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A unified model for the G1/S cell cycle transition. Nucleic Acids Research, 2020, 48, 12483-12501.

Srca€mediated phosphorylation of GAPDH regulates its nuclear localization and cellular response to

DNA damage. FASEB Journal, 2020, 34, 10443-10461. 0.5 15

The role of Sp1 in the detection and elimination of cells with persistent DNA strand breaks. NAR
Cancer, 2020, 2, zcaa004.

Two#€way crosstalk between BER and cA€NHE] repair pathway is mediated by Pol4€# and Ku70. FASEB Journal, 0.5 19
2019, 33,11668-11681. )

E2F1 proteolysis via <scp>SCF<[scp> a€eyclin F underlies synthetic lethality between cyclin F loss and
ChR1 inhibition. EMBO Journal, 2019, 38, e101443.

RASSF1A uncouples Wnt from Hippo signalling and promotes YAP mediated differentiation via p73.

Nature Communications, 2018, 9, 424. 12.8 2

Sp1 phosphorylation by ATM downregulates BER and promotes cell elimination in response to
persistent DNA damage. Nucleic Acids Research, 2018, 46, 1834-1846.

Interplay between base excision repair protein XRCC1 and ALDH2 predicts overall survival in lung and

liver cancer patients. Cellular Oncology (Dordrecht), 2018, 41, 527-539. 44 23

Persistent DNA strand breaks induce a CAF-like phenotype in normal fibroblasts. Oncotarget, 2018, 9,
13666-13681.

Impaired oxidative stress response characterizes HUWE1-promoted X-linked intellectual disability.

Scientific Reports, 2017, 7, 15050. 3.3 21

DNA Base Excision Repair: The Achilles' Heel of Tumour Cells and their Microenvironment?. Current
Pharmaceutical Design, 2017, 23, 4758-4772.

Modulation of proteostasis counteracts oxidative stress and affects DNA base excision repair

capacity in ATM-deficient cells. Nucleic Acids Research, 2017, 45, 10042-10055. 14.5 13
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