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k Paper IF Citations

66 xRISPRNinNcancerNbiologyNandNtherapyccNNaturesReviewssCanceraN2022aN 31.3 11

65 TheNwTwNtranscriptionNfactorsNZwTwffNandNZαPfhfNmaintainNpluripotencyNbyNrepressingN
probdifferentiationNgenesccNCellsReportsaN2022aNhmaNffejgi 10.6 0

64 vNgenomebscaleNscreenNforNsyntheticNdriversNofNTNcellNproliferationccNNatureaN2022aNkehaNlgmblhj 50.4 3

63 yevelopmentNofNNovelNxvRNTherapiesNforNyiffuseNLargeNwbxellNLymphomaNUsingNGenomebWideN
OverexpressionNScreenscNBloodaN2021aNfhmaNflgkbflgk 2.2

62 vutomatedNdesignNofNxRISPRNprimeNeditorsNforNjkaeeeNhumanNpathogenicNvariantscNIScienceaN2021aNfehhme6.1 1

61 ProfilingNtheNgeneticNdeterminantsNofNchromatinNaccessibilityNwithNscalableNsinglebcellNxRISPRN
screenscNNaturesBiotechnologyaN2021aNhnaNfglebfgll 44.5 4

60 IntegrativeNapproachNidentifiesNandNasNputativeNcausalNgenesNforNtheNxOVIybfnNGWvSNsignalNinNtheN
hpgfchfNlocusN2021aN 3

59 TrackingNcellNlineagesNtoNimproveNresearchNreproducibilitycNNaturesBiotechnologyaN2021aNhnaNkkkbkle 44.5 1

58 IdentificationNofNRequiredNHostNαactorsNforNSvRSbxoVbgNInfectionNinNHumanNxellscNCellaN2021aNfmiaNngbfejcefk56.2 240

57 vuthorNresponseoNTheNSpikeNykfiGNmutationNincreasesNSvRSbxoVbgNinfectionNofNmultipleNhumanNcellN
typesN2021aN 3

56 TheNSpikeNykfiGNmutationNincreasesNSvRSbxoVbgNinfectionNofNmultipleNhumanNcellNtypescNELifeaN2021
aNfeaN 8.9 86

55 IntegrativeNapproachNidentifiesNSLxkvgeNandNxXxRkNasNputativeNcausalNgenesNforNtheNxOVIybfnN
GWvSNsignalNinNtheNhpgfchfNlocuscNGenomesBiologyaN2021aNggaNgig 18.3 11

54 xhemicallyNmodifiedNguideNRNvsNenhanceNxRISPRbxasfhNknockdownNinNhumanNcellscNCellsChemicals
BiologyaN2021aN 8.2 3

53 VoicesNofNtheNnewNgenerationoNopenNscienceNisNgoodNforNscienceNWandNforNyouXcNNaturesReviewss
MolecularsCellsBiologyaN2021aNggaNlen 48.7

52 TranscriptomebwideNxasfhNguideNRNvNdesignNforNmodelNorganismsNandNviralNRNvNpathogenscNCells
GenomicsaN2021aNfaNfeeeef 3

51 MassivelyNparallelNxasfhNscreensNrevealNprinciplesNforNguideNRNvNdesigncNNaturesBiotechnologyaN2020
aNhmaNlggblgl 44.5 92

50 vpplyingNgenomebwideNxRISPRbxasnNscreensNforNtherapeuticNdiscoveryNinNfacioscapulohumeralN
muscularNdystrophycNSciencesTranslationalsMedicineaN2020aNfgaN 17.5 24
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49 HighbThroughputNScreensNofNPvMbαlexibleNxasnNVariantsNforNGeneNKnockoutNandNTranscriptionalN
ModulationcNCellsReportsaN2020aNheaNgmjnbgmkmcej 10.6 27

48 TheNSpikeNykfiGNmutationNincreasesNSvRSbxoVbgNinfectionNofNmultipleNhumanNcellNtypesN2020aN 62

47 ImmunomagneticNcellNsortingcNNaturesBiomedicalsEngineeringaN2019aNhaNljnblke 19 1

46 OverexpressionNofNNzUROGgNandNNzUROGfNinNhumanNembryonicNstemNcellsNproducesNaNnetworkNofN
excitatoryNandNinhibitoryNneuronscNFASEBsJournalaN2019aNhhaNjgmlbjgnn 0.9 12

45 IdentificationNofNxancerNyriversNatNxTxαNInsulatorsNinNfankgNWholeNGenomescNCellsSystemsaN2019aNmaNiikbijjcem10.6 29

44 MultiplexedNdetectionNofNproteinsaNtranscriptomesaNclonotypesNandNxRISPRNperturbationsNinNsingleN
cellscNNaturesMethodsaN2019aNfkaNienbifg 21.6 175

43 GenerationNofNaNknockbinNMvPgbtdTomatoNreporterNhumanNembryonicNstemNcellNlineNwithNinducibleN
expressionNofNNzUROGgdfNWNYGxeeefbvXcNStemsCellsResearchaN2019aNifaNfefkih 1.6 4

42 zffectsNofNhyNculturingNconditionsNonNtheNtranscriptomicNprofileNofNstembcellbderivedNneuronscN
NaturesBiomedicalsEngineeringaN2018aNgaNjiebjji 19 52

41 IntegratedNdesignaNexecutionaNandNanalysisNofNarrayedNandNpooledNxRISPRNgenomebeditingN
experimentscNNaturesProtocolsaN2018aNfhaNnikbnmk 18.8 42

40 GαvPNMutationsNinNvstrocytesNImpairNOligodendrocyteNProgenitorNProliferationNandNMyelinationNinN
anNhiPSxNModelNofNvlexanderNyiseasecNCellsStemsCellaN2018aNghaNghnbgjfcek 18 65

39 TwoNvngelmanNfamiliesNwithNunusuallyNadvancedNneurodevelopmentNcarryNaNstartNcodonNvariantNinN
theNmostNhighlyNexpressedNUwzhvNisoformcNAmericansJournalsofsMedicalsGenetics,sPartsAaN2018aNflkaNfkifbfkil2.5 12

38 GenomebscaleNxRISPRNpooledNscreenscNAnalyticalsBiochemistryaN2017aNjhgaNnjbnn 3.1 35

37 GenomebScaleNNetworksNLinkNNeurodegenerativeNyiseaseNGenesNtoN˛–bSynucleinNthroughNSpecificN
MolecularNPathwayscNCellsSystemsaN2017aNiaNfjlbflecefi 10.6 76

36 TranscriptionNcontrolNbyNtheNzNLNYzvTSNdomainNinNacuteNleukaemiacNNatureaN2017aNjihaNglebgli 50.4 159

35 GenomebscaleNxRISPRbxasnNknockoutNandNtranscriptionalNactivationNscreeningcNNaturesProtocolsaN
2017aNfgaNmgmbmkh 18.8 459

34 HighbThroughputNvpproachesNtoNPinpointNαunctionNwithinNtheNNoncodingNGenomecNMolecularsCellaN
2017aNkmaNiibjn 17.6 37

33 GUIyzSoNsgRNvNdesignNforNlossbofbfunctionNscreenscNNaturesMethodsaN2017aNfiaNmhfbmhg 21.6 42

32 IdentificationNofNessentialNgenesNforNcancerNimmunotherapycNNatureaN2017aNjimaNjhlbjig 50.4 460

(2017-2020)
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31 GenomebscaleNactivationNscreenNidentifiesNaNlncRNvNlocusNregulatingNaNgeneNneighbourhoodcNNatureaN
2017aNjimaNhihbhik 50.4 243

30 TargetNyiscoveryNforNPrecisionNMedicineNUsingNHighbThroughputNGenomeNzngineeringcNAdvancessins
ExperimentalsMedicinesandsBiologyaN2017aNfefkaNfghbfij 3.6 5

29 MultiscaleNGenomeNzngineeringoNGenomebWideNScreensNandNTargetedNvpproachescNResearchsands
PerspectivessinsNeurosciencesaN2017aNmhbmk

28 xRISPRNScreensNtoNyiscoverNαunctionalNNoncodingNzlementscNTrendssinsGeneticsaN2016aNhgaNjgkbjgn 8.5 24

27 GzNOMzNzNGINzzRINGcNTheNGenomeNProjectbWritecNScienceaN2016aNhjhaNfgkbl 33.3 138

26 MiceNwithNShankhNMutationsNvssociatedNwithNvSyNandNSchizophreniaNyisplayNwothNSharedNandN
yistinctNyefectscNNeuronaN2016aNmnaNfilbkg 13.9 180

25 HypoxiaNasNaNtherapyNforNmitochondrialNdiseasecNScienceaN2016aNhjgaNjibkf 33.3 251

24 HighbresolutionNinterrogationNofNfunctionalNelementsNinNtheNnoncodingNgenomecNScienceaN2016aNhjhaNfjijbfjin33.3 197

23 GenomebwideNxRISPRNscreenNinNaNmouseNmodelNofNtumorNgrowthNandNmetastasiscNCellaN2015aNfkeaNfgikbke56.2 544

22 vNGenomebwideNxRISPRNScreenNinNPrimaryNImmuneNxellsNtoNyissectNRegulatoryNNetworkscNCellaN2015aN
fkgaNkljbmk 56.2 288

21 HighbthroughputNfunctionalNgenomicsNusingNxRISPRbxasncNNaturesReviewssGeneticsaN2015aNfkaNgnnbhff 30.1 748

20 wxLffvNenhancerNdissectionNbyNxasnbmediatedNinNsituNsaturatingNmutagenesiscNNatureaN2015aNjglaNfngbl 50.4 528

19 xrisprbxasnNSaturatingNMutagenesisNRevealsNanNvchillesNHeelNinNtheNwxLffvNzrythroidNznhancerNforN
αetalNHemoglobinNInductionNWbyNGenomeNzditingXcNBloodaN2015aNfgkaNkhmbkhm 2.2 3

18 GenomebscaleNxRISPRbxasnNknockoutNscreeningNinNhumanNcellscNScienceaN2014aNhihaNmibml 33.3 3080

17 PerturbationNofNmkvNwritersNrevealsNtwoNdistinctNclassesNofNmRNvNmethylationNatNinternalNandNjVN
sitescNCellsReportsaN2014aNmaNgmibnk 10.6 700

16 ImprovedNvectorsNandNgenomebwideNlibrariesNforNxRISPRNscreeningcNNaturesMethodsaN2014aNffaNlmhblmi 21.6 2552

15 RapidNneurogenesisNthroughNtranscriptionalNactivationNinNhumanNstemNcellscNMolecularsSystemss
BiologyaN2014aNfeaNlke 12.2 130

14 GenomebScaleNxrisprbxasnNKnockoutNStudiesNRevealNMutifactorialNandNαunctionallyNOverlappingN
MechanismsNofNMyelomaNxellNResistanceNtoNProteasomeNInhibitioncNBloodaN2014aNfgiaNglhbglh 2.2 2
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13 vNtranscriptionNactivatorblikeNeffectorNtoolboxNforNgenomeNengineeringcNNaturesProtocolsaN2012aNlaNflfbng18.8 480

12 vctivitybdependentNvbtobINRNvNeditingNinNratNcorticalNneuronscNGeneticsaN2012aNfngaNgmfbl 4 30

11 TheNwanderlustNofNnewbornNneocorticalNinterneuronscNJournalsofsNeuroscienceaN2009aNgnaNlffibj 6.6

10 vNfastNflexibleNinkbjetNprintingNmethodNforNpatterningNdissociatedNneuronsNinNculturecNJournalsofs
NeurosciencesMethodsaN2004aNfhkaNfjfbkh 3 189

9 HighbthroughputNscreensNofNPvMbflexibleNxasnNvariantsNforNgeneNknockboutNandNtranscriptionalNmodulation 2

8 HighbresolutionNinterrogationNofNfunctionalNelementsNinNtheNnoncodingNgenome 2

7 PrinciplesNforNrationalNxasfhdNguideNdesign 3

6 vutomatedNdesignNofNxRISPRNprimeNeditorsNforNthousandsNofNhumanNpathogenicNvariants 5

5 TranscriptomebwideNxasfhNguideNRNvNdesignNforNmodelNorganismsNandNviralNRNvNpathogens 3

4 ScalableNpooledNxRISPRNscreensNwithNsinglebcellNchromatinNaccessibilityNprofiling 4

3 zxpandingNtheNxITzbseqNtoolbkitoNyetectionNofNproteinsaNtranscriptomesaNclonotypesNandNxRISPRN
perturbationsNwithNmultiplexingaNinNaNsingleNassay 1

2 ProtocoloNGenomebscaleNxRISPRbxasnNKnockoutNandNTranscriptionalNvctivationNScreening 2

1 yiscoveryNofNtargetNgenesNandNpathwaysNofNbloodNtraitNlociNusingNpooledNxRISPRNscreensNandNsingleN
cellNRNvNsequencing 5
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