
Hongcang Gu

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfv3x84594vhongcangtgutpublicationstbytyearupdf

Version:f2x24tx4ty9f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

63
papers

13,505
citations

38
h-index

68
g-index

68
ext. papers

15,702
ext. citations

21.1
avg, IF

5.77
L-index



i Paper IF Citations

63 PreneoplasticOxlterationsODefineOzLLODNxOMethylomeOandOPersistOthroughODiseaseOProgressionOandO
TherapydOBloodnCancernDiscoverybO2021bOhbOlkcmp 7 6
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28 GenomecwideOmapOofOquantifiedOepigeneticOchangesOduringOinOvitroOchondrogenicOdifferentiationOofO
primaryOhumanOmesenchymalOstemOcellsdOBMCnGenomicsbO2013bOgkbOgfl 4.5 61

27 zellularOsourceOandOmechanismsOofOhighOtranscriptomeOcomplexityOinOtheOmammalianOtestisdOCelln
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11 QuantitativeOcomparisonOofOgenomecwideODNxOmethylationOmappingOtechnologiesdONaturen
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10 zomparisonOofOsequencingcbasedOmethodsOtoOprofileODNxOmethylationOandOidentificationOofO
monoallelicOepigeneticOmodificationsdONaturenBiotechnologybO2010bOhobOgfpncgfl 44.5 570
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