmissionLandLgenomicLepidemiologyZLBMJfOpenXL2020XLcbXLebeidkg 3 11

81 MutationsLinLtheLtransloconYassociatedLproteinLcomplexLsubunitLSSReLcauseLaLnovelLcongenitalL
disorderLofLglycosylationZLJournalfoffInheritedfMetabolicfDiseaseXL2019XLfdXLkkeYkki 5.4 10

80 zighYcontentLuR~SPRLscreeningZLNaturefReviewsfMethodsfPrimersXL2022XLdXL 10

79 yenomeLsequencingLinLaLcaseLofLNiemannYPickLtypeLuZLJournalfoffPhysicalfEducationfandfSportsf
ManagementXL2016XLdXLabbcddd 2.8 9

78 QuantificationLofLdifferentialLgeneLexpressionLbyLmultiplexedLtargetedLresequencingLofLcvNsZL
NaturefCommunicationsXL2017XLjXLcgckb 17.4 8

77 sLcombinationLofLtranscriptionLfactorsLmediatesLinducibleLinterchromosomalLcontactsZLELifeXL2019XL
jXL 8.9 8

76 TargetedLuaptureLandLzighYThroughputLSequencingLUsingLMolecularL~nversionLProbesLTM~PsUZL
MethodsfinfMolecularfBiologyXL2017XLcfkdXLkgYcbh 1.4 8

75 uomprehensiveLsingleLcellLtranscriptionalLprofilingLofLaLmulticellularLorganismLbyLcombinatorialLindexing 8

74 sLsystematicLevaluationLofLtheLdesignXLorientationXLandLsequenceLcontextLdependenciesLofL
massivelyLparallelLreporterLassays 8

73 SwabwxpresslLsnLendYtoYendLprotocolLforLextractionYfreeLcovidYckLtestingZLClinicalfChemistryXL2021XL 5.5 8

72 zumanLgenomicslLsLdeepLdiveLintoLgeneticLvariationZLNatureXL2016XLgehXLdiiYj 50.4 7

(2016-2021)
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71 uapturingLnativeLlongYrangeLcontiguityLbyLinLsituLlibraryLconstructionLandLopticalLsequencingZL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2012XLcbkXLcjifkYgf 11.5 7

70 PolonyLvNsLsequencingZLCurrentfProtocolsfinfMolecularfBiologyXL2006XLuhapterLiXLUnitLiZj 2.9 7

69 ViralLgenomesLrevealLpatternsLofLtheLSsRSYuoVYdLoutbreakLinLWashingtonLStateL2020XL 7

68 SimultaneousLsingleYcellLprofilingLofLlineagesLandLcellLtypesLinLtheLvertebrateLbrainLbyLscywSTsLT 7

67 TransYLandLcisYactingLeffectsLofLtheLlncRNsLxirreLonLepigeneticLandLstructuralLfeaturesLofLtheL
inactiveLXLchromosome 7

66 TagmentationYtasedLLibraryLPreparationLforLLowLvNsL~nputLWholeLyenomeLtisulfiteLSequencingZL
MethodsfinfMolecularfBiologyXL2018XLcibjXLcbgYcdd 1.4 7

65 LifeLafterLgeneticsZLGenomefMedicineXL2014XLhXLjh 14.4 6
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