
Elodie Ghedin

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy3121100yelodievghedinvpublicationsvbyvyearxpdf

Version:h2024v04v27h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

180
papers

13,876
citations

56
h-index

116
g-index

198
ext. papers

15,984
ext. citations

10.1
avg, IF

5.72
L-index



k Paper IF Citations

180 xefiningMtheMriskMofMSuRSawoVafMvariantsMonMimmuneMprotectionbbMNatureZM2022ZM 50.4 7

179 SexMdisparitiesMinMinfluenzanMuMmultiscaleMnetworkManalysisbbMIScienceZM2022ZMfiZMedhemf 6.1

178 yvaluationMofMdeterminantsMofMtheMserologicalMresponseMtoMtheMquadrivalentMsplitainactivatedM
influenzaMvaccinebbMMolecularfSystemsfBiologyZM2022ZMelZMeedkfh 12.2 0

177 StructurallyMconservedMdomainsMbetweenMflavivirusMandMalphavirusMfusionMglycoproteinsMcontributeM
toMreplicationMandMinfectiousMvirionMproductionbMJournalfoffVirologyZM2021ZMJVIdekkhfe 6.6 0

176 MicrobialMsignaturesMinMtheMlowerMairwaysMofMmechanicallyMventilatedMwOVIxemMpatientsMassociatedM
withMpoorMclinicalMoutcomeM2021ZM 6

175 xetectionMofMSuRSawoVfMvariantsMbyMMesaMucculabMJournalfoffClinicalfVirologyZM2021ZMeheZMedhmde 14.5

174 MicrobialMsignaturesMinMtheMlowerMairwaysMofMmechanicallyMventilatedMwOVIxaemMpatientsMassociatedM
withMpoorMclinicalMoutcomebMNaturefMicrobiologyZM2021ZMjZMefhiaefil 26.6 24

173 zunctionalMlowerMairwaysMgenomicMprofilingMofMtheMmicrobiomeMtoMcaptureMactiveMmicrobialM
metabolismbMEuropeanfRespiratoryfJournalZM2021ZMilZM 13.6 10

172 NewMProteomicMSignaturesMtoMxistinguishMvetweenMZikaMandMxengueMInfectionsbMMolecularfandf
CellularfProteomicsZM2021ZMfdZMedddif 7.6 2

171 NearlyMwompleteM enomeMSequenceMofMvrugiaMmalayiMStrainMzRgbMMicrobiologyfResourcef
AnnouncementsZM2020ZMmZM 1.3 7

170 InitialMMappingMofMtheMNewMYorkMwityMWastewaterMViromebMMSystemsZM2020ZMiZM 7.6 11

169 wharacterizationMofMantibioticMresistanceMandMhostamicrobiomeMinteractionsMinMtheMhumanMupperM
respiratoryMtractMduringMinfluenzaMinfectionbMMicrobiomeZM2020ZMlZMgm 16.6 18

168 PredictionMpipelineMforMdiscoveryMofMregulatoryMmotifsMassociatedMwithMvrugiaMmalayi´ moltingbMPLoSf
NeglectedfTropicalfDiseasesZM2020ZMehZMedddlfki 4.8 13

167 QuantifyingMbetweenaHostMTransmissionMinMInfluenzaMVirusMInfectionsbMColdfSpringfHarborf
PerspectivesfinfMedicineZM2020ZMedZM 5.4 6

166 SexMchromosomeMevolutionMinMparasiticMnematodesMofMhumansbMNaturefCommunicationsZM2020ZMeeZMemjh 17.4 20

165 ModelingMtheMmetabolicMinterplayMbetweenMaMparasiticMwormMandMitsMbacterialMendosymbiontMallowsM
theMidentificationMofMnovelMdrugMtargetsbMELifeZM2020ZMmZM 8.9 6

164 MappingMtheMevolutionaryMlandscapeMofMZikaMvirusMinfectionMinMimmunocompromisedMmicebMVirusf
EvolutionZM2020ZMjZMveaadmf 3.7 2

Elodie Ghedin

2



163 uMrapidMandMlabelafreeMplatformMforMvirusMcaptureMandMidentificationMfromMclinicalMsamplesbM
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZM2020ZMeekZMlmiamde 11.5 99

162  lycomicManalysisMofMhostMresponseMrevealsMhighMmannoseMasMaMkeyMmediatorMofMinfluenzaMseveritybM
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZM2020ZMeekZMfjmfjafjmgi11.5 15

161 ugeaxependentM lycomicMResponseMtoMtheMfddmMPandemicMHeNeMInfluenzaMVirusMandMItsMussociationM
withMxiseaseMSeveritybMJournalfoffProteomefResearchZM2020ZMemZMhhljahhmi 5.6 4

160 i enomicsnMwomprehensiveMxNuMsequenceManalysisMonMyourMSmartphonebMGigaScienceZM2020ZMmZM 7.6 9

159 uMMetaaunalysisMofMTranscriptomicsMRevealsMaMStageaSpecificMTranscriptionalMResponseMSharedM
ucrossMxifferentMHostsbMG3:fGenessfGenomessfGeneticsZM2020ZMedZMgfhgagfjd 3.2 1

158 wRISPRamediatedMTransfectionMofMvrugiaMmalayibMPLoSfNeglectedfTropicalfDiseasesZM2020ZMehZMedddljfk 4.8 11

157 wellatoawellMVariationMinMxefectiveMVirusMyxpressionMandMyffectsMonMHostMResponsesMduringMInfluenzaM
VirusMInfectionbMMBioZM2020ZMeeZM 7.8 15

156 wRISPRamediatedMTransfectionMofMvrugiaMmalayiM2020ZMehZMedddljfk

155 wRISPRamediatedMTransfectionMofMvrugiaMmalayiM2020ZMehZMedddljfk

154 wRISPRamediatedMTransfectionMofMvrugiaMmalayiM2020ZMehZMedddljfk

153 wRISPRamediatedMTransfectionMofMvrugiaMmalayiM2020ZMehZMedddljfk

152 PyruvateMproducedMbyMvrugiaMsppbMviaMglycolysisMisMessentialMforMmaintainingMtheMmutualisticM
associationMbetweenMtheMparasiteMandMitsMendosymbiontZMWolbachiabMPLoSfPathogensZM2019ZMeiZMeeddldli7.6 8

151 ugeaRelatedMPathologyMussociatedMwithMHeNeMucwaliforniacdkcfddmMInfluenzaMVirusMInfectionbM
AmericanfJournalfoffPathologyZM2019ZMelmZMfglmafgmm 5.8 11

150 TaxonomyMofMtheMorderMMononegaviralesnMsecondMupdateMfdelbMArchivesfoffVirologyZM2019ZMejhZMefggaefhh2.6 50

149 ReplyMtoMTReconcilingMdisparateMestimatesMofMviralMgeneticMdiversityMduringMhumanMinfluenzaM
infectionsTbMNaturefGeneticsZM2019ZMieZMegdeaegdg 36.3 1

148 xevelopmentMandMwharacterizationMofMaMReversea eneticsMSystemMforMInfluenzaMxMVirusbMJournalfoff
VirologyZM2019ZMmgZM 6.6 8

147  lobalMphylogeographyMandMancientMevolutionMofMtheMwidespreadMhumanMgutMvirusMcrussphagebM
NaturefMicrobiologyZM2019ZMhZMekfkaekgj 26.6 100

146 MicrobialMwompositionMofMtheMHumanMNasopharynxMVariesMuccordingMtoMInfluenzaMVirusMTypeMandM
VaccinationMStatusbMMBioZM2019ZMedZM 7.8 18

(2019-2020)
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145 TaxonomyMofMtheMorderMMononegaviralesnMupdateMfdelbMArchivesfoffVirologyZM2018ZMejgZMfflgaffmh 2.6 111

144 MeasuringMassociationsMbetweenMtheMmicrobiotaMandMrepeatedMmeasuresMofMcontinuousMclinicalM
variablesMusingMaMlassoapenalizedMgeneralizedMlinearMmixedMmodelbMBioDatafMiningZM2018ZMeeZMef 4.3 3

143 zungiMstabilizeMconnectivityMinMtheMlungMandMskinMmicrobialMecosystemsbMMicrobiomeZM2018ZMjZMef 16.6 85

142 UsingMwlinicalMResearchMNetworksMtoMussessMSeverityMofManMymergingMInfluenzaMPandemicbMClinicalf
InfectiousfDiseasesZM2018ZMjkZMgheaghm 11.6 6

141 womparisonMofMtheMnasopharynxMmicrobiomeMbetweenMinfluenzaMandMnonainfluenzaMcasesMofMsevereM
acuteMrespiratoryMinfectionsnMuMpilotMstudybMHealthfSciencefReportsZM2018ZMeZMehk 2.2 15

140 TropherymaMwhippleiMcolonizationMinMHIVainfectedMindividualsMisMnotMassociatedMwithMlungMfunctionMorM
inflammationbMPLoSfONEZM2018ZMegZMedfdidji 3.7 3

139 ProfilingMtheMairwayMinMtheMmacaqueMmodelMofMtuberculosisMrevealsMvariableMmicrobialMdysbiosisMandM
alterationMofMcommunityMstructurebMMicrobiomeZM2018ZMjZMeld 16.6 15

138 LessonsMfromMtheMgenomesMandMtranscriptomesMofMfilarialMnematodesbMMolecularfandfBiochemicalf
ParasitologyZM2017ZMfeiZMfgafm 1.9 7

137 TaxonomyMofMtheMorderMMononegaviralesnMupdateMfdekbMArchivesfoffVirologyZM2017ZMejfZMfhmgafidh 2.6 137

136 TransmissionMvottleneckMSizeMystimationMfromMPathogenMxeepaSequencingMxataZMwithManM
upplicationMtoMHumanMInfluenzaMuMVirusbMJournalfoffVirologyZM2017ZMmeZM 6.6 68

135 HostMresponsenMPregnancyMimpairsMfluMdefencesbMNaturefMicrobiologyZM2017ZMfZMekdkk 26.6 2

134 MultiplexMReverseMTranscriptionaPwRMforMSimultaneousMSurveillanceMofMInfluenzaMuMandMvMVirusesbM
JournalfoffClinicalfMicrobiologyZM2017ZMiiZMghmfagide 9.7 20

133  ettingMtheMflunMiMkeyMfactsMaboutMinfluenzaMvirusMevolutionbMPLoSfPathogensZM2017ZMegZMeeddjhid 7.6 14

132 xefiningMvrugiaMmalayiMandMWolbachiaMsymbiosisMbyMstageaspecificMdualMRNuaseqbMPLoSfNeglectedf
TropicalfDiseasesZM2017ZMeeZMedddigik 4.8 30

131 PossibilityMandMwhallengesMofMwonversionMofMwurrentMVirusMSpeciesMNamesMtoMLinnaeanMvinomialsbM
SystematicfBiologyZM2017ZMjjZMhjgahkg 8.4 12

130 IntegrativeMgeneMnetworkManalysisMidentifiesMkeyMsignaturesZMintrinsicMnetworksMandMhostMfactorsMforM
influenzaMvirusMuMinfectionsbMNpjfSystemsfBiologyfandfApplicationsZM2017ZMgZMgi 5 7

129 yvolutionMandMwryoaelectronMMicroscopyMwapsidMStructureMofMaMNorthMumericanMvatMudenovirusMandM
ItsMRelationshipMtoMOtherMMastadenovirusesbMJournalfoffVirologyZM2017ZMmeZM 6.6 20

128 TheMlungMmycobiomeMinMtheMnextagenerationMsequencingMerabMVirulenceZM2017ZMlZMgghaghe 4.7 37
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127 TheMroleMofMTomicsTMinMtheMquestMtoMeliminateMhumanMfilariasisbMPLoSfNeglectedfTropicalfDiseasesZM2017
ZMeeZMedddihjh 4.8 8

126  enomicMandMphenotypicMcharacterizationMofMmyxomaMvirusMfromM reatMvritainMrevealsMmultipleM
evolutionaryMpathwaysMdistinctMfromMthoseMinMuustraliabMPLoSfPathogensZM2017ZMegZMeeddjfif 7.6 14

125 wharacterizationMofMfiveMunclassifiedMorthobunyavirusesMUvunyaviridaeVMfromMufricaMandMtheM
umericasbMJournalfoffGeneralfVirologyZM2017ZMmlZMffilaffjj 4.9 11

124 IwTVMVirusMTaxonomyMProfilenMNyamiviridaebMJournalfoffGeneralfVirologyZM2017ZMmlZMfmehafmei 4.9 2

123 StageaSpecificMTranscriptomeMandMProteomeMunalysesMofMtheMzilarialMParasiteMOnchocercaMvolvulusM
andMItsMWolbachiaMyndosymbiontbMMBioZM2016ZMkZM 7.8 37

122 ynrichmentMofMtheMlungMmicrobiomeMwithMoralMtaxaMisMassociatedMwithMlungMinflammationMofMaMThekM
phenotypebMNaturefMicrobiologyZM2016ZMeZMejdge 26.6 268

121 worrelationMofMtheMlungMmicrobiotaMwithMmetabolicMprofilesMinMbronchoalveolarMlavageMfluidMinMHIVM
infectionbMMicrobiomeZM2016ZMhZMg 16.6 62

120 QuantifyingMinfluenzaMvirusMdiversityMandMtransmissionMinMhumansbMNaturefGeneticsZM2016ZMhlZMemiafdd 36.3 132

119 TheMgenomeMofMOnchocercaMvolvulusZMagentMofMriverMblindnessbMNaturefMicrobiologyZM2016ZMfZMejfej 26.6 69

118  lucoseMandM lycogenMMetabolismMinMvrugiaMmalayiMIsMussociatedMwithMWolbachiaMSymbiontMzitnessbM
PLoSfONEZM2016ZMeeZMedeiglef 3.7 19

117 LongitudinalManalysisMofMtheMlungMmicrobiotaMofMcynomolgousMmacaquesMduringMlongatermMSHIVM
infectionbMMicrobiomeZM2016ZMhZMgl 16.6 32

116 TaxonomyMofMtheMorderMMononegaviralesnMupdateMfdejbMArchivesfoffVirologyZM2016ZMejeZMfgieajd 2.6 324

115 NetworkMinferenceMfromMmultimodalMdatanMuMreviewMofMapproachesMfromMinfectiousMdiseaseM
transmissionbMJournalfoffBiomedicalfInformaticsZM2016ZMjhZMhhaih 10.2 15

114 TopographicMdiversityMofMtheMrespiratoryMtractMmycobiomeMandMalterationMinMHIVMandMlungMdiseasebM
AmericanfJournalfoffRespiratoryfandfCriticalfCarefMedicineZM2015ZMemeZMmgfahf 10.2 93

113 IdentificationMofMmammalianaadaptingMmutationsMinMtheMpolymeraseMcomplexMofManMavianMHiNeM
influenzaMvirusbMNaturefCommunicationsZM2015ZMjZMkhme 17.4 58

112 MyxomaMvirusMandMtheMLeporipoxvirusesnManMevolutionaryMparadigmbMVirusesZM2015ZMkZMedfdaje 6.2 52

111 yvolutionMofMInfluenzaMvMVirusMinMKualaMLumpurZMMalaysiaZMbetweenMemmiMandMfddlbMJournalfoff
VirologyZM2015ZMlmZMmjlmamf 6.6 8

110 ViralMevolutionnMbeyondMdriftMandMshiftbMCurrentfOpinionfinfMicrobiologyZM2015ZMfjZMedmaei 7.9 17
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109  eneticMdiversityMofMtheMfdegaehMhumanMisolatesMofMinfluenzaMHkNmMinMwhinabMBMCfInfectiousfDiseases
ZM2015ZMeiZMedm 4 7

108 MulticenterMwomparisonMofMLungMandMOralMMicrobiomesMofMHIVainfectedMandMHIVauninfectedM
IndividualsbMAmericanfJournalfoffRespiratoryfandfCriticalfCarefMedicineZM2015ZMemfZMeggiahh 10.2 97

107 xevelopmentMofMhighayieldMinfluenzaMuMvirusMvaccineMvirusesbMNaturefCommunicationsZM2015ZMjZMlehl 17.4 57

106 wyclicMavianMmassMmortalityMinMtheMnortheasternMUnitedMStatesMisMassociatedMwithMaMnovelM
orthomyxovirusbMJournalfoffVirologyZM2015ZMlmZMeglmahdg 6.6 44

105 zunctionalManalysisMofMmicroRNuMactivityMinMvrugiaMmalayibMInternationalfJournalfforfParasitologyZM
2015ZMhiZMikmalg 4.3 4

104 IntrahostMdynamicsMofMantiviralMresistanceMinMinfluenzaMuMvirusMreflectMcomplexMpatternsMofMsegmentM
linkageZMreassortmentZMandMnaturalMselectionbMMBioZM2015ZMjZM 7.8 43

103 IdentificationMandManalysisMofMingiarelatedMretroposonsMinMtheMtrypanosomatidMgenomesbMMethodsfinf
MolecularfBiologyZM2015ZMefdeZMedmaff 1.4 3

102 TheMmicrobiomeMandMtheMlungbMAnnalsfoffthefAmericanfThoracicfSocietyZM2014ZMeeMSupplMhZMSffkagf 4.7 60

101 WholeMgenomeManalysisMofMsierraMnevadaMvirusZMaMnovelMmononegavirusMinMtheMfamilyMnyamiviridaebM
AmericanfJournalfoffTropicalfMedicinefandfHygieneZM2014ZMmeZMeimajh 3.2 12

100 urboretumMandMPuertoMulmendrasMvirusesnMtwoMnovelMrhabdovirusesMisolatedMfromMmosquitoesMinM
PerubMJournalfoffGeneralfVirologyZM2014ZMmiZMklkakmf 4.9 34

99 MesonivirusesMareMmosquitoaspecificMvirusesMwithMextensiveMgeographicMdistributionMandMhostMrangebM
VirologyfJournalZM2014ZMeeZMmk 6.1 52

98 PanningMforMmolecularMgoldMinMwhipwormMgenomesbMNaturefGeneticsZM2014ZMhjZMjjeag 36.3 4

97 xeliberateMattenuationMofMchikungunyaMvirusMbyMadaptationMtoMheparanMsulfateadependentM
infectivitynMaMmodelMforMrationalMarboviralMvaccineMdesignbMPLoSfNeglectedfTropicalfDiseasesZM2014ZMlZMefkem4.8 67

96
PotentialMinvolvementMofMvrugiaMmalayiMcysteineMproteasesMinMtheMmaintenanceMofMtheM
endosymbioticMrelationshipMwithMWolbachiabMInternationalfJournalfforfParasitology:fDrugsfandfDrugf
ResistanceZM2014ZMhZMfjkakk

4 14

95 ymergingMandMresistantMinfectionsbMAnnalsfoffthefAmericanfThoracicfSocietyZM2014ZMeeMSupplMhZMSemgafdd 4.7 6

94 uMlargeascaleMimmunoaepidemiologicalMsimulationMofMinfluenzaMuMepidemicsbMBMCfPublicfHealthZM2014
ZMehZMedem 4.1 21

93 NiakhaMvirusnMaMnovelMmemberMofMtheMfamilyMRhabdoviridaeMisolatedMfromMphlebotomineMsandfliesMinM
SenegalbMVirologyZM2013ZMhhhZMldam 3.6 20

92 KolenteMvirusZMaMrhabdovirusMspeciesMisolatedMfromMticksMandMbatsMinMtheMRepublicMofM uineabMJournalf
offGeneralfVirologyZM2013ZMmhZMfjdmafjei 4.9 23
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91 TheMhumanMmycobiomeMinMhealthMandMdiseasebMGenomefMedicineZM2013ZMiZMjg 14.4 204

90  enomeMscaleMevolutionMofMmyxomaMvirusMrevealsMhostapathogenMadaptationMandMrapidMgeographicM
spreadbMJournalfoffVirologyZM2013ZMlkZMefmddaei 6.6 23

89 UseMofMbronchoalveolarMlavageMtoMassessMtheMrespiratoryMmicrobiomenMsignalMinMtheMnoisebMLancetf
RespiratoryfMedicinestheZM2013ZMeZMgihaj 35.1 33

88 womparisonMofMtheMrespiratoryMmicrobiomeMinMhealthyMnonsmokersMandMsmokersbMAmericanfJournalf
offRespiratoryfandfCriticalfCarefMedicineZM2013ZMelkZMedjkaki 10.2 501

87 WidespreadMcolonizationMofMtheMlungMbyMTropherymaMwhippleiMinMHIVMinfectionbMAmericanfJournalfoff
RespiratoryfandfCriticalfCarefMedicineZM2013ZMelkZMeeedak 10.2 140

86
uMpotentialMroleMforMtheMinteractionMofMWolbachiaMsurfaceMproteinsMwithMtheMvrugiaMmalayiMglycolyticM
enzymesMandMcytoskeletonMinMmaintenanceMofMendosymbiosisbMPLoSfNeglectedfTropicalfDiseasesZM
2013ZMkZMefeie

4.8 28

85 MammalianMadaptationMinMtheMPvfMgeneMofMavianMHiNeMinfluenzaMvirusbMJournalfoffVirologyZM2013ZMlkZMedllhal6.6 26

84 SequenceManalysisMofMinMvivoMdefectiveMinterferingalikeMRNuMofMinfluenzaMuMHeNeMpandemicMvirusbM
JournalfoffVirologyZM2013ZMlkZMldjhakh 6.6 111

83 womparativeManalysisMofMtheMcompleteMgenomeMsequenceMofMtheMwaliforniaMMSWMstrainMofMmyxomaM
virusMrevealsMpotentialMhostMadaptationsbMJournalfoffVirologyZM2013ZMlkZMefdldam 6.6 18

82 zilarialMandMWolbachiaMgenomicsbMParasitefImmunologyZM2012ZMghZMefeam 2.2 17

81 LargeascaleMsequencingMandMtheMnaturalMhistoryMofMmodelMhumanMRNuMvirusesbMFuturefVirologyZM2012ZM
kZMijgaikg 2.4 4

80 MigratoryMflywayMandMgeographicalMdistanceMareMbarriersMtoMtheMgeneMflowMofMinfluenzaMvirusMamongM
NorthMumericanMbirdsbMEcologyfLettersZM2012ZMeiZMfhagg 10 76

79 yvolutionaryMhistoryMandMattenuationMofMmyxomaMvirusMonMtwoMcontinentsbMPLoSfPathogensZM2012ZMlZMeeddfmid7.6 71

78 PresenceMofMoseltamiviraresistantMpandemicMucHeNeMminorMvariantsMbeforeMdrugMtherapyMwithM
subsequentMselectionMandMtransmissionbMJournalfoffInfectiousfDiseasesZM2012ZMfdjZMeidhaee 7 56

77  enomicMandMproteinMstructuralMmapsMofMadaptiveMevolutionMofMhumanMinfluenzaMuMvirusMtoMincreasedM
virulenceMinMtheMmousebMPLoSfONEZM2011ZMjZMefekhd 3.7 65

76 unalysisMofMtranscriptionalMregulationMofMtetracyclineMresponsiveMgenesMinMvrugiaMmalayibMMolecularf
andfBiochemicalfParasitologyZM2011ZMeldZMedjaee 1.9 4

75 InMvivoMtransfectionMofMdevelopmentallyMcompetentMvrugiaMmalayiMinfectiveMlarvaebMInternationalf
JournalfforfParasitologyZM2011ZMheZMgiiajf 4.3 23

74 InteractionMofMaMWolbachiaMWSPalikeMproteinMwithMaMnuclearaencodedMproteinMofMvrugiaMmalayibM
InternationalfJournalfforfParasitologyZM2011ZMheZMedigaje 4.3 13

(2011-2013)
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73 xeepMsequencingMrevealsMmixedMinfectionMwithMfddmMpandemicMinfluenzaMuMUHeNeVMvirusMstrainsMandM
theMemergenceMofMoseltamivirMresistancebMJournalfoffInfectiousfDiseasesZM2011ZMfdgZMejlakh 7 91

72 PhylogeographyMofMtheMspringMandMfallMwavesMofMtheMHeNecdmMpandemicMinfluenzaMvirusMinMtheMUnitedM
StatesbMJournalfoffVirologyZM2011ZMliZMlflagh 6.6 46

71 MolecularMcharacterizationMofMaMnewMspeciesMinMtheMgenusMulphacoronavirusMassociatedMwithMminkM
epizooticMcatarrhalMgastroenteritisbMJournalfoffGeneralfVirologyZM2011ZMmfZMegjmaegkm 4.9 38

70 yxtensiveMgeographicalMmixingMofMfddmMhumanMHeNeMinfluenzaMuMvirusMinMaMsingleMuniversityM
communitybMJournalfoffVirologyZM2011ZMliZMjmfgam 6.6 35

69
StageaspecificMproteomicMexpressionMpatternsMofMtheMhumanMfilarialMparasiteMvrugiaMmalayiMandMitsM
endosymbiontMWolbachiabMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaZM2011ZMedlZMmjhmaih

11.5 82

68 TemporallyMstructuredMmetapopulationMdynamicsMandMpersistenceMofMinfluenzaMuMHgNfMvirusMinM
humansbMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZM2011ZMedlZMemgimajh11.5 130

67 uMdeepMsequencingMapproachMtoMcomparativelyManalyzeMtheMtranscriptomeMofMlifecycleMstagesMofMtheM
filarialMwormZMvrugiaMmalayibMPLoSfNeglectedfTropicalfDiseasesZM2011ZMiZMeehdm 4.8 69

66 TheMHumanMLungMMicrobiomeM2011ZMeekaehg

65  eMInuZM enomicMMetadataMforMInfectiousMugentsZMaMgeospatialMsurveillanceMpathogenMdatabasebM
NucleicfAcidsfResearchZM2010ZMglZMxkihajh 20.1 20

64 UnseasonalMtransmissionMofMHgNfMinfluenzaMuMvirusMduringMtheMswineaoriginMHeNeMpandemicbMJournalf
offVirologyZM2010ZMlhZMikeial 6.6 13

63 zunctionalManalysisMofMputativeMoperonsMinMvrugiaMmalayibMInternationalfJournalfforfParasitologyZM2010
ZMhdZMjgake 4.3 11

62 MixedMinfectionMandMtheMgenesisMofMinfluenzaMvirusMdiversitybMJournalfoffVirologyZM2009ZMlgZMllgfahe 6.6 85

61 HelminthMgenomicsnMTheMimplicationsMforMhumanMhealthbMPLoSfNeglectedfTropicalfDiseasesZM2009ZMgZMeigl 4.8 79

60 vrugiaMmalayiMgeneMexpressionMinMresponseMtoMtheMtargetingMofMtheMWolbachiaMendosymbiontMbyM
tetracyclineMtreatmentbMPLoSfNeglectedfTropicalfDiseasesZM2009ZMgZMeifi 4.8 39

59 uMmultiareservoirMmodelMofMinfluenzaMevolutionbMJournalfoffCriticalfCareZM2009ZMfhZMeggaegh 4

58 TranscriptomesMandMpathwaysMassociatedMwithMinfectivityZMsurvivalMandMimmunogenicityMinMvrugiaM
malayiMLgbMBMCfGenomicsZM2009ZMedZMfjk 4.5 31

57 TheMgenomeMofMtheMbloodMflukeMSchistosomaMmansonibMNatureZM2009ZMhjdZMgifal 50.4 822

56 TheMgenomeMofMvrugiaMmalayiMaMallMwormsMareMnotMcreatedMequalbMParasitologyfInternationalZM2009ZMilZMjaee2.1 36
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55 TheMroleMofMRNuMfoldingMfreeMenergyMinMtheMevolutionMofMtheMpolymeraseMgenesMofMtheMinfluenzaMuM
virusbMGenomefBiologyZM2009ZMedZMRel 18.3 21

54 TheMearlyMdiversificationMofMinfluenzaMucHeNepdmbMPLOSfCurrentsZM2009ZMeZMRRNeefj 108

53 ViralMgenomeMsequencingMbyMrandomMprimingMmethodsbMBMCfGenomicsZM2008ZMmZMi 4.5 235

52 MultipleMreassortmentMeventsMinMtheMevolutionaryMhistoryMofMHeNeMinfluenzaMuMvirusMsinceMemelbMPLoSf
PathogensZM2008ZMhZMeeddddef 7.6 201

51 vovinealikeMcoronavirusesMisolatedMfromMfourMspeciesMofMcaptiveMwildMruminantsMareMhomologousMtoM
bovineMcoronavirusesZMbasedMonMcompleteMgenomicMsequencesbMJournalfoffVirologyZM2008ZMlfZMefhffage 6.6 66

50 TheMevolutionaryMgeneticsMandMemergenceMofMavianMinfluenzaMvirusesMinMwildMbirdsbMPLoSfPathogensZM
2008ZMhZMeeddddkj 7.6 291

49 MolecularMepidemiologyMofMucHgNfMandMucHeNeMinfluenzaMvirusMduringMaMsingleMepidemicMseasonMinM
theMUnitedMStatesbMPLoSfPathogensZM2008ZMhZMeedddegg 7.6 83

48 RoleMofMtransposableMelementsMinMtrypanosomatidsbMMicrobesfandfInfectionZM2008ZMedZMikiale 9.3 30

47 MiningMpredictedMessentialMgenesMofMvrugiaMmalayiMforMnematodeMdrugMtargetsbMPLoSfONEZM2007ZMfZMeeelm3.7 79

46  enomeManalysisMlinkingMrecentMyuropeanMandMufricanMinfluenzaMUHiNeVMvirusesbMEmergingfInfectiousf
DiseasesZM2007ZMegZMkegal 10.2 164

45
wompleteMgenomicMsequencesZMaMkeyMresidueMinMtheMspikeMproteinMandMdeletionsMinMnonstructuralM
proteinMgbMofMUSMstrainsMofMtheMvirulentMandMattenuatedMcoronavirusesZMtransmissibleMgastroenteritisM
virusMandMporcineMrespiratoryMcoronavirusbMVirologyZM2007ZMgilZMhfhagi

3.6 45

44 QuasispeciesMofMbovineMentericMandMrespiratoryMcoronavirusesMbasedMonMcompleteMgenomeM
sequencesMandMgeneticMchangesMafterMtissueMcultureMadaptationbMVirologyZM2007ZMgjgZMeaed 3.6 49

43 SequencesMnecessaryMforMtransasplicingMinMtransientlyMtransfectedMvrugiaMmalayibMMolecularfandf
BiochemicalfParasitologyZM2007ZMeijZMjfakg 1.9 15

42 WidespreadMlateralMgeneMtransferMfromMintracellularMbacteriaMtoMmulticellularMeukaryotesbMScienceZM
2007ZMgekZMekigaj 33.3 608

41  enesMencodingMputativeMbiogenicMamineMreceptorsMinMtheMparasiticMnematodeMvrugiaMmalayibM
InvertebratefNeuroscienceZM2007ZMkZMffkahh 1.2 10

40 viologicZMantigenicZMandMfullalengthMgenomicMcharacterizationMofMaMbovinealikeMcoronavirusMisolatedM
fromMaMgiraffebMJournalfoffVirologyZM2007ZMleZMhmleamd 6.6 77

39 MembersMofMaMlargeMretroposonMfamilyMareMdeterminantsMofMpostatranscriptionalMgeneMexpressionMinM
LeishmaniabMPLoSfPathogensZM2007ZMgZMefmeagdk 7.6 81

38 xraftMgenomeMofMtheMfilarialMnematodeMparasiteMvrugiaMmalayibMScienceZM2007ZMgekZMekijajd 33.3 513

(2007-2009)
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37  eminanMuMWebavasedMypidemiologyMandM enomicMMetadataMSystemMxesignedMtoMIdentifyMInfectiousM
ugentsM2007ZMfflaffm 1

36 yvolutionMofMnonaLTRMretrotransposonsMinMtheMtrypanosomatidMgenomesnMLeishmaniaMmajorMhasMlostM
theMactiveMelementsbMMolecularfandfBiochemicalfParasitologyZM2006ZMehiZMeilakd 1.9 29

35 xifferentialMHHVajuMgeneMexpressionMinMTMcellsMandMprimaryMhumanMastrocytesMbasedMonMmultiavirusM
arrayManalysisbMGliaZM2006ZMigZMklmaml 9 20

34 StochasticMprocessesMareMkeyMdeterminantsMofMshortatermMevolutionMinMinfluenzaMaMvirusbMPLoSf
PathogensZM2006ZMfZMeefi 7.6 152

33 TheMTrypanosomaMcruziMLeTcMandMNuRTcMnonaLTRMretrotransposonsMshowMrelativeMsiteMspecificityMforM
insertionbMMolecularfBiologyfandfEvolutionZM2006ZMfgZMheeafd 8.3 23

32 xetectionMofMHHVajvMinMpostamortemMcentralMnervousMsystemMtissueMofMaMpostaboneMmarrowM
transplantMrecipientnMaMmultiavirusMarrayManalysisbMJournalfoffClinicalfVirologyZM2006ZMgkMSupplMeZMSikajf 14.5 4

31 TheMgenomeMsequenceMofMTrypanosomaMcruziZMetiologicMagentMofMwhagasMdiseasebMScienceZM2005ZMgdmZMhdmaei33.3 1085

30 womparativeMgenomicsMofMtrypanosomatidMparasiticMprotozoabMScienceZM2005ZMgdmZMhdham 33.3 614

29 uMvirusMwithMbigMambitionsbMTrendsfinfMicrobiologyZM2005ZMegZMijak 12.4 11

28 TheMgenomeMofMtheMufricanMtrypanosomeMTrypanosomaMbruceibMScienceZM2005ZMgdmZMhejaff 33.3 1323

27  enomicMandMproteomicMapproachesMforMwhagasTMdiseasenMcriticalManalysisMofMdiagnosticMmethodsbM
ExpertfReviewfoffMolecularfDiagnosticsZM2005ZMiZMifeagd 3.8 3

26 MimivirusMrelativesMinMtheMSargassoMseabMVirologyfJournalZM2005ZMfZMjf 6.1 83

25 LargeascaleMsequencingMofMhumanMinfluenzaMrevealsMtheMdynamicMnatureMofMviralMgenomeMevolutionbM
NatureZM2005ZMhgkZMeejfaj 50.4 354

24 TheMWolbachiaMgenomeMofMvrugiaMmalayinMendosymbiontMevolutionMwithinMaMhumanMpathogenicM
nematodebMPLoSfBiologyZM2005ZMgZMeefe 9.7 452

23 WholeagenomeManalysisMofMhumanMinfluenzaMuMvirusMrevealsMmultipleMpersistentMlineagesMandM
reassortmentMamongMrecentMHgNfMvirusesbMPLoSfBiologyZM2005ZMgZMegdd 9.7 291

22 TheMingiMandMRIMyMnonaLTRMretrotransposonsMareMnotMrandomlyMdistributedMinMtheMgenomeMofM
TrypanosomaMbruceibMMolecularfBiologyfandfEvolutionZM2004ZMfeZMifdal 8.3 29

21 MechanismsMofMHTLVaeMtransformationbMFrontiersfinfBioscienceftfLandmarkZM2004ZMmZMfghkakf 2.8 15

20 RoleMofMviralMregulatoryMandMaccessoryMproteinsMinMHIVaeMreplicationbMFrontiersfinfBioscienceftf
LandmarkZM2004ZMmZMfgllaheg 2.8 51

Elodie Ghedin
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19 LduRzeMinMtraffickingMandMstructuralMmaintenanceMofMtheMtransa olgiMcisternalMnetworkMinMtheM
protozoanMpathogenMLeishmaniaMdonovanibMTrafficZM2004ZMiZMljlalg 5.7 6

18  eneMsyntenyMandMevolutionMofMgenomeMarchitectureMinMtrypanosomatidsbMMolecularfandfBiochemicalf
ParasitologyZM2004ZMeghZMelgame 1.9 83

17 uMgeneMfamilyMofMcathepsinMLalikeMproteasesMofMfilarialMnematodesMareMassociatedMwithMlarvalMmoltingM
andMcuticleMandMeggshellMremodelingbMMolecularfandfBiochemicalfParasitologyZM2004ZMegjZMffkahf 1.9 88

16 zirstMsequencedMgenomeMofMaMparasiticMnematodebMTrendsfinfParasitologyZM2004ZMfdZMeieag 6.4 74

15 UseMofMaMmultiavirusMarrayMforMtheMstudyMofMhumanMviralMandMretroviralMpathogensnMgeneMexpressionM
studiesMandMwhIPachipManalysisbMRetrovirologyZM2004ZMeZMed 3.6 15

14 TheMsequenceMandManalysisMofMTrypanosomaMbruceiMchromosomeMIIbMNucleicfAcidsfResearchZM2003ZMgeZMhlijajg20.1 48

13 IdentificationMofMnonaautonomousMnonaLTRMretrotransposonsMinMtheMgenomeMofMTrypanosomaMcruzibM
MolecularfandfBiochemicalfParasitologyZM2002ZMefhZMkgal 1.9 40

12
MolecularMdissectionMofMtheMfunctionalMdomainsMofMaMuniqueZMtartratearesistantZMsurfaceMmembraneM
acidMphosphataseMinMtheMprimitiveMhumanMpathogenMLeishmaniaMdonovanibMJournalfoffBiologicalf
ChemistryZM2002ZMfkkZMekmmhaldde

5.4 29

11 SecretoryMandMendocyticMpathwaysMconvergeMinMaMdynamicMendosomalMsystemMinMaMprimitiveM
protozoanbMTrafficZM2001ZMfZMekiall 5.7 56

10
xissectionMofMtheMfunctionalMdomainsMofMtheMLeishmaniaMsurfaceMmembraneM
gTanucleotidasecnucleaseZMaMuniqueMmemberMofMtheMclassMIMnucleaseMfamilybMJournalfoffBiologicalf
ChemistryZM2000ZMfkiZMejgjjakf

5.4 45

9 ufrelnMaMconstitutivelyMexpressedMLeishmaniaMgeneMlinkedMtoManMamastigoteastageaspecificMgenebM
MolecularfandfBiochemicalfParasitologyZM1998ZMmgZMfgam 1.9 14

8 InducibleMexpressionMofMsuicideMgenesMinMLeishmaniaMdonovaniMamastigotesbMJournalfoffBiologicalf
ChemistryZM1998ZMfkgZMffmmkagddg 5.4 27

7 IdentificationMandMoverexpressionMofMtheMufMamastigoteaspecificMproteinMinMLeishmaniaMdonovanibM
MolecularfandfBiochemicalfParasitologyZM1996ZMklZMkmamd 1.9 119

6 QualityMofMdrinkingMwaterMsourcesMinMtwoMsubadesertMsahelianMareasMinMnorthawesternMSenegalbM
InternationalfJournalfoffEnvironmentalfStudiesZM1993ZMhhZMeegaegd 1.8 2

5 TransmissionMvottleneckMSizeMystimationMfromMPathogenMxeepaSequencingMxataZMwithManM
upplicationMtoMHumanMInfluenzaMuMVirus 5

4 i enomicsnMwomprehensiveMxNuMSequenceMunalysisMonMyourMSmartphone 1

3 wellatoacellMvariationMinMdefectiveMvirusMexpressionMandMeffectsMonMhostMresponsesMduringMinfluenzaM
virusMinfection 3

2  lobalMphylogeographyMandMancientMevolutionMofMtheMwidespreadMhumanMgutMvirusMcrussphage 5

(-2004)
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1 unMearlyMwarningMsystemMforMemergingMSuRSawoVafMvariantsbMNaturefMedicineZ 50.5 2
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