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Blockade of XBP1 Splicing by Inhibition of IRE11+ Is a Promising Therapeutic Option in Multiple Myeloma.
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Cytoskeleton Regulator PAK4 Plays a Role in Growth and Survival of Myeloma with a Potential

66 Therapeutic Intervention Using PAK4 Allosteric Modulators (PAMs). Blood, 2014, 124, 3381-3381.

0.6 1

Defining Genomic Probability of Progression to Identify Low-Risk Smoldering Multiple Myeloma.
Blood, 2021, 138, 545-545.

Disruption of the m-SWI/SNF Complex Mediated By Recurrent Non-Coding Mutations in BCL7A Induces

68 Tumor Cell Proliferation in Multiple Myeloma. Blood, 2020, 136, 40-40.

0.6 1

Sp1 Transcription Factor as a Novel Therapeutic Target in Multiple Myeloma (MM). Blood, 2008, 112,
3664-3664.

TH17 Pathway Promotes Tumor Cell Growth and Suppresses Immune Function in Myeloma: Potential

70 for Therapeutic Application. Blood, 2008, 112, 2737-2737. 0.6 0

Gadolinium Containing Contrast Agent Promotes Multiple Myeloma Cell Growth: Implication for

Clinical Use of MRI in Myeloma.. Blood, 2009, 114, 1809-1809.

Molecular Sequaele of Activin A-Dependent Osteoblast Inhibition in Myeloma.. Blood, 2009, 114,

72 1789-1789.

0.6 (0]



MARIA TERESA FULCINITI

# ARTICLE IF CITATIONS
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