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n Paper IF Citations

94 vnterotypesKofKtheKhumanKgutKmicrobiomeZKNatureWK2011WKehdWKbheYia 50.4 4240

93 SevereKtλVzuYbjKzsKöarkedKbyKaKuysregulatedKöyeloidKtellKtompartmentZKCellWK2020WKbicWKbebjYbeeaZecd56.2 558

92 uualKRβrYseqKunveilsKnoncodingKRβrKfunctionsKinKhostYpathogenKinteractionsZKNatureWK2016WKfcjWKejgYfab50.4 318

91 xlobalKtranscriptionalKstartKsiteKmappingKusingKdifferentialKRβrKsequencingKrevealsKnovelKantisenseK
RβrsKinKvscherichiaKcoliZKJournalkofkBacteriologyWK2015WKbjhWKbiYci 3.5 207

90 yighYresolutionKtranscriptomeKmapsKrevealKstrainYspecificKregulatoryKfeaturesKofKmultipleK
tampylobacterKjejuniKisolatesZKPLoSkGeneticsWK2013WKjWKebaadejf 6 201

89 vnvironmentsKshapeKtheKnucleotideKcompositionKofKgenomesZKEMBOkReportsWK2005WKgWKbcaiYbd 6.5 200

88 xradYseqKguidesKtheKdiscoveryKofKProQKasKaKmajorKsmallKRβrYbindingKproteinZKProceedingskofkthek
NationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaWK2016WKbbdWKbbfjbYbbfjg 11.5 193

87 zn´ VivoKtleavageKöapKzlluminatesKtheKtentralKRoleKofKRβaseKvKinKtodingKandKβonYcodingKRβrK
PathwaysZKMolecularkCellWK2017WKgfWKdjYfb 17.6 159

86 TheKprimaryKtranscriptomeKofKbarleyKchloroplastskKnumerousKnoncodingKRβrsKandKtheKdominatingK
roleKofKtheKplastidYencodedKRβrKpolymeraseZKPlantkCellWK2012WKceWKbcdYdg 11.6 155

85
uifferentialKRβrYseqKofKVibrioKcholeraeKidentifiesKtheKVqmRKsmallKRβrKasKaKregulatorKofKbiofilmK
formationZKProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaWK2015WK
bbcWKvhggYhf

11.5 141

84 TheKsigmasKregulonKinKStaphylococcusKaureusKandKitsKregulationZKInternationalkJournalkofkMedicalk
MicrobiologyWK2006WKcjgWKcdhYfi 3.7 133

83 vvolutionKofKresistanceKtoKaKlastYresortKantibioticKinKStaphylococcusKaureusKviaKbacterialK
competitionZKCellWK2014WKbfiWKbagaYbahb 56.2 129

82 xetKtheKmostKoutKofKyourKmetagenomekKcomputationalKanalysisKofKenvironmentalKsequenceKdataZK
CurrentkOpinionkinkMicrobiologyWK2007WKbaWKejaYi 7.9 127

81 RvruemptionYaKtoolKforKtheKcomputationalKanalysisKofKdeepYsequencingYbasedKtranscriptomeKdataZK
BioinformaticsWK2014WKdaWKdecbYd 7.2 102

80 xenomeKorganizationKandKuβrKaccessibilityKcontrolKantigenicKvariationKinKtrypanosomesZKNatureWK
2018WKfgdWKbcbYbcf 50.4 84

79 wunctionalKhighYthroughputKscreeningKidentifiesKtheKmiRYbfKmicroRβrKfamilyKasKcellularKrestrictionK
factorsKforKSalmonellaKinfectionZKNaturekCommunicationsWK2014WKfWKehbi 17.4 82

78 xenomeYwideKidentificationKofKtranscriptionalKstartKsitesKinKtheKhaloarchaeonKyaloferaxKvolcaniiK
basedKonKdifferentialKRβrYSeqKSdRβrYSeqTZKBMCkGenomicsWK2016WKbhWKgcj 4.5 78
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77 SmashtommunitykKaKmetagenomicKannotationKandKanalysisKtoolZKBioinformaticsWK2010WKcgWKcjhhYi 7.2 77

76 PrimaryKtranscriptomeKmapKofKtheKhyperthermophilicKarchaeonKThermococcusKkodakarensisZKBMCk
GenomicsWK2014WKbfWKgie 4.5 69

75 SplicingKfactorsKstimulateKpolyadenylationKviaKUSvsKatKnonYcanonicalKdRKendKformationKsignalsZKEMBOk
JournalWK2007WKcgWKcgfiYgj 13 65

74
βaturalKmutationsKinKaKStaphylococcusKaureusKvirulenceKregulatorKattenuateKcytotoxicityKbutKpermitK
bacteremiaKandKabscessKformationZKProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedk
StateskofkAmericaWK2016WKbbdWKvdbabYba

11.5 61

73 znsightsKintoKöicroalgaKandKsacteriaKznteractionsKofKSelectedKPhycosphereKsiofilmsKUsingK
öetagenomicWKTranscriptomicWKandKProteomicKrpproachesZKFrontierskinkMicrobiologyWK2017WKiWKbjeb 5.7 53

72 TheKöajorKRβrYsindingKProteinKProQKzmpactsKVirulenceKxeneKvxpressionKinKSalmonellaKentericaK
SerovarKTyphimuriumZKMBioWK2019WKbaWK 7.8 51

71 zntegrativeKMomicsMYapproachKdiscoversKdynamicKandKregulatoryKfeaturesKofKbacterialKstressK
responsesZKPLoSkGeneticsWK2013WKjWKebaadfhg 6 50

70 RegulationKofKtranscriptionKterminationKbyKglucosylatedKhydroxymethyluracilWKbaseK–WKinKLeishmaniaK
majorKandKTrypanosomaKbruceiZKNucleickAcidskResearchWK2014WKecWKjhbhYcj 20.1 46

69 xTYrichKpromotersKcanKdriveKRβrKpolKzzKtranscriptionKandKdepositionKofKycrZZKinKrfricanK
trypanosomesZKEMBOkJournalWK2017WKdgWKcfibYcfje 13 43

68 TargetKrecognitionWKRβrKmethylationKactivityKandKtranscriptionalKregulationKofKtheKuictyosteliumK
discoideumKunmtcYhomologueKSunmrTZKNucleickAcidskResearchWK2013WKebWKigbfYch 20.1 39

67
xenomeYwideKtranscriptionKstartKsiteKmappingKofKsradyrhizobiumKjaponicumKgrownKfreeYlivingKorKinK
symbiosisKYKaKrichKresourceKtoKidentifyKnewKtranscriptsWKproteinsKandKtoKstudyKgeneKregulationZKBMCk
GenomicsWK2016WKbhWKdac

4.5 38

66 RoleKofKoxygenKandKtheKλxyRKproteinKinKtheKresponseKtoKironKlimitationKinKRhodobacterKsphaeroidesZK
BMCkGenomicsWK2014WKbfWKhje 4.5 32

65 rKcomputationalKscreenKforKtypeKzKpolyketideKsynthasesKinKmetagenomicsKshotgunKdataZKPLoSkONEWK
2008WKdWKedfbf 3.7 29

64
RβrKsequencingKanalysisKofKtheKbroadYhostYrangeKstrainKSinorhizobiumKfrediiKβxRcdeKidentifiesKaK
largeKsetKofKgenesKlinkedKtoKquorumKsensingYdependentKregulationKinKtheKbackgroundKofKaKtrazKandK
ngrzKdeletionKmutantZKAppliedkandkEnvironmentalkMicrobiologyWK2014WKiaWKfgffYhb

4.8 26

63 sRβrKaKnewlyKidentifiedKregulatorKofKnitrogenKfixationKinKöethanosarcinaKmazeiKstrainKxˆ¶bZKRNAk
BiologyWK2017WKbeWKbfeeYbffi 4.8 25

62 xradYseqKinKaKxramYpositiveKbacteriumKrevealsKexonucleolyticKsRβrKactivationKinKcompetenceK
controlZKEMBOkJournalWK2020WKdjWKebadifc 13 25

61 znducedKPluripotentKStemKtellYuerivedKsrainKvndothelialKtellsKasKaKtellularKöodelKtoKStudyK
znfectionZKFrontierskinkMicrobiologyWK2019WKbaWKbbib 5.7 24

60 xenomeYwideKtranscriptionKstartKsiteKprofilingKinKbiofilmYgrownKsurkholderiaKcenocepaciaK–cdbfZK
BMCkGenomicsWK2015WKbgWKhhf 4.5 24
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59 ProfoundKimpactKofKyfqKonKnutrientKacquisitionWKmetabolismKandKmotilityKinKtheKplantKpathogenK
rgrobacteriumKtumefaciensZKPLoSkONEWK2014WKjWKebbaech 3.7 24

58 wunctionalKcharacterizationKofKtheKRβrKchaperoneKyfqKinKtheKopportunisticKhumanKpathogenK
StenotrophomonasKmaltophiliaZKJournalkofkBacteriologyWK2012WKbjeWKfigeYhe 3.5 24

57 rββλgesickKaKSwissKarmyKknifeKforKtheKRβrYseqKbasedKannotationKofKbacterial_archaealKgenomesZK
GigaScienceWK2018WKhWK 7.6 23

56 dRβrYSeqKRevealsKxenomewideKTSSsKandKβoncodingKRβrsKofKPlantKseneficialKRhizobacteriumK
sacillusKamyloliquefaciensKwZsecZKPLoSkONEWK2015WKbaWKeabecaac 3.7 22

55 tomparativeKanalysisKofKenvironmentalKsequenceskKpotentialKandKchallengesZKPhilosophicalk
TransactionskofkthekRoyalkSocietykB:kBiologicalkSciencesWK2006WKdgbWKfbjYcd 5.8 22

54 rKnitrileKhydrataseKinKtheKeukaryoteKöonosigaKbrevicollisZKPLoSkONEWK2008WKdWKedjhg 3.7 21

53 rnKλpenKScienceKPeerKReviewKλathZKF1000ResearchWK2014WKdWKchb 3.6 21

52 TheKsmallKnonYcodingKRβrKRsavKinfluencesKextracellularKmatrixKcompositionKinKStaphylococcusK
epidermidisKbiofilmKcommunitiesZKPLoSkPathogensWK2019WKbfWKebaahgbi 7.6 20

51 cisYvncodedKSmallKRβrsWKaKtonservedKöechanismKforKRepressionKofKPolysaccharideKUtilizationKinK
sacteroidesZKJournalkofkBacteriologyWK2016WKbjiWKcebaYi 3.5 20

50 vffectKofKShearKStressKonKPseudomonasKaeruginosaKzsolatedKfromKtheKtysticKwibrosisKLungZKMBioWK
2016WKhWK 7.8 20

49 TranscriptionKProfilingKofKtellsKznfectedKwithKrRjWKaKxiantKPhageKvncodingKTwoKöultisubunitKRβrK
PolymerasesZKMBioWK2017WKiWK 7.8 18

48 SensoryKprofilesKandKimmuneYrelatedKexpressionKpatternsKofKpatientsKwithKandKwithoutKneuropathicK
painKafterKperipheralKnerveKlesionZKPainWK2019WKbgaWKcdbgYcdch 8 18

47
rKnonYcodingKRβrKfromKtheKintercellularKadhesionKSicaTKlocusKofKStaphylococcusKepidermidisK
controlsKpolysaccharideKintercellularKadhesionKSPzrTYmediatedKbiofilmKformationZKMoleculark
MicrobiologyWK2019WKbbbWKbfhbYbfjb

4.1 17

46 xradYseqKshinesKlightKonKunrecognizedKRβrKandKproteinKcomplexesKinKtheKmodelKbacteriumK
vscherichia´ coliZKNucleickAcidskResearchWK2020WKeiWKjdabYjdbj 20.1 17

45 rnKRpoyzYuependentKResponseKPromotesKλutgrowthKafterKvxtendedKStationaryKPhaseKinKtheK
rlphaproteobacteriumKRhodobacterKsphaeroidesZKJournalkofkBacteriologyWK2017WKbjjWK 3.5 16

44 tharacterizationKofKtheKtranscriptomeKofKyaloferaxKvolcaniiWKgrownKunderKfourKdifferentKconditionsWK
withKmixedKRβrYSeqZKPLoSkONEWK2019WKbeWKeacbfjig 3.7 16

43 rKconservedKRβrKseedYpairingKdomainKdirectsKsmallKRβrYmediatedKstressKresistanceKinK
enterobacteriaZKEMBOkJournalWK2019WKdiWKebabgfa 13 16

42 rKmolecularKstudyKofKmicrobeKtransferKbetweenKdistantKenvironmentsZKPLoSkONEWK2008WKdWKecgah 3.7 16
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41 YsvYKisKanKessentialKbiogenesisKfactorKforKmitochondrialKribosomesZKNucleickAcidskResearchWK2020WK
eiWKjhgcYjhig 20.1 15

40 rPRztλTkKanKintegratedKcomputationalKpipelineKforKtheKsequenceYbasedKidentificationKandK
characterizationKofKRβrYbindingKproteinsZKNucleickAcidskResearchWK2017WKefWKejg 20.1 14

39 xeneKautoregulationKbyKdRKUTRYderivedKbacterialKsmallKRβrsZKELifeWK2020WKjWK 8.9 14

38 dRβrYseqKtranscriptionalKprofilingKofKtheKw fagKbiosyntheticKgeneKclusterKinKStreptomycesK
tsukubaensisKβRRLbieiiKandKgeneralKanalysisKofKtheKtranscriptomeZKRNAkBiologyWK2017WKbeWKbgbhYbgcg 4.8 13

37 RβaseKvKcleavageKshapesKtheKtranscriptomeKofKandKstronglyKimpactsKphototrophicKgrowthZKLifek
SciencekAllianceWK2018WKbWKecabiaaaia 5.8 12

36 PhenotypicKyeterogeneityKrffectsKStenotrophomonasKmaltophiliaK chjaKtolonyKöorphotypesKandK
˛†YLactamaseKvxpressionZKFrontierskinkMicrobiologyWK2015WKgWKbdhd 5.7 11

35 TheKopenKscienceKpeerKreviewKoathZKF1000ResearchWK2014WKdWKchb 3.6 11

34 TheKprimaryKtranscriptomeKofKtheKvscherichiaKcoliKλbaekyeKprrKplasmidKandKnovelKinsightsKintoKitsK
virulenceKgeneKexpressionKandKregulationZKScientifickReportsWK2016WKgWKdfdah 4.9 10

33 trossYcleavageKactivityKofKtasgbKinKcrRβrKprocessingKofKtwoKdifferentKtRzSPRYtasKsystemsKinK
öethanosarcinaKmazeiKxˆ¶bZKRNAkBiologyWK2019WKbgWKejcYfad 4.8 10

32 uifferencesKinKtheKTranscriptomicKResponseKofKandKtoKyeatKStressZKFrontierskinkMicrobiologyWK2020WK
bbWKfcd 5.7 9

31 SuhsWKaKsmallKnonYcodingKRβrKinvolvedKinKcataboliteKrepressionKofKtetralinKdegradationKgenesKinK
SphingopyxisKgranuliKstrainKTwrZKEnvironmentalkMicrobiologyWK2018WKcaWKdghbYdgid 5.2 9

30 rnalysisKofKtheKöicroprocessorKinKuictyosteliumkKTheKRoleKofKRbdsWKaKdsRβrKsindingKProteinZKPLoSk
GeneticsWK2016WKbcWKebaagafh 6 9

29 PostYtranscriptionalKgeneKregulationKbyKanKyfqYindependentKsmallKRβrKinKtaulobacterKcrescentusZK
NucleickAcidskResearchWK2018WKegWKbajgjYbajic 20.1 9

28 TheKProbioticKStrainKβissleKbjbhKtombatsKLambdoidKsacteriophagesKandK˛»ZKFrontierskinkMicrobiologyWK
2018WKjWKjcj 5.7 8

27 rKβewKsioactiveKtompoundKwromKtheKöarineKSpongeYuerivedKspZKSsTdeiKznhibitsKStaphylococcalK
xrowthKandKsiofilmKwormationZKFrontierskinkMicrobiologyWK2018WKjWKbehd 5.7 8

26 RβaseK–KisKrequiredKforKprocessingKofKaKsmallKnumberKofKRβrsKinKRhodobacterKsphaeroidesZKRNAk
BiologyWK2014WKbbWKiffYge 4.8 8

25 rrgonauteKproteinsKaffectKsiRβrKlevelsKandKaccumulationKofKaKnovelKextrachromosomalKuβrKfromK
theKuictyosteliumKretrotransposonKuzRSYbZKJournalkofkBiologicalkChemistryWK2014WKcijWKdfbceYdi 5.4 8

24 zLYbcKfromKendogenousKcutbWKandKnotKvaccineKutWKisKrequiredKforKThbKinductionZKJCIkInsightWK2020WKfWK 9.9 8
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23
rKβovelKöechanismKofKznactivatingKrntibacterialKβitroKtompoundsKinKtheKyumanKPathogenK
StaphylococcusKaureusKbyKλverexpressionKofKaKβruyYuependentKwlavinKβitroreductaseZK
AntimicrobialkAgentskandkChemotherapyWK2018WKgcWK

5.9 8

22 TheKRβaseKYbeYKzsKVitalKforKRibosomeKöaturationWKStressKResistanceWKandKVirulenceKofKtheKβaturalK
xeneticKvngineerZKJournalkofkBacteriologyWK2019WKcabWK 3.5 6

21 RvruemptionKYKrKtoolKforKtheKcomputationalKanalysisKofKdeepYsequencingYbasedKtranscriptomeKdata 6

20 TheKrbsenceKofKtheKβYacylYhomoserineYlactoneKrutoinducerKSynthaseKxenesKandKzncreasesKtheK
topyKβumberKofKtheKSymbioticKPlasmidKinKβxRcdeZKFrontierskinkMicrobiologyWK2016WKhWKbifi 5.7 6

19
zdentificationKofKtholecystokininKbyKxenomeYWideKProfilingKasKPotentialKöediatorKofK
SerotoninYuependentKsehavioralKvffectsKofKöaternalKSeparationKinKtheKrmygdalaZKFrontierskink
NeuroscienceWK2019WKbdWKega

5.1 5

18 TheKLeaderKPeptideKpeTrpLKwormsKrntibioticYtontainingKRibonucleoproteinKtomplexesKforK
PosttranscriptionalKRegulationKofKöultiresistanceKxenesZKMBioWK2020WKbbWK 7.8 5

17 βovelKmolecularKcuesKforKdentalKdefectsKinKhypophosphatasiaZKExperimentalkCellkResearchWK2020WK
djcWKbbcacg 4.2 5

16 WikisKinKscholarlyKpublishingUZKInformationkServiceskandkUseWK2011WKdbWKfdYfj 0.5 4

15
TetrachloroetheneKrespirationKinKSulfurospirillumKspeciesKisKregulatedKbyKaKtwoYcomponentKsystemK
asKunraveledKbyKcomparativeKgenomicsWKtranscriptomicsWKandKregulatorKbindingKstudiesZK
MicrobiologyOpenWK2020WKjWKebbdi

3.4 4

14 TheKsmallKuUwbbchKproteinKtcawbKfromKRhodobacterKsphaeroidesKisKanKRβrYbindingKproteinK
involvedKinKsRβrKmaturationKandKRβrKturnoverZKNucleickAcidskResearchWK2021WKejWKdaadYdabj 20.1 4

13 tollaborativeKplatformsKforKstreamliningKworkflowsKinKλpenKScienceZKNaturekPrecedingsWK2011WK 3

12 ReprogramingKofKsRβrKtargetKspecificityKbyKtheKleaderKpeptideKpeTrpLKinKresponseKtoKantibioticK
exposureZKNucleickAcidskResearchWK2021WKejWKcijeYcjbf 20.1 3

11 tomputationalKrnalysisKofKRβrYProteinKznteractionsKviaKueepKSequencingZKMethodskinkMoleculark
BiologyWK2018WKbhfbWKbhbYbic 1.4 2

10 rββλgesickKrKSwissKarmyKknifeKforKtheKRβrYSeqKbasedKannotationKofKbacterial_archaealKgenomes 2

9 toxsasekKanKonlineKplatformKforKepidemiologicalKsurveillanceWKvisualizationWKanalysisKandKtypingKofK
toxiellaKburnetiiKgenomicKsequences 2

8 TheKbacterialKleaderKpeptideKpeTrpLKhasKaKconservedKfunctionKinKantibioticYdependentK
posttranscriptionalKregulationKofKribosomalKgenes 2

7 TheKtrRwKProteinKöö_afgfKrffectsKTranscriptionKofKtheKtasposonYvncodedKxeneKinKxˆ¶bZK
BiomoleculesWK2020WKbaWK 5.9 2

6 TheKinductionKofKnaturalKcompetenceKadaptsKstaphylococcalKmetabolismKtoKinfectionZZKNaturek
CommunicationsWK2022WKbdWKbfcf 17.4 2
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5 uataKLiteracyKforKLibrariesKâ��KrKLocalKPerspectiveKonKLibraryKtarpentryZKBibliothek:kForschungkUndk
PraxisWK2020WKeeWKeifYeij 0.1 1

4 TransYactingKroleKofKtheKleaderKpeptideKpeTrpLKinKposttranscriptionalKregulationKofKmultiresistance 1

3
zdentificationKofKsvgrYuependentKandKsvgrYzndependentKSmallKRβrsKSsRβrsTKinKsordetellaK
pertussisKUsingKtheKProkaryoticKsRβrKPredictionKToolkitKrββλgesicZKMicrobiologykSpectrumWK2021WK
jWKeaaaeecb

8.9 1

2 toxsasekKanKλnlineKPlatformKforKvpidemiologicalKSurveillanceWKVisualizationWKrnalysisWKandKTypingKofK
toxiellaKburnetiiKxenomicKSequencesZZKMSystemsWK2021WKgWKeaaeadcb 7.6 1

1 tytosolicKSensingKofKzntracellularKbyKöastKtellsKvlicitsKaKTypeKzKzwβKResponseKThatKvnhancesK
tellYrutonomousKzmmunityZZKJournalkofkImmunologyWK2022WKcaiWKbghfYbgif 5.3
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