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Frontiers in Microbiology, 2021, 12, 706690. )
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characterization of bacterial SRNAs. Molecular Microbiology, 2020, 113, 603-612.
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Navigation through the twists and turns of RNA sequencing technologies: Application to bacterial
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RsaC sRNA modulates the oxidative stress response of Staphylococcus aureus during manganese 6.5 -
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MS2-Affinity Purification Coupled With RNA Sequencing Approach in the Human Pathogen

Staphylococcus aureus. Methods in Enzymology, 2018, 612, 393-411. 0.4 1
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Multiple ways to regulate translation initiation in bacteria: Mechanisms, regulatory circuits,
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Global Regulatory Functions of the Staphylococcus aureus Endoribonuclease Il in Gene Expression.
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