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58 DetectingPmolecularPsubtypesPfromPmultigomicsPdatasetsPusingPSUMOhhPCelloReportsoMethodsfP2022fP
lfPkjjkolgkjjkol 1

57 GenomicDistributionstPfastPanalysisPofPgenomicPintervalsPwithPBioconductorhhPBMCoGenomicsfP2022fP
lmfPlss 4.5 0

56 PEPATACtPanPoptimizedPpipelinePforPATACgseqPdataPanalysisPwithPserialPalignmentshPNARoGenomicso
andoBioinformaticsfP2021fPmfPlqabkjk 3.7 3

55 GAnGHtPInternationalPpoliciesPandPstandardsPforPdataPsharingPacrossPgenomicPresearchPandP
healthcarehhPCelloGenomicsfP2021fPkfPkjjjlsgkjjjls 20

54 IdentityPandPcompatibilityPofPreferencePgenomePresourceshPNARoGenomicsoandoBioinformaticsfP2021fP
mfPlqabjmp 3.7 4

53 ChromatinPconformationPcapturePbHigCcPsequencingPofPpatientgderivedPxenograftstPanalysisP
guidelineshPGigaSciencefP2021fPkjfP 7.6 2

52 MultimodalPanalysisPofPcellgfreePDNAPwholeggenomePsequencingPforPpediatricPcancersPwithPlowP
mutationalPburdenhPNatureoCommunicationsfP2021fPklfPmlmj 17.4 17

51 PEPPROtPqualityPcontrolPandPprocessingPofPnascentPRNAPprofilingPdatahPGenomeoBiologyfP2021fPllfPkoo 18.3 7

50 EmbeddingsPofPgenomicPregionPsetsPcapturePrichPbiologicalPassociationsPinPlowerPdimensionshP
BioinformaticsfP2021fP 7.2 1

49 RefgettPstandardisedPaccessPtoPreferencePsequenceshPBioinformaticsfP2021fP 7.2 4

48 BedshifttPperturbationPofPgenomicPintervalPsetshPGenomeoBiologyfP2021fPllfPlmr 18.3 4

47 LinkingPbigPbiomedicalPdatasetsPtoPmodularPanalysisPwithPPortablePEncapsulatedPProjectshP
GigaSciencefP2021fPkjfP 7.6 3

46 RefgenietPaPreferencePgenomePresourcePmanagerhPGigaSciencefP2020fPsfP 7.6 15

45 AnalyticalPApproachesPforPATACgseqPDataPAnalysishPCurrentoProtocolsoinoHumanoGeneticsfP2020fPkjpfPekjk3.2 4

44 SeqparetPaPselfgconsistentPmetricPofPsimilarityPbetweenPgenomicPintervalPsetshPF1000ResearchfP2020fP
sfPork 3.6 4

43 IGDtPhighgperformancePsearchPforPlargegscalePgenomicPintervalPdatasetshPBioinformaticsfP2020fP 7.2 2

42 COCOAtPcoordinatePcovariationPanalysisPofPepigeneticPheterogeneityhPGenomeoBiologyfP2020fPlkfPlnj 18.3 8
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41 tPaPselfgconsistentPmetricPofPsimilarityPbetweenPgenomicPintervalPsetshPF1000ResearchfP2020fPsfPork 3.6 1

40 AugmentedPIntervalPListtPaPnovelPdataPstructurePforPefficientPgenomicPintervalPsearchhPBioinformatics
fP2019fPmofPnsjqgnskk 7.2 9

39 MIRAtPanPRPpackagePforPDNAPmethylationgbasedPinferencePofPregulatoryPactivityhPBioinformaticsfP
2018fPmnfPlpnsglpoj 7.2 11

38 BARTtPaPtranscriptionPfactorPpredictionPtoolPwithPqueryPgenePsetsPorPepigenomicPprofileshP
BioinformaticsfP2018fPmnfPlrpqglrps 7.2 46

37 ThePDNAPmethylationPlandscapePofPglioblastomaPdiseasePprogressionPshowsPextensiveP
heterogeneityPinPtimePandPspacehPNatureoMedicinefP2018fPlnfPkpkkgkpln 50.5 124

36 ColocgstatstPaPunifiedPwebPinterfacePtoPperformPcolocalizationPanalysisPofPgenomicPfeatureshPNucleico
AcidsoResearchfP2018fPnpfPWkrpgWksm 20.1 13

35 simpleCachetPRPcachingPforPreproduciblefPdistributedfPlargegscalePprojectshPJournaloofoOpenoSourceo
SoftwarefP2018fPmfPnpm 5.2 1

34 LOLAwebtPaPcontainerizedPwebPserverPforPinteractivePgenomicPlocusPoverlapPenrichmentPanalysishP
NucleicoAcidsoResearchfP2018fPnpfPWksngWkss 20.1 14

33 ThePchromatinPaccessibilityPlandscapePofPprimaryPhumanPcancershPSciencefP2018fPmplfP 33.3 392

32 DNAPmethylationPheterogeneityPdefinesPaPdiseasePspectrumPinPEwingPsarcomahPNatureoMedicinefP
2017fPlmfPmrpgmso 50.5 128

31 SinglegcellPepigenomicPvariabilityPrevealsPfunctionalPcancerPheterogeneityhPGenomeoBiologyfP2017fP
krfPko 18.3 61

30 LOLAtPenrichmentPanalysisPforPgenomicPregionPsetsPandPregulatoryPelementsPinPRPandPBioconductorhP
BioinformaticsfP2016fPmlfPorqgs 7.2 194

29 ThePsecondPEuropeanPinterdisciplinaryPEwingPsarcomaPresearchPsummitggAPjointPeffortPtoP
deconstructingPthePmultiplePlayersPofPaPcomplexPdiseasehPOncotargetfP2016fPqfPrpkmgln 3.3 38

28 MultigOmicsPofPSinglePCellstPStrategiesPandPApplicationshPTrendsoinoBiotechnologyfP2016fPmnfPpjogpjr 15.1 99

27 SinglegcellPDNAPmethylomePsequencingPandPbioinformaticPinferencePofPepigenomicPcellgstateP
dynamicshPCelloReportsfP2015fPkjfPkmrpgsq 10.6 290

26 EpigenomePmappingPrevealsPdistinctPmodesPofPgenePregulationPandPwidespreadPenhancerP
reprogrammingPbyPthePoncogenicPfusionPproteinPEWSgFLIkhPCelloReportsfP2015fPkjfPkjrlgso 10.6 129

25 ChIPmentationtPfastfProbustfPlowginputPChIPgseqPforPhistonesPandPtranscriptionPfactorshPNatureo
MethodsfP2015fPklfPspmgspo 21.6 267

24 DifferentialPDNAPMethylationPAnalysisPwithoutPaPReferencePGenomehPCelloReportsfP2015fPkmfPlplkglpmm 10.6 21
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23 PatternsPofPregulatoryPactivityPacrossPdiversePhumanPcellPtypesPpredictPtissuePidentityfPtranscriptionP
factorPbindingfPandPlonggrangePinteractionshPGenomeoResearchfP2013fPlmfPqqqgrr 9.7 153

22 ThePInteractionPbetweenPBasePCompositionalPHeterogeneityPandPAmonggSitePRatePVariationPinP
ModelsPofPMolecularPEvolutionP2013fPljkmfPkgr 3

21 ChromatinPaccessibilityPrevealsPinsightsPintoPandrogenPreceptorPactivationPandPtranscriptionalP
specificityhPGenomeoBiologyfP2012fPkmfPRrr 18.3 53

20 AnPintegratedPencyclopediaPofPDNAPelementsPinPthePhumanPgenomehPNaturefP2012fPnrsfPoqgqn 50.4 11449

19 PredictingPcellgtypegspecificPgenePexpressionPfromPregionsPofPopenPchromatinhPGenomeoResearchfP
2012fPllfPkqkkgll 9.7 175

18 ThePaccessiblePchromatinPlandscapePofPthePhumanPgenomehPNaturefP2012fPnrsfPqogrl 50.4 1900

17 IdentifyingPandPcharacterizingPregulatoryPsequencesPinPthePhumanPgenomePwithPchromatinP
accessibilityPassayshPGenesfP2012fPmfPpokgqj 4.2 24

16 ExtensivePevolutionaryPchangesPinPregulatoryPelementPactivityPduringPhumanPoriginsParePassociatedP
withPalteredPgenePexpressionPandPpositivePselectionhPPLoSoGeneticsfP2012fPrfPekjjlqrs 6 85

15 AbstractPAkltPChromatinPaccessibilityPrevealsPinsightPintoPandrogenPreceptorPactivationPandP
transcriptionalPspecificityhPCanceroResearchfP2012fPqlfPAklgAkl 10.1

14 APuserasPguidePtoPthePencyclopediaPofPDNAPelementsPbENCODEchPPLoSoBiologyfP2011fPsfPekjjkjnp 9.7 1060

13 OpenPchromatinPdefinedPbyPDNaseIPandPFAIREPidentifiesPregulatoryPelementsPthatPshapePcellgtypeP
identityhPGenomeoResearchfP2011fPlkfPkqoqgpq 9.7 391

12 MitochondrialPgenomicsPinPOrthopteraPusingPMOSAShPMitochondrialoDNAfP2010fPlkfPrqgkjn 55

11 WhenPphylogeneticPassumptionsParePviolatedtPbasePcompositionalPheterogeneityPandPamonggsiteP
ratePvariationPinPbeetlePmitochondrialPphylogenomicshPSystematicoEntomologyfP2010fPmofPnlsgnnr 3.4 102

10 NonstationaryPevolutionPandPcompositionalPheterogeneityPinPbeetlePmitochondrialPphylogenomicshP
SystematicoBiologyfP2009fPorfPmrkgsn 8.4 134

9 APcomparativePanalysisPofPmitochondrialPgenomesPinPColeopteraPbArthropodatPInsectacPandPgenomeP
descriptionsPofPsixPnewPbeetleshPMolecularoBiologyoandoEvolutionfP2008fPlofPlnssgojs 8.3 183

8 CalculatingPexpectedPDNAPremnantsPfromPancientPfoundingPeventsPinPhumanPpopulationPgeneticshP
BMCoGeneticsfP2008fPsfPpp 2.6

7 BulkertPaPmultigcontainerPenvironmentPmanager 7

6 AugmentedPIntervalPListtPaPnovelPdataPstructurePforPefficientPgenomicPintervalPsearch 1
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5 IGDtPhighgperformancePsearchPforPlargegscalePgenomicPintervalPdatasets 1

4 LinkingPbigPbiomedicalPdatasetsPtoPmodularPanalysisPwithPPortablePEncapsulatedPProjects 3

3 PEPATACtPAnPoptimizedPpipelinePforPATACgseqPdataPanalysisPwithPserialPalignments 4

2 BedshifttPperturbationPofPgenomicPintervalPsets 1

1 RefgenietPaPreferencePgenomePresourcePmanager 4
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