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Molecular Characterization of GS2 and Fd-GOGAT Homeologues and Their Biased Response to Nitrogen
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Differential response of rice genotypes to nitrogen availability is associated with the altered
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Physio-molecular traits of contrasting bread wheat genotypes associated with 15N influx exhibiting
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Condensed tannin: a major anti-nutritional constituent of faba bean (Vicia faba L.). Horticulture
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Nutritional and antinutritional attributes of faba bean (Vicia faba L.) germplasms growing in Bihar,
India. Physiology and Molecular Biology of Plants, 2015, 21, 159-162.

Nitrate Starvation Induced Changes in Root System Architecture, Carbon:Nitrogen Metabolism, and
miRNA Expression in Nitrogen-Responsive Wheat Genotypes. Applied Biochemistry and Biotechnology, 2.9 78
2015,177,1299-1312.

Evaluation of Genetic Diversity in Faba bean (Vicia faba L.) Genotypes using Seed Protein and Isozymes
Electrophoresis. The National Academy of Sciences, India, 2014, 37, 303-3009.

RNAi induced gene silencing in crop improvement. Physiology and Molecular Biology of Plants, 2010,

16,321-332. 3.1 1

Structure of replication initiator protein unites diverse viruses causing tomato leaf curl disease

(ToLCD). Plant Science, 2004, 166, 1063-1067.

Molecular Variability in the Replicase Gene of Viruses Causing Tomato Leaf Curl Disease in India.

Journal of Plant Biochemistry and Biotechnology, 2004, 13, 43-46. L7 1



