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71 TheKsmallKnonYcodingKRβrKRsavKinfluencesKextracellularKmatrixKcompositionKinKStaphylococcusK
epidermidisKbiofilmKcommunitiesZKPLoSkPathogensWK2019WKbfWKebaahgbi 7.6 20

70 rKconservedKRβrKseedYpairingKdomainKdirectsKsmallKRβrYmediatedKstressKresistanceKinK
enterobacteriaZKEMBOkJournalWK2019WKdiWKebabgfa 13 16

69 SensoryKprofilesKandKimmuneYrelatedKexpressionKpatternsKofKpatientsKwithKandKwithoutKneuropathicK
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SphingopyxisKgranuliKstrainKTwrZKEnvironmentalkMicrobiologyWK2018WKcaWKdghbYdgid 5.2 9

64 TheKProbioticKStrainKβissleKbjbhKtombatsKLambdoidKsacteriophagesKandK˛»ZKFrontierskinkMicrobiologyWK
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59 rββλgesickKaKSwissKarmyKknifeKforKtheKRβrYseqKbasedKannotationKofKbacterial_archaealKgenomesZK
GigaScienceWK2018WKhWK 7.6 23

58 PostYtranscriptionalKgeneKregulationKbyKanKyfqYindependentKsmallKRβrKinKtaulobacterKcrescentusZK
NucleickAcidskResearchWK2018WKegWKbajgjYbajic 20.1 9
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55 rnKRpoyzYuependentKResponseKPromotesKλutgrowthKafterKvxtendedKStationaryKPhaseKinKtheK
rlphaproteobacteriumKRhodobacterKsphaeroidesZKJournalkofkBacteriologyWK2017WKbjjWK 3.5 16

54 rPRztλTkKanKintegratedKcomputationalKpipelineKforKtheKsequenceYbasedKidentificationKandK
characterizationKofKRβrYbindingKproteinsZKNucleickAcidskResearchWK2017WKefWKejg 20.1 14

53 sRβrKaKnewlyKidentifiedKregulatorKofKnitrogenKfixationKinKöethanosarcinaKmazeiKstrainKxˆ¶bZKRNAk
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52 xTYrichKpromotersKcanKdriveKRβrKpolKzzKtranscriptionKandKdepositionKofKycrZZKinKrfricanK
trypanosomesZKEMBOkJournalWK2017WKdgWKcfibYcfje 13 43

51 dRβrYseqKtranscriptionalKprofilingKofKtheKw fagKbiosyntheticKgeneKclusterKinKStreptomycesK
tsukubaensisKβRRLbieiiKandKgeneralKanalysisKofKtheKtranscriptomeZKRNAkBiologyWK2017WKbeWKbgbhYbgcg 4.8 13

50 znsightsKintoKöicroalgaKandKsacteriaKznteractionsKofKSelectedKPhycosphereKsiofilmsKUsingK
öetagenomicWKTranscriptomicWKandKProteomicKrpproachesZKFrontierskinkMicrobiologyWK2017WKiWKbjeb 5.7 53

49 TheKprimaryKtranscriptomeKofKtheKvscherichiaKcoliKλbaekyeKprrKplasmidKandKnovelKinsightsKintoKitsK
virulenceKgeneKexpressionKandKregulationZKScientifickReportsWK2016WKgWKdfdah 4.9 10

48 uualKRβrYseqKunveilsKnoncodingKRβrKfunctionsKinKhostYpathogenKinteractionsZKNatureWK2016WKfcjWKejgYfab50.4 318

47 TheKrbsenceKofKtheKβYacylYhomoserineYlactoneKrutoinducerKSynthaseKxenesKandKzncreasesKtheK
topyKβumberKofKtheKSymbioticKPlasmidKinKβxRcdeZKFrontierskinkMicrobiologyWK2016WKhWKbifi 5.7 6

46 rnalysisKofKtheKöicroprocessorKinKuictyosteliumkKTheKRoleKofKRbdsWKaKdsRβrKsindingKProteinZKPLoSk
GeneticsWK2016WKbcWKebaagafh 6 9

45 cisYvncodedKSmallKRβrsWKaKtonservedKöechanismKforKRepressionKofKPolysaccharideKUtilizationKinK
sacteroidesZKJournalkofkBacteriologyWK2016WKbjiWKcebaYi 3.5 20

44 vffectKofKShearKStressKonKPseudomonasKaeruginosaKzsolatedKfromKtheKtysticKwibrosisKLungZKMBioWK
2016WKhWK 7.8 20
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βaturalKmutationsKinKaKStaphylococcusKaureusKvirulenceKregulatorKattenuateKcytotoxicityKbutKpermitK
bacteremiaKandKabscessKformationZKProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedk
StateskofkAmericaWK2016WKbbdWKvdbabYba
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xenomeYwideKtranscriptionKstartKsiteKmappingKofKsradyrhizobiumKjaponicumKgrownKfreeYlivingKorKinK
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11.5 141
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BioinformaticsWK2014WKdaWKdecbYd 7.2 102
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31 wunctionalKhighYthroughputKscreeningKidentifiesKtheKmiRYbfKmicroRβrKfamilyKasKcellularKrestrictionK
factorsKforKSalmonellaKinfectionZKNaturekCommunicationsWK2014WKfWKehbi 17.4 82

30 ProfoundKimpactKofKyfqKonKnutrientKacquisitionWKmetabolismKandKmotilityKinKtheKplantKpathogenK
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27 rrgonauteKproteinsKaffectKsiRβrKlevelsKandKaccumulationKofKaKnovelKextrachromosomalKuβrKfromK
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26 PrimaryKtranscriptomeKmapKofKtheKhyperthermophilicKarchaeonKThermococcusKkodakarensisZKBMCk
GenomicsWK2014WKbfWKgie 4.5 69

25 RegulationKofKtranscriptionKterminationKbyKglucosylatedKhydroxymethyluracilWKbaseK–WKinKLeishmaniaK
majorKandKTrypanosomaKbruceiZKNucleickAcidskResearchWK2014WKecWKjhbhYcj 20.1 46
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23 rnKλpenKScienceKPeerKReviewKλathZKF1000ResearchWK2014WKdWKchb 3.6 21

22 yighYresolutionKtranscriptomeKmapsKrevealKstrainYspecificKregulatoryKfeaturesKofKmultipleK
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21 TargetKrecognitionWKRβrKmethylationKactivityKandKtranscriptionalKregulationKofKtheKuictyosteliumK
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14 SmashtommunitykKaKmetagenomicKannotationKandKanalysisKtoolZKBioinformaticsWK2010WKcgWKcjhhYi 7.2 77
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