156 14,921 52 121

papers citations h-index g-index

162 16,808 9.2 5.88

ext. papers ext. citations avg, IF L-index



155

L5

151

149

147

145

143

141

ToHRU NATSUME

Paper IF Citations

Homeostatic levels of p62 control cytoplasmic inclusion body formation in autophagy-deficient
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Molecular Cell, 2006, 24, 977-84

Mitochondrial phosphoglycerate mutase 5 uses alternate catalytic activity as a protein
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