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28 GenomecwideOmapOofOquantifiedOepigeneticOchangesOduringOinOvitroOchondrogenicOdifferentiationOofO
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stemOcellOagingdOCellnStemnCellbO2013bOghbOkgichl 18 322
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CellbO2011bOobOpmcgfl 18 295

14 PreparationOofOreducedOrepresentationObisulfiteOsequencingOlibrariesOforOgenomecscaleODNxO
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12 GenomeOWideODNxOMethylationOandOTranscriptomeOxnalysisOinOHSzOxgingdOBloodbO2011bOggobOhimnchimn 2.2
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10 zomparisonOofOsequencingcbasedOmethodsOtoOprofileODNxOmethylationOandOidentificationOofO
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