
Kenny Ye

ListhofhPublicationshbyhCitations

Source:hhttps:yyexalyxcomyauthorvpdfy3097659ykennyvyevpublicationsvbyvcitationsxpdf

Version:h2024v04v10h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

102
papers

34,396
citations

30
h-index

115
g-index

115
ext. papers

41,441
ext. citations

8.7
avg, IF

6.38
L-index



k Paper IF Citations

102 vNglobalNreferenceNforNhumanNgeneticNvariationcNNatureaN2015aNjgkaNkmbli 50.4 8599

101 vNmapNofNhumanNgenomeNvariationNfromNpopulationbscaleNsequencingcNNatureaN2010aNiklaNfekfblh 50.4 6142

100 vnNintegratedNmapNofNgeneticNvariationNfromNfaengNhumanNgenomescNNatureaN2012aNinfaNjkbkj 50.4 6049

99 StrongNassociationNofNdeNnovoNcopyNnumberNmutationsNwithNautismcNScienceaN2007aNhfkaNiijbn 33.3 2126

98 LargebscaleNcopyNnumberNpolymorphismNinNtheNhumanNgenomecNScienceaN2004aNhejaNjgjbm 33.3 2016

97 TheNcontributionNofNdeNnovoNcodingNmutationsNtoNautismNspectrumNdisordercNNatureaN2014aNjfjaNgfkbgf 50.4 1470

96 PindeloNaNpatternNgrowthNapproachNtoNdetectNbreakNpointsNofNlargeNdeletionsNandNmediumNsizedN
insertionsNfromNpairedbendNshortNreadscNBioinformaticsaN2009aNgjaNgmkjblf 7.2 1423

95 yeNnovoNgeneNdisruptionsNinNchildrenNonNtheNautisticNspectrumcNNeuronaN2012aNliaNgmjbnn 13.9 1052

94 vNsystematicNsurveyNofNlossbofbfunctionNvariantsNinNhumanNproteinbcodingNgenescNScienceaN2012aNhhjaNmghbm33.3 880

93 MappingNcopyNnumberNvariationNbyNpopulationbscaleNgenomeNsequencingcNNatureaN2011aNileaNjnbkj 50.4 833

92 RareNdeNnovoNandNtransmittedNcopybnumberNvariationNinNautisticNspectrumNdisorderscNNeuronaN2011aN
leaNmmkbnl 13.9 526

91 SensitiveNandNaccurateNdetectionNofNcopyNnumberNvariantsNusingNreadNdepthNofNcoveragecNGenomef
ResearchaN2009aNfnaNfjmkbng 9.7 422

90 xomparativeNisoschizomerNprofilingNofNcytosineNmethylationoNtheNHzLPNassaycNGenomefResearchaN
2006aNfkaNfeikbjj 9.7 330

89 RepresentationalNoligonucleotideNmicroarrayNanalysisoNaNhighbresolutionNmethodNtoNdetectNgenomeN
copyNnumberNvariationcNGenomefResearchaN2003aNfhaNggnfbhej 9.7 317

88 NovelNpatternsNofNgenomeNrearrangementNandNtheirNassociationNwithNsurvivalNinNbreastNcancercN
GenomefResearchaN2006aNfkaNfikjbln 9.7 256

87 vNunifiedNgeneticNtheoryNforNsporadicNandNinheritedNautismcNProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaaN2007aNfeiaNfgmhfbk 11.5 244

86 HighNdefinitionNprofilingNofNmammalianNyNvNmethylationNbyNarrayNcaptureNandNsingleNmoleculeN
bisulfiteNsequencingcNGenomefResearchaN2009aNfnaNfjnhbkej 9.7 183
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85 TheNwxLkNtranscriptionalNprogramNfeaturesNrepressionNofNmultipleNoncogenesNinNprimaryNwNcellsNandN
isNderegulatedNinNyLwxLcNBloodaN2009aNffhaNjjhkbim 2.2 179

84
TranscriptionalNsignatureNwithNdifferentialNexpressionNofNwxLkNtargetNgenesNaccuratelyNidentifiesN
wxLkbdependentNdiffuseNlargeNwNcellNlymphomascNProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaaN2007aNfeiaNhgelbfg

11.5 115

83 vNmetabanalysisNofNgenomebwideNassociationNstudiesNidentifiesNmultipleNlongevityNgenescNNaturef
CommunicationsaN2019aNfeaNhkkn 17.4 102

82 LowNloadNforNdisruptiveNmutationsNinNautismNgenesNandNtheirNbiasedNtransmissioncNProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2015aNffgaNzjkeebl 11.5 96

81 wufferingNmechanismsNinNagingoNaNsystemsNapproachNtowardNuncoveringNtheNgeneticNcomponentNofN
agingcNPLoSfComputationalfBiologyaN2007aNhaNefle 5 93

80
GenomebwideNanalysisNofNyNvNbindingNandNtranscriptionalNregulationNbyNtheNmammalianNyoublesexN
homologNyMRTfNinNtheNjuvenileNtestiscNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaaN2010aNfelaNfhhkebj

11.5 79

79 TheNHypothalamicbPituitarybTesticularNvxisNinNzxceptionallyNOldNMencNJournalfoffthefEndocrinef
SocietyaN2021aNjaNvlglbvlgl 0.4 78

78 vnNintegrativeNgenomicNandNepigenomicNapproachNforNtheNstudyNofNtranscriptionalNregulationcNPLoSf
ONEaN2008aNhaNefmmg 3.7 72

77 StructureNandNfunctionNofNneonatalNsocialNcommunicationNinNaNgeneticNmouseNmodelNofNautismcN
MolecularfPsychiatryaN2016aNgfaNfgembfi 15.1 54

76 xommonNgeneticNvariantsNregulatingNvyyhNgeneNexpressionNalterNbiliaryNatresiaNriskcNJournalfoff
HepatologyaN2013aNjnaNfgmjbnf 13.4 53

75 zffectiveNyNvdRNvNcobextractionNforNanalysisNofNmicroRNvsaNmRNvsaNandNgenomicNyNvNfromN
formalinbfixedNparaffinbembeddedNspecimenscNPLoSfONEaN2012aNlaNehikmh 3.7 52

74 LowerbextremityNvrterialNThrombosisNvssociatedNwithNxOVIybfnNIsNxharacterizedNbyNGreaterN
ThrombusNwurdenNandNIncreasedNRateNofNvmputationNandNyeathcNRadiologyaN2020aNgnlaNzgkhbzgkn 20.5 42

73 vNpartialNleastbsquareNapproachNforNmodelingNgenebgeneNandNgenebenvironmentNinteractionsNwhenN
multipleNmarkersNareNgenotypedcNGeneticfEpidemiologyaN2009aNhhaNkbfj 2.6 37

72 UncertaintyNQuantificationNforNMultiscaleNSimulationsfcNJournalfoffFluidsfEngineeringtfTransactionsf
offthefASMEaN2002aNfgiaNgnbif 2.1 30

71
MultibmodalNneuroimagingNofNdualbtaskNwalkingoNStructuralNMRINandNfNIRSNanalysisNrevealsN
prefrontalNgreyNmatterNvolumeNmoderationNofNbrainNactivationNinNolderNadultscNNeuroImageaN2019aN
fmnaNlijblji

7.9 28

70 PositiveNassociationNofNschizophreniaNtoNJvRIygNgenecNAmericanfJournalfoffMedicalfGeneticsfPartfB:f
NeuropsychiatricfGeneticsaN2007aNfiiwaNijbjf 3.5 28

69
yistinguishingNbetweenNlongevityNandNbufferedbdeleteriousNgenotypesNforNexceptionalNhumanN
longevityoNtheNcaseNofNtheNMTPNgenecNJournalsfoffGerontologyfufSeriesfAfBiologicalfSciencesfandf
MedicalfSciencesaN2012aNklaNffjhbke

6.4 22

68 ResequencingNofNpooledNyNvNforNdetectingNdiseaseNassociationsNwithNrareNvariantscNGeneticf
EpidemiologyaN2010aNhiaNingbjef 2.6 21
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67 TheNeffectNofNfearNofNfallingNonNprefrontalNcortexNactivationNandNefficiencyNduringNwalkingNinNolderN
adultscNGeroScienceaN2019aNifaNmnbfee 8.9 20

66
vssociationNbetweenNlifestyleaNmenstrualdreproductiveNhistoryaNandNhistologicalNfactorsNandNriskNofN
breastNcancerNinNwomenNbiopsiedNforNbenignNbreastNdiseasecNBreastfCancerfResearchfandfTreatmentaN
2017aNfkjaNkghbkhf

4.4 19

65 ModelNdiscriminationâ��anotherNperspectiveNonNmodelbrobustNdesignscNJournalfoffStatisticalfPlanningf
andfInferenceaN2007aNfhlaNfjlkbfjmh 0.8 19

64 GeneNsizeNmatterscNPLoSfONEaN2012aNlaNeinenh 3.7 18

63 MetabanalysisNofNmicroarrayNstudiesNrevealsNaNnovelNhematopoieticNprogenitorNcellNsignatureNandN
demonstratesNfeasibilityNofNinterbplatformNdataNintegrationcNPLoSfONEaN2008aNhaNegnkj 3.7 18

62 TheNnutritionalNenvironmentNdeterminesNwhichNandNhowNintestinalNstemNcellsNcontributeNtoN
homeostasisNandNtumorigenesiscNCarcinogenesisaN2019aNieaNnhlbnik 4.6 17

61 yiffusionNTensorNImagingNofNtheNzvolvingNResponseNtoNMildNTraumaticNwrainNInjuryNinNRatscNJournalfoff
ExperimentalfNeuroscienceaN2019aNfhaNfflneknjfnmjmkgl 3.6 15

60 ModelbrobustNsupersaturatedNandNpartiallyNsupersaturatedNdesignscNJournalfoffStatisticalfPlanningf
andfInferenceaN2009aNfhnaNijbjh 0.8 15

59 xopyNnumberNelevationNofNggqffcgNgenesNarrestsNtheNdevelopmentalNmaturationNofNworkingN
memoryNcapacityNandNadultNhippocampalNneurogenesiscNMolecularfPsychiatryaN2018aNghaNnmjbnng 15.1 14

58 xomputingNpowerNandNsampleNsizeNforNcasebcontrolNassociationNstudiesNwithNcopyNnumberN
polymorphismoNapplicationNofNmixturebbasedNlikelihoodNratioNtestcNPLoSfONEaN2008aNhaNehilj 3.7 12

57 zvaluationNofNHairNyensityNinNyifferentNzthnicitiesNinNaNHealthyNvmericanNPopulationNUsingN
QuantitativeNTrichoscopicNvnalysiscNSkinfAppendagefDisordersaN2018aNiaNheibhel 1.4 12

56 GeneticNVariantsNvssociatedNwithN—yNYNWTxbRelatedNSarcoidosiscNInternationalfJournalfoff
EnvironmentalfResearchfandfPublicfHealthaN2019aNfkaN 4.6 11

55 UltrabHighb—requencyNReprogrammingNofNIndividualNLongbTermNHematopoieticNStemNxellsNYieldsN
LowNSomaticNVariantNInducedNPluripotentNStemNxellscNCellfReportsaN2019aNgkaNgjmebgjngcel 10.6 10

54 yetectingNdispersedNduplicationsNinNhighbthroughputNsequencingNdataNusingNaNdatabasebfreeN
approachcNBioinformaticsaN2016aNhgaNjejbfe 7.2 10

53
zvaluationNandNvdaptationNofNaNLaboratorybwasedNcyNvNLibraryNPreparationNProtocolNforN
RetrospectiveNSequencingNofNvrchivedNMicroRNvsNfromNupNtoNhjbYearbOldNxlinicalN——PzNSpecimenscN
InternationalfJournalfoffMolecularfSciencesaN2017aNfmaN

6.3 10

52 ReducingNsystemNnoiseNinNcopyNnumberNdataNusingNprincipalNcomponentsNofNselfbselfNhybridizationscN
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2012aNfenaNzfehbfe 11.5 7

51 zstimatingNalleleNfrequencyNfromNnextbgenerationNsequencingNofNpooledNmitochondrialNyNvN
samplescNFrontiersfinfGeneticsaN2011aNgaNjf 4.5 7

50 NonboperativeNManagementNforNvcuteNvppendicitisNyuringNtheNxOVIybfnNPandemicNyoesNNotN
IncreaseNtheNRateNofNxomplicationscNJournalfoffGastrointestinalfSurgeryaN2021aNgjaNfhglbfhgn 3.3 7
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49 SourcesNofNuncertaintyNandNerrorNinNtheNsimulationNofNflowNinNporousNmediacNComputationalfandf
AppliedfMathematicsaN2004aNghaN 6

48
zxtracellularNVesicleNxaptureNbyNvnTibodyNofNxHoiceNandNznzymaticNReleaseNVzVbxvTxHzRWoNvN
customizableNpurificationNassayNdesignedNforNsmallbRNvNbiomarkerNidentificationNandNevaluationNofN
circulatingNsmallbzVscNJournalfoffExtracellularfVesiclesaN2021aNfeaNefgffe

16.4 6

47 xomputationalNvnalysisNofNNeonatalNMouseNUltrasonicNVocalizationcNCurrentfProtocolsfinfMousef
BiologyaN2018aNmaNeik 1.1 5

46 wayesianNdetectionNofNembryonicNgeneNexpressionNonsetNinNxcNeleganscNAnnalsfoffAppliedfStatisticsaN
2015aNnaN 2.1 5

45 MicroRNvNexpressionNinNbenignNbreastNtissueNandNriskNofNsubsequentNinvasiveNbreastNcancercNPLoSf
ONEaN2018aNfhaNeefnfmfi 3.7 5

44 MolecularNHistochemistryNIdentifiesNPeptidomicNOrganizationNandNReorganizationNvlongNStriatalN
ProjectionNUnitscNBiologicalfPsychiatryaN2016aNlnaNifjbige 7.9 5

43 ImprovedNyosebResponseNRelationshipNofNVZWbyiscodermolidebTaxolNHybridNxongenerscNJournalfoff
NaturalfProductsaN2018aNmfaNkelbkfj 4.9 4

42 MeasuringNsharedNvariantsNinNcohortsNofNdiscordantNsiblingsNwithNapplicationsNtoNautismcNProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaaN2017aNffiaNlelhblelk 11.5 4

41 yetectingNmultipleNcausalNrareNvariantsNinNexomeNsequenceNdatacNGeneticfEpidemiologyaN2011aNhjN
SupplNfaNSfmbgf 2.6 4

40 yesignNandNStatisticalNvnalysisNofNPooledNNextNGenerationNSequencingNforNRareNVariantscNJournalfoff
ProbabilityfandfStatisticsaN2012aNgefgaNfbfn 0.6 4

39
TheNUtilityNofNfm—yGNPzTdxTNVersusNwoneNScanNforNIdentificationNofNwoneNMetastasesNinNaNPediatricN
SarcomaNPopulationNandNaNReviewNofNtheNLiteraturecNJournalfoffPediatricfHematologyxOncologyaN
2021aNihaNjgbjm

1.2 4

38 RareNgeneticNcodingNvariantsNassociatedNwithNhumanNlongevityNandNprotectionNagainstNagebrelatedN
diseasescNNaturefAgingaN2021aNfaNlmhblni 4

37 StructuralNRefinementNofNtheNTubulinNLigandNVZWbyiscodermolideNtoNvttenuateN
xhemotherapybMediatedNSenescencecNMolecularfPharmacologyaN2020aNnmaNfjkbfkl 4.3 3

36 GenomebwideNanalysisNofNmitochondrialNyNvNcopyNnumberNrevealsNlociNimplicatedNinNnucleotideN
metabolismaNplateletNactivationaNandNmegakaryocyteNproliferationcNHumanfGeneticsaN2021aNf 6.3 3

35 yiagnosticNyieldNofNheadNxTNinNpediatricNemergencyNdepartmentNpatientsNwithNacuteNpsychosisNorN
hallucinationscNPediatricfRadiologyaN2019aNinaNgiebgii 2.8 3

34 —ramingNpotentialNforNadverseNeffectsNofNrepetitiveNsubconcussiveNimpactsNinNsoccerNinNtheNcontextN
ofNathleteNandNnonbathleteNcontrolscNBrainfImagingfandfBehavioraN2021aNfjaNmmgbmnj 4.1 3

33 vdjustmentNforNcovariatesNusingNsummaryNstatisticsNofNgenomebwideNassociationNstudiescNGeneticf
EpidemiologyaN2018aNigaNmfgbmgj 2.6 3

32 yetectingaNquantifyingaNandNdiscriminatingNtheNmechanismNofNmosaicNchromosomalNaneuploidiesN
usingNMvybseqcNGenomefResearchaN2018aNgmaNfehnbfejg 9.7 3

(2018-2004)
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31 SinglebcellNanalysisNofNsomaticNmutationsNinNhumanNbronchialNepithelialNcellsNinNrelationNtoNagingNandN
smokingccNNaturefGeneticsaN2022aN 36.3 3

30 zffectsNofNyietNxhoiceNonNStemNxellN—unctionNNecessitateNxlarityNinNSelectionNandNReportingcNCellf
StemfCellaN2020aNglaNffbfg 18 2

29
vNHighNResolutionNzpigenomicNMapNofNMyelofibrosisNRevealsNMultipleNxhromosomalNyeletionsNandN
vmplificationsNvccompaniedNbyNaNHighNLevelNofN—unctionallyNImportantNMethylationccNBloodaN2006aN
femaNgkmibgkmi

2.2 2

28
GlobalNyNvNMethylationNProfilingNyemonstratesNThatNIdiopathicNMyelofibrosisNIsNxharacterizedNbyNaN
yistinctNzpigeneticNSignatureNwithNvberrantNMethylationNxhangesNinNGenesNInvolvedNinN
InflammationNandNHematopoiesiscNBloodaN2007aNffeaNfjhkbfjhk

2.2 2

27 OptimalNOrthogonalNThreebLevelN—actorialNyesignsNforN—actorNScreeningNandNResponseNSurfaceN
zxplorationN2007aNggfbggm 2

26 yiagnosticNsignificanceNofNtheNxTNrimNsignNinNcasesNofNgangrenousNcholecystitiscNClinicalfImagingaN
2021aNlhaNjhbjk 2.7 2

25 PfcffbffNInitialNyiscoveryNofNzxhaledNSmallNPolarNznergeticsbRelatedNMetabolitesNbyNGxbMSNforNLungN
xancerNRiskNvssessmentcNJournalfoffThoracicfOncologyaN2019aNfiaNSjfn 8.9 2

24 VentricularNvrterialNxouplingoNvNNovelNzchocardiographicNRiskN—actorNforNyiseaseNProgressionNinN
PediatricNyilatedNxardiomyopathycNPediatricfCardiologyaN2019aNieaNhhebhhm 2.1 2

23 SurvivalNyisparitiesNinNwlackNPatientsNWithNzG—RbmutatedNNonbsmallbcellNLungNxancercNClinicalfLungf
CanceraN2020aNgfaNfllbfmj 4.9 2

22
NearbTermNyecreaseNinNwrainNVolumeNfollowingNMildNTraumaticNInjuryNIsNyetectibleNinNtheNxontextNofN
PreinjuryNVolumetricNStabilityoNNeurobiologicNInsightsNfromNvnalysisNofNHistoricalNImagingN
zxaminationscNAmericanfJournalfoffNeuroradiologyaN2018aNhnaNfmgfbfmgk

4.4 2

21 TheNantagonisticNpleiotropyNofNinsulinblikeNgrowthNfactorNfcNAgingfCellaN2021aNgeaNefhiih 9.9 2

20 IdentificationNofNgenesNandNvariantsNassociatedNwithNquantitativeNtraitsNusingNwayesianNfactorN
screeningcNBMCfProceedingsaN2011aNjNSupplNnaNSi 2.3 1

19 GenotypeNcopyNnumberNvariationsNusingNGaussianNmixtureNmodelsoNtheoryNandNalgorithmscNStatisticalf
ApplicationsfinfGeneticsfandfMolecularfBiologyaN2012aNffaNj 1.2 1

18 wufferingNMechanismsNinNvgingoNvNsystemsNapproachNtowardsNuncoveringNtheNgeneticNcomponentNofN
agingcNPLoSfComputationalfBiologyaN2005aNpreprintaNefle 5 1

17 xomputationalNidentificationNofNvariablesNinNneonatalNvocalizationsNpredictiveNforNpostpubertalN
socialNbehaviorsNinNaNmouseNmodelNofNfkpffcgNdeletioncNMolecularfPsychiatryaN2021aN 15.1 1

16 xellularNviabilityNandNdeathNbiomarkersNenablesNtheNevaluationNofNocularNirritationNusingNtheNbovineN
cornealNopacityNandNpermeabilityNassaycNToxicologyfLettersaN2021aNhieaNjgbjl 4.4 1

15 zxperienceNwithNaNperfusionbonlyNscreeningNprotocolNforNevaluationNofNpulmonaryNembolismNduringN
theNxOVIybfnNpandemicNsurgecNJournalfoffNuclearfMedicineaN2021aN 8.9 1

14 zpidemiologyaNRiskN—actorsNandNOutcomesNofNPneumomediastinumNinNPatientsNwithNxoronavirusN
yiseaseNgefnoNvNxasebxontrolNStudycNJournalfoffIntensivefCarefMedicineaN2022aNhlaNfgbge 3.3 1
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13 ImpactNofNPatientbxenteredNxareNonNtheNPatientNzxperienceNinNNuclearNMedicinecNCurrentfProblemsf
infDiagnosticfRadiologyaN2020aNinaNhgkbhhg 1.6 0

12 zmergingNvdaptiveNStrategiesNUnderNTemperatureN—luctuationsNinNaNLaboratoryNzvolutionN
zxperimentNofcNFrontiersfinfMicrobiologyaN2021aNfgaNlginmg 5.7 0

11 SafetyNandNefficacyNofNimagebguidedNretrocalcanealNbursaNcorticosteroidNinjectionNforNtheNtreatmentN
ofNretrocalcanealNbursitiscNSkeletalfRadiologyaN2021aNjeaNgilfbgimg 2.7 0

10 PrognosticN—actorsNforNNorthNvmericanNvdultNTNxellNLeukemiaNLymphomaoNyefiningNRiskNGroupsN
UsingNaN—ourbPointNScoreNPrognosticNSystemcNBloodaN2020aNfhkaNhmbhn 2.2

9 HighNResolutionNzpigenomicNMappingNofNMyelodysplasticNSyndromeNRevealsNaNHighNLevelNofN
—unctionallyNImportantNMethylationccNBloodaN2006aNfemaNgkhlbgkhl 2.2

8 MetabTranscriptomeNofNwoneNMarrowNStemNxellsNyemonstratesNPlatformNandNLabNyependantN
VariabilityNinNGeneNzxpressionNandNRevealsNaNNovelNSetNofNznrichedNGenesccNBloodaN2006aNfemaNifmnbifmn 2.2

7
zpigeneticNSignaturesNvccuratelyNyistinguishNLeukemiaNSubtypesNandNProvideNaNMoreN
xomprehensiveNRepresentationNofNyifferentiallyNRegulatedNGenesNThanNGeneNzxpressionNProfilingccN
BloodaN2006aNfemaNlhjblhj

2.2

6
vNxomprehensiveNGenomicNvpproachNUsingNGainNofN—unctionNandNLossNofN—unctionNxellNModelsNandN
xhIPbonbxhipNTechnologyNIdentifiesNNovelNPromyelocyticNZincN—ingerNProteinNTargetNGenesccNBloodaN
2006aNfemaNfielbfiel

2.2

5 vNwxLkNTargetNGeneNSignatureNPredictsNtheNwiologicalNwehaviorNandNxlassificationNofNyiffuseNLargeN
wbxellNLymphomaccNBloodaN2006aNfemaNkfkbkfk 2.2

4
yataNMiningNofNHematopoieticNStemNxellNMicroarrayNStudiesNRevealsNaNNovelNStemNxellNGeneN
zxpressionNSignatureNandNyemonstratesN—easibilityNofNIntegratingNyataNfromNyifferentNLabsNandN
yifferentNMicroarrayNPlatformsccNBloodaN2007aNffeaNielhbielh

2.2

3
IntegratedNzpigenomicNProfilingNRevealsNvberrantNyNvNHypomethylationNinNLGLNandNyemonstratesN
ThatNaNxombinationNofNGeneticNandNzpigeneticNzventsNResultsNinNLeukemicNzvolutionNinNModelNofN
LargeNGranularNLymphocyticNLeukemiaccNBloodaN2007aNffeaNgfgnbgfgn

2.2

2
GlobalNzpigenomicNProfilingNyemonstratesNThatNMyelodysplasiaNIsNxharacterizedNbyNaNyistinctN
zpigeneticNSignatureNwithNvberrantNyNvNMethylationNxhangesNInvolvingNVariousNMalignantNandN
HematopoieticNPathwaysccNBloodaN2007aNffeaNgihkbgihk

2.2

1 wehavioralNandNGeneticN—actorsNvssociatedNwithNSuccessfulNLongbTermNxessationNinNPersonsNwithN
HIVNWhoNSmokeNxigarettesccNJournalfoffSmokingfCessationaN2021aNgegfaNfmnifke 0.5
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