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timopheevii</[i> Zhuk. and its manifestation in a different genotypic background. Plant Genetic
Resources: Characterisation and Utilisation, 2021, 19, 238-244.
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Physiological responses to water deficiency in bread wheat (Triticum aestivum L.) lines with

genetically different leaf pubescence. Vavilovskii Zhurnal Genetiki | Selektsii, 2020, 24, 813-820. 11 5
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Properties of grain, flour and dough in bread wheat lines with Aegilops markgrafii introgressions.
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The development of a new bread wheat genotype carrying two loci for endosperm softness.
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Methods of high-throughput plant phenotyping for large-scale breeding and genetic experiments.
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Effects of limited introgressions from Triticum timopheevii Tausch. into the genome of bread wheat
(Triticum aestivum L.) on physiological and biochemical traits under normal watering and drought. 0.4 1
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Extraction of quantitative characteristics describing wheat leaf pubescence with a novel
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Cereal Research Communications, 2012, 40, 210-214.

Lipoxygenase from the leaves of wheat grown under different water supply conditions. Applied

Biochemistry and Microbiology, 2012, 48, 77-82. 0.9 5

WheatPGE: A system for analysis of relationships among the phenotype, genotype, and environment in
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Leaf dehydroascorbate reductase and catalase activity is associated with soil drought tolerance in
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