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i Paper IF Citations

375
γextXxenerationKSequencingXsasedKuiagnosisKofKsacteremicKüisteriaKmonocytogenesKβeningitisKinK
aKPatientKwithKrntiXznterferonKxammaKrutoantibodiesYKInfectiouscMicrobescicDiseasesWK2022WKPublishK
rheadKofKPrintWK

1.3 2

374 RapidKuiagnosisKofKznfectionKbyKγextXxenerationKSequencingkKrKtaseKReportYYKFrontierscincMedicineWK
2022WKjWKicebcc 4.9 1

373
uiverseKandKatypicalKmanifestationsKofKQKfeverKinKaKmetropolitanKcityKhospitalkKvmergingKroleKofK
nextXgenerationKsequencingKforKlaboratoryKdiagnosisKofKtoxiellaKburnetiiYYKPLoScNeglectedcTropicalc
DiseasesWK2022WKbgWKeaabadge

4.8 0

372 üisteriosisKinKaKβetropolitanKyospitalkKzsKTargetedKTherapyKaKRiskKwactorKforKznfectionpYKFrontierscinc
MedicineWK2022WKjWKiiiadi 4.9 0

371 StreptococcusKspYKnovYKznfectionKrssociatedKwithKxuineaKPigsYYKMicrobiologycSpectrumWK2022WKeaaabecc 8.9 1

370 watalKPneumoniaKrssociatedKWithKaKγovelKxenotypeKofKyumanKtoronavirusKOtedYYKFrontierscinc
MicrobiologyWK2021WKbcWKhjfeej 5.7 1

369 znterspeciesK umpingKofKsatKtoronavirusesYKVirusesWK2021WKbdWK 6.2 4

368 susceptibilityKofKceftolozaneZtazobactamKagainstKtyphoidalWKnonXtyphoidalKandKextendedKspectrumK
˛†XlactamaseXproducingYKAntimicrobialcAgentscandcChemotherapyWK2021WKrrtabccecb 5.9

367 SolubleKrtvcXmediatedKcellKentryKofKSrRSXtoVXcKviaKinteractionKwithKproteinsKrelatedKtoKtheK
reninXangiotensinKsystemYKCellWK2021WKbieWKccbcXccciYebc 56.2 94

366 SubstantialKdeclineKinKinvasiveKpneumococcalKdiseaseKSzPuTKduringKtOVzuXbjKpandemicKinKyongK
KongYKClinicalcInfectiouscDiseasesWK2021WK 11.6 5

365 rKSensitiveKandKSpecificKtompetitiveKvnzymeXüinkedKzmmunosorbentKrssayKforKSerodiagnosisKofK
tOVzuXbjKinKrnimalsYKMicroorganismsWK2021WKjWK 4.9 1

364 TransmissionKofKRatKyepatitisKvKVirusKznfectionKtoKyumansKinKyongKKongkKrKtlinicalKandK
vpidemiologicalKrnalysisYKHepatologyWK2021WKhdWKbaXcc 11.2 57

363 zsolationKofKβvRSXrelatedKcoronavirusKfromKlesserKbambooKbatsKthatKusesKuPPeKandKinfectsK
humanXuPPeXtransgenicKmiceYKNaturecCommunicationsWK2021WKbcWKcbg 17.4 6

362 yepaticKphaeohyphomycosisKdueKtoKaKnovelKdematiaceousKfungusWKspYKnovYWKandKimportanceKofK
antifungalKsusceptibilityKtestingYKEmergingcMicrobescandcInfectionsWK2021WKbaWKibXjg 18.9 2

361 βolecularKvvolutionKofKyumanKtoronavirusKccjvKinKyongKKongKandKaKwatalKtOVzuXbjKtaseKznvolvingK
toinfectionKwithKaKγovelKyumanKtoronavirusKccjvKxenogroupYKMSphereWK2021WKgWK 5 6

360 yighKPrevalenceKandKβechanismKrssociatedKWithKvxtendedKSpectrumKsetaXüactamaseXPositiveK
PhenotypeKinYKFrontierscincMicrobiologyWK2021WKbcWKgbiije 5.7 1

359 RapidKxenomicKuiagnosisKofKwungalKznfectionsKinKtheKrgeKofKγextXxenerationKSequencingYKJournalcofc
FungickBaselocSwitzerlandlWK2021WKhWK 5.6 10
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358 VeterinaryKvxperiencesKcanKznformKOneKyealthKStrategiesKforKrnimalKtoronavirusesYKEcoHealthWK
2021WKbiWKdabXdbe 3.1 0

357
toXcirculationKofKaKγovelKuromedaryKtamelKParainfluenzaKVirusKdKandKβiddleKvastKRespiratoryK
SyndromeKtoronavirusKinKaKuromedaryKyerdKWithKRespiratoryKTractKznfectionsYYKFrontierscinc
MicrobiologyWK2021WKbcWKhdjhhj

5.7 1

356 uevelopmentKofKaKsensitiveKcompetitiveKenzymeXlinkedKimmunosorbentKassayKforKserodiagnosisKofK
surkholderiaKmalleiWKaKTierKbKselectKagentYYKPLoScNeglectedcTropicalcDiseasesWK2021WKbfWKeaabaaah 4.8 1

355 PossibleKsatKOriginKofKSevereKrcuteKRespiratoryKSyndromeKtoronavirusKcYKEmergingcInfectiousc
DiseasesWK2020WKcgWKbfecXbfeh 10.2 164

354 vmergenceKofKasKaKtauseKofKUrinaryKTractKznfectionkKResultsKofKtheKRoutineKUseKofKβrüuzXTOwKβSYK
MicroorganismsWK2020WKiWK 4.9 4

353 βiddleKvastKRespiratoryKSyndromeKtoronavirusKrntibodiesKinKsactrianKandKyybridKtamelsKfromK
uubaiYKMSphereWK2020WKfWK 5 13

352 yumanXznducedKPluripotentKStemKtellXuerivedKtardiomyocytesKPlatformKtoKStudyKSrRSXtoVXcK
RelatedKβyocardialKznjuryYKCirculationcJournalWK2020WKieWKcachXcadb 2.9 15

351
spYKnovYWKspYKnovYKandKspYKnovYWKisolatedKfromKpatientsKwithKbacteraemiaWKconjunctivitisKandK
respiratoryKinfectionKinKyongKKongYKInternationalcJournalcofcSystematiccandcEvolutionaryc
MicrobiologyWK2020WKhaWKjjfXbaag

2.2 6

350 SuccessfulKtreatmentKofKplantarKwartsKusingKtopicalKZijindingWKaKtraditionalKthineseKmedicineK
preparationkKrKcaseKseriesYKJournalcofcCosmeticcDermatologyWK2020WKbjWKjegXjfa 2.5 1

349 SevereKunderlyingKliverKdiseasesKandKhighKmortalityKassociatedKwithKüaribacterKhongkongensisK
bacteremiaYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2020WKjgWKbbejei 2.9 2

348 uifferentialKTropismKofKSrRSXtoVKandKSrRSXtoVXcKinKsatKtellsYKEmergingcInfectiouscDiseasesWK2020WK
cgWKcjgbXcjgf 10.2 14

347 uirofilariaKhongkongensisKinfectionKpresentingKasKrecurrentKshoulderKmassYKParasitologyc
InternationalWK2020WKhhWKbacbbh 2.1 3

346 rKRapidWKSimpleWKznexpensiveWKandKβobileKtolorimetricKrssayKtOVzuXbjXürβPKforKβassKOnXSiteK
ScreeningKofKtOVzuXbjYKInternationalcJournalcofcMolecularcSciencesWK2020WKcbWK 6.3 48

345 RareZcrypticKrspergillusKspeciesKinfectionsKandKimportanceKofKantifungalKsusceptibilityKtestingYK
MycosesWK2020WKgdWKbcidXbcji 5.2 2

344 rntigenKtaptureKvnzymeXüinkedKzmmunosorbentKrssayKforKuetectingKβiddleKvastKRespiratoryK
SyndromeKtoronavirusKinKyumansYKMethodscincMolecularcBiologyWK2020WKcajjWKijXjh 1.4 8

343 wirstKzsolationKandKRapidKzdentificationKofKγewcastleKuiseaseKVirusKfromKrbortedKwetusKofK
uromedaryKtamelKUsingKγextXxenerationKSequencingYKVirusesWK2019WKbbWK 6.2 3

342 βalateXuependentKtarbonKUtilizationKvnhancesKtentralKβetabolismKandKtontributesKtoKsiologicalK
witnessKofKviaKtRPKRegulationYKFrontierscincMicrobiologyWK2019WKbaWKbjjb 5.7 1

341 TransmissionKofKaKγovelKxenotypeKofKyepatitisKvKVirusKfromKsactrianKtamelsKtoKtynomolgusK
βacaquesYKJournalcofcVirologyWK2019WKjdWK 6.6 42
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340 PitfallsKinKbigKdataKanalysiskKnextXgenerationKtechnologiesWKlastXgenerationKdataYKDiagnosticc
MicrobiologycandcInfectiouscDiseaseWK2019WKjeWKcajXcba 2.9

339 βpbKProteinWKaKγovelKVirulenceKwactorWKtarriesKTwoKrrachidonicKrcidXsindingKuomainsKToKSuppressK
znflammatoryKResponsesKinKyostsYKInfectioncandcImmunityWK2019WKihWK 3.7 2

338 γovelKsatKrlphacoronavirusesKinKSouthernKthinaKSupportKthineseKyorseshoeKsatsKasKanKzmportantK
ReservoirKforKPotentialKγovelKtoronavirusesYKVirusesWK2019WKbbWK 6.2 6

337 βolecularKepidemiologyWKevolutionKandKphylogenyKofKSrRSKcoronavirusYKInfectionocGeneticscandc
EvolutionWK2019WKhbWKcbXda 4.5 155

336
uiversityKofKphenotypicallyKnonXdermatophyteWKnonXrspergillusKfilamentousKfungiKcausingKnailK
infectionskKimportanceKofKaccurateKidentificationKandKantifungalKsusceptibilityKtestingYKEmergingc
MicrobescandcInfectionsWK2019WKiWKfdbXfeb

18.9 6

335 uonorXuerivedKxenotypeKeKyepatitisKvKVirusKznfectionWKyongKKongWKthinaWKcabiYKEmergingcInfectiousc
DiseasesWK2019WKcfWKecfXedd 10.2 18

334
rKSurveyKofKRecentKrdenoviralKRespiratoryKPathogensKinKyongKKongKRevealsKvmergentKandK
RecombinantKyumanKrdenovirusKTypeKeKSyrdVXveTKtirculatingKinKtivilianKPopulationsYKVirusesWK2019WK
bbWK

6.2 20

333 βolecularKcharacterisationKofKemergingKpathogensKofKunexplainedKinfectiousKdiseaseKsyndromesYK
ExpertcReviewcofcMolecularcDiagnosticsWK2019WKbjWKidjXiei 3.8

332 γovelKPicobirnavirusesKinKRespiratoryKandKrlimentaryKTractsKofKtattleKandKβonkeysKwithKüargeK
zntraXKandKznterXyostKuiversityYKVirusesWK2019WKbbWK 6.2 13

331 zdentificationKofKaKγovelKsetacoronavirusKSTKinKrmurKyedgehogsKfromKthinaYKVirusesWK2019WKbbWK 6.2 28

330 xlobalKvpidemiologyKofKsatKtoronavirusesYKVirusesWK2019WKbbWK 6.2 175

329 znfluenzaKrSybγbTpdmajKVirusKznfectionKinKaKtaptiveKxiantKPandaWKyongKKongYKEmergingcInfectiousc
DiseasesWK2019WKcfWKcdadXcdag 10.2 5

328 tlinicalKcharacteristicsWKrapidKidentificationWKmolecularKepidemiologyKandKantifungalKsusceptibilitiesK
ofKTalaromycesKmarneffeiKinfectionsKinKShenzhenWKthinaYKMycosesWK2019WKgcWKefaXefh 5.2 1

327 wirstKcaseKreportKofKfatalKγocardiaKnovaKinfectionKinKyellowXbibbedKloryKSüoriusKchlorocercusTK
identifiedKbyKmultilocusKsequencingYKBMCcVeterinarycResearchWK2019WKbfWKe 2.7 2

326 znKvitroKsusceptibilityKofKSalmonellaKentericaKserovarKTyphiKtoKceftolozaneZtazobactamYKJournalcofc
AntimicrobialcChemotherapyWK2019WKheWKfciXfda 5.1 1

325 RhinovirusKrespiratoryKtractKinfectionKinKhospitalizedKadultKpatientsKisKassociatedKwithKTcKresponseK
irrespectiveKofKasthmaYKJournalcofcInfectionWK2018WKhgWKegfXehe 18.9 7

324 SusceptibilityKofKteftolozaneXTazobactamKagainstKsurkholderiaKpseudomalleiYKAntimicrobialcAgentsc
andcChemotherapyWK2018WKgcWK 5.9 5

323 RapidKdetectionKofKβvRSKcoronavirusXlikeKvirusesKinKbatskKpotebntialKforKtrackingKβvRSKcoronavirusK
transmissionKandKanimalKoriginYKEmergingcMicrobescandcInfectionsWK2018WKhWKbi 18.9 19
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322 SerodiagnosisKofKaspergillosisKinKfalconsKSwalcoKsppYTKbyKanKrfmpbpXbasedKenzymeXlinkedK
immunosorbentKassayYKMycosesWK2018WKgbWKgaaXgaj 5.2 4

321 watalKTalaromycesKmarneffeiKznfectionKinKaKPatientKwithKrutoimmuneKyepatitisYKMycopathologiaWK
2018WKbidWKgbfXgbi 2.9 4

320
ReceptorKUsageKofKaKγovelKsatKüineageKtKsetacoronavirusKRevealsKvvolutionKofKβiddleKvastK
RespiratoryKSyndromeXRelatedKtoronavirusKSpikeKProteinsKforKyumanKuipeptidylKPeptidaseKeK
sindingYKJournalcofcInfectiouscDiseasesWK2018WKcbiWKbjhXcah

7 59

319 YeastKidentificationKbyKsequencingWKbiochemicalKkitsWKβrüuzXTOwKβSKandKrepXPtRKuγrK
fingerprintingYKMedicalcMycologyWK2018WKfgWKibgXich 3.9 15

318 βpbpKhomologuesKasKvirulenceKfactorsKinKrspergillusKfumigatusYKMedicalcMycologyWK2018WKfgWKdfaXdga 3.9 4

317 TaxonomyKandKevolutionKofKWKandKinKtheKomicsKeraKXKPastWKpresentKandKfutureYKComputationalcandc
StructuralcBiotechnologycJournalWK2018WKbgWKbjhXcba 6.8 31

316 βutationKüandscapeKofKsaseKSubstitutionsWKuuplicationsWKandKueletionsKinKtheKRepresentativeK
turrentKtholeraKPandemicKStrainYKGenomecBiologycandcEvolutionWK2018WKbaWKcahcXcaif 3.9 4

315 uifferentialKβicrobialKtommunitiesKofKOmnivorousKandKyerbivorousKtattleKinKSouthernKthinaYK
ComputationalcandcStructuralcBiotechnologycJournalWK2018WKbgWKfeXga 6.8 18

314 βrüuzXTOwKβSKforKidentificationKofKTsukamurellaKspecieskKTsukamurellaKtyrosinosolvensKasKtheK
predominantKspeciesKassociatedKwithKocularKinfectionsYKEmergingcMicrobescandcInfectionsWK2018WKhWKia 18.9 13

313 γovelKPartitivirusKvnhancesKVirulenceKofKandKtausesKrberrantKxeneKvxpressionKinKTalaromycesK
marneffeiYKMBioWK2018WKjWK 7.8 28

312 βetagenomicKanalysisKofKSichuanKtakinKfecalKsampleKviromesKrevealsKnovelKenterovirusKandK
astrovirusYKVirologyWK2018WKfcbWKhhXjb 3.6 13

311 yumanKtryptophanylXtRγrKsynthetaseKisKanKzwγX˛‡XinducibleKentryKfactorKforKvnterovirusYKJournalcofc
ClinicalcInvestigationWK2018WKbciWKfbgdXfbhh 15.9 26

310 rKtaseKofKüemierreRsKSyndromeKinKzntensiveKtareKUnitYKIndiancJournalcofcCriticalcCarecMedicineWK2018WK
ccWKbccXbce 1.3 2

309
TsukamurellaKocularisKspYKnovYKandKTsukamurellaKhominisKspYKnovYWKisolatedKfromKpatientsKwithK
conjunctivitisKinKyongKKongYKInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyWK2018WK
giWKibaXibi

2.2 8

308
zgnatzschineriaKcameliKspYKnovYWKisolatedKfromKnecroticKfootKtissueKofKdromedariesKStamelusK
dromedariusTKandKassociatedKmaggotsKSWohlfahrtiaKspeciesTKinKuubaiYKInternationalcJournalcofc
SystematiccandcEvolutionarycMicrobiologyWK2018WKgiWKdgchXdgde

2.2 6

307 TwoKnovelKnorovirusesKandKaKnovelKnorovirusKgenogroupKinKtaliforniaKseaKlionsYKJournalcofcGeneralc
VirologyWK2018WKjjWKhhhXhic 4.9 6

306 RatKyepatitisKvKVirusKasKtauseKofKPersistentKyepatitisKafterKüiverKTransplantYKEmergingcInfectiousc
DiseasesWK2018WKceWKccebXccfa 10.2 106

305
vmergenceKofKtytomegalovirusKβononucleosisKSyndromeKrmongKYoungKrdultsKinKyongKKongK
üinkedKtoKwallingKSeroprevalencekKResultsKofKaKbeXYearKSeroepidemiologicalKStudyYKOpencForumc
InfectiouscDiseasesWK2018WKfWKofycgc

1 3

(2018-2018)
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304 ReplicationKofKβvRSKandKSrRSKcoronavirusesKinKbatKcellsKoffersKinsightsKtoKtheirKancestralKoriginsYK
EmergingcMicrobescandcInfectionsWK2018WKhWKcaj 18.9 22

303 tlinicalKβassKSpectrometryKinKtheKsioinformaticsKvrakKrKyitchhikerRsKxuideYKComputationalcandc
StructuralcBiotechnologycJournalWK2018WKbgWKdbgXdde 6.8 14

302
βolecularKepidemiologyKofKcoxsackievirusKrgKcirculatingKinKyongKKongKrevealsKcommonK
neurologicalKmanifestationsKandKemergenceKofKnovelKrecombinantKgroupsYKJournalcofcClinicalc
VirologyWK2018WKbaiWKedXej

14.5 7

301
uiscoveryKandKSequenceKrnalysisKofKwourKueltacoronavirusesKfromKsirdsKinKtheKβiddleKvastKRevealK
znterspeciesK umpingKwithKRecombinationKasKaKPotentialKβechanismKforKrvianXtoXrvianKandK
rvianXtoXβammalianKTransmissionYKJournalcofcVirologyWK2018WKjcWK

6.6 43

300 TalaromycesKmarneffeiKβpbpKzsKaKVirulenceKwactorKthatKsindsKandKSequestersKaKKeyK
ProinflammatoryKüipidKtoKuampenKyostKznnateKzmmuneKResponseYKCellcChemicalcBiologyWK2017WKceWKbicXbje8.2 12

299 zdentificationKandKgenomicKcharacterizationKofKaKnovelKratKbocavirusKfromKbrownKratsKinKthinaYK
InfectionocGeneticscandcEvolutionWK2017WKehWKgiXhg 4.5 18

298 βiddleKvastKrespiratoryKsyndromeKSβvRSTKcoronavirusKandKdromedariesYKVeterinarycJournalWK2017WK
ccaWKhfXhj 2.5 24

297 TheKroleKofKlaboratoryKdiagnosticsKinKemergingKviralKinfectionskKtheKexampleKofKtheKβiddleKvastK
respiratoryKsyndromeKepidemicYKJournalcofcMicrobiologyWK2017WKffWKbhcXbic 3 22

296
rnacondaKparamyxovirusKinfectionKinKanKadultKgreenKanacondaKafterKprolongedKincubationkK
PathologicalKcharacterizationKandKwholeKgenomeKsequenceKanalysisYKInfectionocGeneticscandc
EvolutionWK2017WKfbWKcdjXcee

4.5 1

295 ReplyKtoKPerezKdelKβolinoKsernalKandKrgˆ…eroKsalbinWKMKzsKaKUsefulKTargetKforKzdentificationKofK
TsukamurellaKpulmonisMYKJournalcofcClinicalcMicrobiologyWK2017WKffWKbfjcXbfje 9.7 2

294 toronavirusKyKUbfKinKrespiratoryKtractKofKpigsKandKfirstKdiscoveryKofKcoronavirusKquasispeciesKinK
fRXuntranslatedKregionYKEmergingcMicrobescandcInfectionsWK2017WKgWKefd 18.9 23

293 TheKgrovüKxeneKzsKaKPromisingKTargetKforKSpeciesXüevelKzdentificationKofKTsukamurellaYKJournalcofc
ClinicalcMicrobiologyWK2017WKffWKgejXgfd 9.7 11

292 üaribacterKhongkongensisKanaerobicKadaptationKmediatedKbyKarginineKmetabolismKisKcontrolledKbyK
theKcooperationKofKwγRKandKrrgRYKEnvironmentalcMicrobiologyWK2017WKbjWKbcggXbcia 5.2 14

291
rctivityKofKPosaconazoleKagainstKTalaromycesKmarneffeiKbyKsrothKβicrodilutionKandKvtestKβethodsK
andKtomparisonKtoKztraconazoleWKVoriconazoleWKandKrnidulafunginYKAntimicrobialcAgentscandc
ChemotherapyWK2017WKgbWK

5.9 10

290 tomparativeKmitogenomicKandKphylogeneticKcharacterizationKonKtheKcompleteKmitogenomesKofKSTYK
MitochondrialcDNAcPartcB:cResourcesWK2017WKbWKjebXjec 0.5 2

289 βolecularKidentificationKofKcestodesKandKnematodesKbyKcoxbKgeneKrealXtimeKPtRKandKsequencingYK
DiagnosticcMicrobiologycandcInfectiouscDiseaseWK2017WKijWKbifXbja 2.9 12

288 wailureKofKphylogenyKinferredKfromKmultilocusKsequenceKtypingKtoKrepresentKbacterialKphylogenyYK
ScientificcReportsWK2017WKhWKefdg 4.9 21

287 TalaromycesKmarneffeiKxenomicWKTranscriptomicWKProteomicKandKβetabolomicKStudiesKRevealK
βechanismsKforKvnvironmentalKrdaptationsKandKVirulenceYKToxinsWK2017WKjWK 4.9 9
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286 βolecularKvvolutionKofKβvRSKtoronaviruskKuromedariesKasKaKRecentKzntermediateKyostKorK
üongXTimeKrnimalKReservoirpYKInternationalcJournalcofcMolecularcSciencesWK2017WKbiWK 6.3 31

285 yepatitisKvKVirusKxenotypesKandKvvolutionkKvmergenceKofKtamelKyepatitisKvKVariantsYKInternationalc
JournalcofcMolecularcSciencesWK2017WKbiWK 6.3 126

284
wirstKReportKofKaKwatalKtaseKrssociatedKwithKvVXugiKznfectionKinKyongKKongKandKvmergenceKofKanK
zntercladeKRecombinantKinKthinaKRevealedKbyKxenomeKrnalysisYKInternationalcJournalcofcMolecularc
SciencesWK2017WKbiWK

6.3 23

283 PacsioKsutKγotKzlluminaKTechnologyKtanKrchieveKwastWKrccurateKandKtompleteKtlosureKofKtheKyighK
xtWKtomplexKTwoXthromosomeKxenomeYKFrontierscincMicrobiologyWK2017WKiWKbeei 5.7 29

282 TranscriptomicKrnalysisKofKüaribacterKhongkongensisKRevealsKrdaptiveKResponseKtoupledKwithK
TemperatureYKPLoScONEWK2017WKbcWKeabgjjji 3.7 5

281 yighKprevalenceKofKfourKnovelKastrovirusKgenotypeKspeciesKidentifiedKfromKrodentsKinKthinaYKJournalc
ofcGeneralcVirologyWK2017WKjiWKbaaeXbabf 4.9 15

280 TwoKnovelKdromedaryKcamelKbocaparvovirusesKfromKdromedariesKinKtheKβiddleKvastKwithKuniqueK
genomicKfeaturesYKJournalcofcGeneralcVirologyWK2017WKjiWKbdejXbdfj 4.9 11

279 satsKhostKdiverseKparvovirusesKasKpossibleKoriginKofKmammalianKdependoparvovirusesKandKsourceK
forKbatXswineKinterspeciesKtransmissionYKJournalcofcGeneralcVirologyWK2017WKjiWKdaegXdafj 4.9 12

278 vnterovirusKugiKznfectionsKrssociatedKwithKSevereKRespiratoryKzllnessKinKvlderlyKPatientsKandK
vmergenceKofKaKγovelKtladeKinKyongKKongYKScientificcReportsWK2016WKgWKcfbeh 4.9 25

277 βvRSKcoronavirusKinducesKapoptosisKinKkidneyKandKlungKbyKupregulatingKSmadhKandKwxwcYKNaturec
MicrobiologyWK2016WKbWKbgaae 26.6 112

276 yumanKoropharynxKasKnaturalKreservoirKofKStreptobacillusKhongkongensisYKScientificcReportsWK2016WK
gWKceebj 4.9 10

275
yumanKyhγjKvirusKinducesKaKmoreKpronouncedKproXinflammatoryKcytokineKbutKanKattenuatedK
interferonKresponseKinKhumanKbronchialKepithelialKcellsKwhenKcomparedKwithKanK
epidemiologicallyXlinkedKchickenKyhγjKvirusYKVirologycJournalWK2016WKbdWKec

6.1 14

274 rKsixXyearKdescriptiveKepidemiologicalKstudyKofKhumanKcoronavirusKinfectionsKinKhospitalizedK
patientsKinKyongKKongYKVirologicacSinicaWK2016WKdbWKebXi 6.4 19

273 βatrixXassistedKlaserKdesorptionKionizationKtimeXofXflightKmassKspectrometryKforKrapidKidentificationK
ofKmoldKandKyeastKculturesKofKPenicilliumKmarneffeiYKBMCcMicrobiologyWK2016WKbgWKdg 4.5 25

272
tomparativeKgenomicKanalysisKofKpreXepidemicKandKepidemicKZikaKvirusKstrainsKforKvirologicalK
factorsKpotentiallyKassociatedKwithKtheKrapidlyKexpandingKepidemicYKEmergingcMicrobescandc
InfectionsWK2016WKfWKecc

18.9 136

271 ScreeningKandKtreatmentKofKlatentKtuberculosisKinfectionKamongKyzVXinfectedKpatientsKinK
resourceXrichKsettingsYKExpertcReviewcofcAntipInfectivecTherapyWK2016WKbeWKeijXfaa 5.5 3

270 TalaromycesKSPenicilliumTKmarneffeiKinfectionKinKnonXyzVXinfectedKpatientsYKEmergingcMicrobescandc
InfectionsWK2016WKfWKebj 18.9 132

269 rKuiagnosticKPitfallkKSalmonellaKSplenicKznfarctionKinKyereditaryKSpherocytosisYKAmericancJournalcofc
MedicineWK2016WKbcjWKecXd 2.4 1

(2016-2017)
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268
xeneticKdiversityKofKrspergillusKspeciesKisolatedKfromKonychomycosisKandKrspergillusK
hongkongensisKspYKnovYWKwithKimplicationsKtoKantifungalKsusceptibilityKtestingYKDiagnosticc
MicrobiologycandcInfectiouscDiseaseWK2016WKieWKbcfXde

2.9 29

267
yighKrecurrenceKrateKsupportsKneedKforKsecondaryKprophylaxisKinKnonXyzVKpatientsKwithK
disseminatedKmycobacteriumKaviumKcomplexKinfectionkKaKmultiXcenterKobservationalKstudyYKBMCc
InfectiouscDiseasesWK2016WKbgWKhe

4 4

266 βpbpKzsKaKVirulenceKwactorKinKTalaromycesKSPenicilliumTKmarneffeiYKPLoScNeglectedcTropicalcDiseasesWK
2016WKbaWKeaaaejah 4.8 21

265
TsukamurellaKhongkongensisKspYKnovYKandKTsukamurellaKsinensisKspYKnovYWKisolatedKfromKpatientsK
withKkeratitisWKcatheterXrelatedKbacteraemiaKandKconjunctivitisYKInternationalcJournalcofcSystematicc
andcEvolutionarycMicrobiologyWK2016WKggWKdjbXdjh

2.2 18

264 TsukamurellaKserpentisKspYKnovYWKisolatedKfromKtheKoralKcavityKofKthineseKcobrasKSγajaKatraTYK
InternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyWK2016WKggWKddcjXdddg 2.2 9

263 xordoniaKhongkongensisKspYKnovYWKisolatedKfromKbloodKcultureKandKperitonealKdialysisKeffluentKofK
patientsKinKyongKKongYKInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyWK2016WKggWKdjecXdjfa2.2 11

262 zdentificationKandKinterspeciesKtransmissionKofKaKnovelKbocaparvovirusKamongKdifferentKbatKspeciesK
inKthinaYKJournalcofcGeneralcVirologyWK2016WKjhWKddefXddfi 4.9 11

261 γewKyepatitisKvKVirusKxenotypeKinKsactrianKtamelsWKXinjiangWKthinaWKcabdYKEmergingcInfectiousc
DiseasesWK2016WKccWKccbjXcccb 10.2 116

260 rrginineKβetabolismKinKsacterialKPathogenesisKandKtancerKTherapyYKInternationalcJournalcofc
MolecularcSciencesWK2016WKbhWKdgd 6.3 52

259 PhylogenomicKrnalysesKandKReclassificationKofKSpeciesKwithinKtheKxenusKTsukamurellakKznsightsKtoK
SpeciesKuefinitionKinKtheKPostXgenomicKvraYKFrontierscincMicrobiologyWK2016WKhWKbbdh 5.7 21

258 yighKuiversityKofKxenogroupKzKPicobirnavirusesKinKβammalsYKFrontierscincMicrobiologyWK2016WKhWKbiig 5.7 19

257 βetabolomicKProfilingKofKPlasmaKfromKβelioidosisKPatientsKUsingKUyPütXQTOwKβSKRevealsKγovelK
siomarkersKforKuiagnosisYKInternationalcJournalcofcMolecularcSciencesWK2016WKbhWKdah 6.3 11

256
zsolationKandKtharacterizationKofKuromedaryKtamelKtoronavirusKUrvXyKUcdKfromKuromedariesKofK
theKβiddleKvastkKβinimalKSerologicalKtrossXReactivityKbetweenKβvRSKtoronavirusKandKuromedaryK
tamelKtoronavirusKUrvXyKUcdYKInternationalcJournalcofcMolecularcSciencesWK2016WKbhWK

6.3 17

255 zdentificationKofKγovelKRosavirusKSpeciesKThatKznfectsKuiverseKRodentKSpeciesKandKtausesK
βultisystemicKuisseminationKinKβouseKβodelYKPLoScPathogensWK2016WKbcWKebaafjbb 7.6 7

254 vquineKrhinitisKsKvirusesKinKhorseKfecalKsamplesKfromKtheKβiddleKvastYKVirologycJournalWK2016WKbdWKje 6.1 3

253 PolyphyleticKoriginKofKβvRSKcoronavirusesKandKisolationKofKaKnovelKcladeKrKstrainKfromKdromedaryK
camelsKinKtheKUnitedKrrabKvmiratesYKEmergingcMicrobescandcInfectionsWK2016WKfWKebci 18.9 21

252 vlizabethkingiaKanophelisKbacteremiaKisKassociatedKwithKclinicallyKsignificantKinfectionsKandKhighK
mortalityYKScientificcReportsWK2016WKgWKcgaef 4.9 102

251 βolecularKepidemiologyKofKcanineKpicornavirusKinKyongKKongKandKuubaiKandKproposalKofKaKnovelK
genusKinKPicornaviridaeYKInfectionocGeneticscandcEvolutionWK2016WKebWKbjbXcaa 4.5 8
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250 βiddleKvastKRespiratoryKSyndromeKznterpretedkKyumanKyerpesvirusKgsKPneumoniaYKAmericanc
JournalcofcMedicineWK2016WKbcjWKjefXh 2.4

249 watalKbacteremicKmelioidosisKinKpatientsKwithKprolongedKneutropeniaYKDiagnosticcMicrobiologycandc
InfectiouscDiseaseWK2016WKieWKcfiXga 2.9 5

248 PulmonaryKandKextrapulmonaryKcomplicationsKofKhumanKrhinovirusKinfectionKinKcriticallyKillKpatientsYK
JournalcofcClinicalcVirologyWK2016WKhhWKifXjb 14.5 16

247 rKhighlyKspecificKrapidKantigenKdetectionKassayKforKonXsiteKdiagnosisKofKβvRSYKJournalcofcInfectionWK
2016WKhdWKicXe 18.9 35

246 üipidKmetabolitesKasKpotentialKdiagnosticKandKprognosticKbiomarkersKforKacuteKcommunityKacquiredK
pneumoniaYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2016WKifWKcejXfe 2.9 34

245 vngineeringKtoronavirusesKtoKvvaluateKvmergenceKandKPathogenicKPotentialYKTrendscincMicrobiology
WK2016WKceWKechXecj 12.4 1

244 rKbaXyearKstudyKrevealsKclinicalKandKlaboratoryKevidenceKforKtheKRsemiXinvasiveRKpropertiesKofKchronicK
pulmonaryKaspergillosisYKEmergingcMicrobescandcInfectionsWK2016WKfWKedh 18.9 7

243 tutaneousKhyalohyphomycosisKdueKtoKParengyodontiumKalbumKgenYKetKcombYKnovYKMedicalc
MycologyWK2016WKfeWKgjjXhbd 3.9 21

242
thlamydotisKmacqueeniiKandKtYKundulataKSrveskKOtididaeTKareKnewKhostsKforKtaryosporaK
megafalconisKSrpicomplexakKvimeriidaeTKandKproposalKofKtheKgenusKrvisporaKgenYKnovYKParasitologyc
ResearchWK2016WKbbfWKedijXedjf

2.4 7

241 wirstKReportKofKüaribacterKhongkongensisKPeritonitisKinKtontinuousKrmbulatoryKPeritonealKuialysisYK
PeritonealcDialysiscInternationalWK2016WKdgWKbafXh 2.8 7

240 tompleteKxenomeKSequenceKofKznfluenzaKVirusKyjγcKrssociatedKwithKaKwatalKOutbreakKamongK
thickensKinKuubaiYKGenomecAnnouncementsWK2016WKeWK 4

239 tomparativeKgenomeKandKevolutionaryKanalysisKofKnaturallyKoccurringKseilongKvirusKinKbrownKandK
blackKratsYKInfectionocGeneticscandcEvolutionWK2016WKefWKdbbXdbj 4.5 6

238 tharacterizationKofKtheKantigenicityKofKtplbWKaKsurfaceKproteinKofKtryptococcusKneoformansKvarYK
neoformansYKMycologiaWK2015WKbahWKdjXef 2.4 4

237 rKsensitiveKandKspecificKantigenKdetectionKassayKforKβiddleKvastKrespiratoryKsyndromeKcoronavirusYK
EmergingcMicrobescandcInfectionsWK2015WKeWKecg 18.9 62

236 zdentificationKofKspecificKmetabolitesKinKcultureKsupernatantKofKβycobacteriumKtuberculosisKusingK
metabolomicskKexplorationKofKpotentialKbiomarkersYKEmergingcMicrobescandcInfectionsWK2015WKeWKeg 18.9 38

235 üipidKmediatorsKofKinflammationKasKnovelKplasmaKbiomarkersKtoKidentifyKpatientsKwithKbacteremiaYK
JournalcofcInfectionWK2015WKhaWKeddXee 18.9 25

234 rKsystematicKapproachKtoKnovelKvirusKdiscoveryKinKemergingKinfectiousKdiseaseKoutbreaksYKJournalcofc
MolecularcDiagnosticsWK2015WKbhWKcdaXeb 5.1 20

233 βiddleKvastKrespiratoryKsyndromeKcoronaviruskKanotherKzoonoticKbetacoronavirusKcausingKSrRSXlikeK
diseaseYKClinicalcMicrobiologycReviewsWK2015WKciWKegfXfcc 34 582

(2015-2016)
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232 yepatitisKvkKrKdiseaseKofKreemergingKimportanceYKJournalcofcthecFormosancMedicalcAssociationWK2015WK
bbeWKgibXja 3.2 46

231 wirstKReportKofKyumanKznfectionKbyKrgromycesKmediolanusWKaKxramXPositiveKOrganismKwoundKinKSoilYK
JournalcofcClinicalcMicrobiologyWK2015WKfdWKddhhXj 9.7 7

230
tlinicalKtharacteristicsWKüaboratoryKzdentificationWKandKznKVitroKrntifungalKSusceptibilityKofKYarrowiaK
StandidaTKlipolyticaKzsolatesKtausingKwungemiakKaKβulticenterWKProspectiveKSurveillanceKStudyYK
JournalcofcClinicalcMicrobiologyWK2015WKfdWKdgdjXef

9.7 14

229 rcuteKmiddleKvastKrespiratoryKsyndromeKcoronavirusKinfectionKinKlivestockKuromedariesWKuubaiWK
cabeYKEmergingcInfectiouscDiseasesWK2015WKcbWKbabjXcc 10.2 72

228 vvidenceKforKvlizabethkingiaKanophelisKtransmissionKfromKmotherKtoKinfantWKyongKKongYKEmergingc
InfectiouscDiseasesWK2015WKcbWKcdcXeb 10.2 56

227
SevereKrcuteKRespiratoryKSyndromeKSSrRSTKtoronavirusKORwiKProteinKzsKrcquiredKfromK
SrRSXRelatedKtoronavirusKfromKxreaterKyorseshoeKsatsKthroughKRecombinationYKJournalcofc
VirologyWK2015WKijWKbafdcXeh

6.6 132

226 βetabolomicKProfilingKofKPlasmaKfromKPatientsKwithKTuberculosisKbyKUseKofKUntargetedKβassK
SpectrometryKRevealsKγovelKsiomarkersKforKuiagnosisYKJournalcofcClinicalcMicrobiologyWK2015WKfdWKdhfaXj 9.7 33

225
βetabolomicKprofilingKofKsurkholderiaKpseudomalleiKusingKUyPütXvSzXQXTOwXβSKrevealsKspecificK
biomarkersKincludingKeXmethylXfXthiazoleethanolKandKuniqueKthiamineKdegradationKpathwayYKCellc
andcBioscienceWK2015WKfWKcg

9.8 10

224
βolecularKcharacterizationKofKarginineKdeiminaseKpathwayKinKüaribacterKhongkongensisKandKuniqueK
regulationKofKarginineKcatabolismKandKanabolismKbyKmultipleKenvironmentalKstressesYKEnvironmentalc
MicrobiologyWK2015WKbhWKeegjXid

5.2 17

223 watalKwusariumKsolaniKspeciesKcomplexKinfectionsKinKelasmobranchskKtheKfirstKcaseKreportKforKblackK
spottedKstingrayKSTaeniuraKmelanopsilaTKandKaKliteratureKreviewYKMycosesWK2015WKfiWKeccXdb 5.2 18

222 PolyketidesWKtoxinsKandKpigmentsKinKPenicilliumKmarneffeiYKToxinsWK2015WKhWKeecbXdg 4.9 25

221 uisseminatedKznfectionsKwithKTalaromycesKmarneffeiKinKγonXrzuSKPatientsKxivenKβonoclonalK
rntibodiesKagainstKtucaKandKKinaseKznhibitorsYKEmergingcInfectiouscDiseasesWK2015WKcbWKbbabXg 10.2 55

220 βetabolomicsKrnalysisKRevealsKSpecificKγovelKTetrapeptideKandKPotentialKrntiXznflammatoryK
βetabolitesKinKPathogenicKrspergillusKspeciesYKInternationalcJournalcofcMolecularcSciencesWK2015WKbgWKbdifaXgh6.3 7

219 zntraXxenomicKznternalKTranscribedKSpacerKRegionKSequenceKyeterogeneityKandKβolecularK
uiagnosisKinKtlinicalKβicrobiologyYKInternationalcJournalcofcMolecularcSciencesWK2015WKbgWKcfaghXhj 6.3 21

218 rKnovelKdromedaryKcamelKenterovirusKinKtheKfamilyKPicornaviridaeKfromKdromedariesKinKtheKβiddleK
vastYKJournalcofcGeneralcVirologyWK2015WKjgWKbhcdXdb 4.9 15

217
uevelopmentKandKvvaluationKofKγovelKRealXTimeKReverseKTranscriptionXPtRKrssaysKwithKüockedK
γucleicKrcidKProbesKTargetingKüeaderKSequencesKofKyumanXPathogenicKtoronavirusesYKJournalcofc
ClinicalcMicrobiologyWK2015WKfdWKchccXg

9.7 59

216 üaboratoryKdiagnosisKofKmelioidosiskKpastWKpresentKandKfutureYKExperimentalcBiologycandcMedicineWK
2015WKceaWKhecXfb 3.7 55

215 UseKofKβrüuzKsiotyperKplusKtlinProToolsKmassKspectraKanalysisKforKcorrectKidentificationKofK
StreptococcusKpneumoniaeKandKStreptococcusKmitisZoralisYKJournalcofcClinicalcPathologyWK2015WKgiWKgfcXg3.9 28
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214 vpidemiologyKofKsexuallyKtransmittedKviralKhepatitisKinKhumanKimmunodeficiencyKvirusXpositiveKmenK
whoKhaveKsexKwithKmenKin´ rsiaYKJournalcofcthecFormosancMedicalcAssociationWK2015WKbbeWKbbfeXgb 3.2 6

213
rKphylogeneticallyKdistinctKβiddleKvastKrespiratoryKsyndromeKcoronavirusKdetectedKinKaKdromedaryK
calfKfromKaKclosedKdairyKherdKinKuubaiKwithKrisingKseroprevalenceKwithKageYKEmergingcMicrobescandc
InfectionsWK2015WKeWKehe

18.9 17

212 uraftKxenomeKSequenceKofKtatabacterKhongkongensisKTypeKStrainKyKUbgTWKzsolatedKfromKaKPatientK
withKsacteremiaKandKzntestinalKObstructionYKGenomecAnnouncementsWK2015WKdWK 6

211
xordoniaKspeciesKasKemergingKcausesKofKcontinuousXambulatoryXperitonealXdialysisXrelatedK
peritonitisKidentifiedKbyKbgSKrRγrKandKsecrbKgeneKsequencingKandKmatrixXassistedKlaserKdesorptionK
ionizationXtimeKofKflightKmassKspectrometryKSβrüuzXTOwKβSTYKJournalcofcClinicalcMicrobiologyWK2015WK
fdWKghbXg

9.7 20

210
uiscoveryKofKaKnovelKcoronavirusWKthinaKRattusKcoronavirusKyKUceWKfromKγorwayKratsKsupportsKtheK
murineKoriginKofKsetacoronavirusKbKandKhasKimplicationsKforKtheKancestorKofKsetacoronavirusK
lineageKrYKJournalcofcVirologyWK2015WKijWKdahgXjc

6.6 115

209 rKnovelKastrovirusKfromKdromedariesKinKtheKβiddleKvastYKJournalcofcGeneralcVirologyWK2015WKjgWKcgjhXchah4.9 19

208
rrginineKdeiminaseKpathwayKisKfarKmoreKimportantKthanKureaseKforKacidKresistanceKandKintracellularK
survivalKinKüaribacterKhongkongensiskKaKpossibleKresultKofKarcKgeneKcassetteKduplicationYKBMCc
MicrobiologyWK2014WKbeWKec

4.5 21

207
βisidentificationKofKrspergillusKnomiusKandKrspergillusKtamariiKasKrspergillusKflavuskK
characterizationKbyKinternalKtranscribedKspacerWK˛†XTubulinWKandKcalmodulinKgeneKsequencingWK
metabolicKfingerprintingWKandKmatrixXassistedKlaserKdesorptionKionizationXtimeKofKflightKmassK
spectrometryYKJournalcofcClinicalcMicrobiologyWK2014WKfcWKbbfdXga

9.7 55

206 βetagenomicKanalysisKofKviromesKofKdromedaryKcamelKfecalKsamplesKrevealsKlargeKnumberKandKhighK
diversityKofKcircovirusesKandKpicobirnavirusesYKVirologyWK2014WKehbXehdWKbbhXcf 3.6 56

205 thickensKhostKdiverseKpicornavirusesKoriginatedKfromKpotentialKinterspeciesKtransmissionKwithK
recombinationYKJournalcofcGeneralcVirologyWK2014WKjfWKbjcjXbjee 4.9 27

204 vvaluationKofKbgSpathusKcYaWKanKautomatedKbgSKrRγrKgeneKsequenceKdatabaseWKusingKgijK
completeKbacterialKgenomesYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2014WKhiWKbafXbf 2.9 14

203 TheKbiosyntheticKpathwayKforKaKthousandXyearXoldKnaturalKfoodKcolorantKandKcitrininKinKPenicilliumK
marneffeiYKScientificcReportsWK2014WKeWKghci 4.9 59

202 βolecularKepidemiologyKandKclinicalKcharacteristicsKofKdrugXresistantKβycobacteriumKtuberculosisKinK
aKtuberculosisKreferralKhospitalKinKthinaYKPLoScONEWK2014WKjWKebbacaj 3.7 10

201 vpidemiologyKofKhumanKparechovirusWKrichiKvirusKandKsalivirusKinKfecalKsamplesKfromKhospitalizedK
childrenKwithKgastroenteritisKinKyongKKongYKVirologycJournalWK2014WKbbWKbic 6.1 38

200
βatrixXassistedKlaserKdesorptionKionisationKtimeXofXflightKmassKspectrometryKforKidentificationKofK
clinicallyKsignificantKbacteriaKthatKareKdifficultKtoKidentifyKinKclinicalKlaboratoriesYKJournalcofcClinicalc
PathologyWK2014WKghWKdgbXg

3.9 36

199 watalKempyemaKthoracisKcausedKbyKSchizophyllumKcommuneKwithKcrossXreactiveKcryptococcalK
antigenemiaYKJournalcofcClinicalcMicrobiologyWK2014WKfcWKgidXh 9.7 14

198
SubcutaneousKphaeohyphomycosisKinKaKpatientKwithKzgxeXrelatedKsclerosingKdiseaseKcausedKbyKaK
novelKascomyceteWKyongkongmycesKpedisKgenYKetKspYKnovYkKfirstKreportKofKhumanKinfectionK
associatedKwithKtheKfamilyKüindgomycetaceaeYKMedicalcMycologyWK2014WKfcWKhdgXeh

3.9 22

197
rKnovelKpsittacineKadenovirusKidentifiedKduringKanKoutbreakKofKavianKchlamydiosisKandKhumanK
psittacosiskKzoonosisKassociatedKwithKvirusXbacteriumKcoinfectionKinKbirdsYKPLoScNeglectedcTropicalc
DiseasesWK2014WKiWKeddbi

4.8 39

(2014-2015)
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196 SignatureKgeneKexpressionKrevealsKnovelKcluesKtoKtheKmolecularKmechanismsKofKdimorphicKtransitionK
inKPenicilliumKmarneffeiYKPLoScGeneticsWK2014WKbaWKebaaeggc 6 22

195 tompleteKβitochondrialKxenomeKSequenceKofKüichtheimiaKramosaKSsynYKüichtheimiaK
hongkongensisTYKGenomecAnnouncementsWK2014WKcWK 8

194 γovelKbetacoronavirusKinKdromedariesKofKtheKβiddleKvastWKcabdYKEmergingcInfectiouscDiseasesWK2014WK
caWKfgaXhc 10.2 78

193 γewKhepatitisKvKvirusKgenotypeKinKcamelsWKtheKβiddleKvastYKEmergingcInfectiouscDiseasesWK2014WKcaWKbaeeXi10.2 165

192 watalKsystemicKnecrotizingKinfectionsKassociatedKwithKaKnovelKparamyxovirusWKanacondaK
paramyxovirusWKinKgreenKanacondaKjuvenilesYKJournalcofcClinicalcMicrobiologyWK2014WKfcWKdgbeXcd 9.7 9

191 wirstKreportKofKsevereKparainfluenzaKvirusKesKandKrhinovirusKtKcoinfectionKinKaKliverKtransplantK
recipientKtreatedKwithKimmunoglobulinYKJournalcofcClinicalcVirologyWK2014WKgbWKgbbXe 14.5 8

190
StreptobacillusKhongkongensisKspYKnovYWKisolatedKfromKpatientsKwithKquinsyKandKsepticKarthritisWKandK
emendedKdescriptionsKofKtheKgenusKStreptobacillusKandKStreptobacillusKmoniliformisYKInternationalc
JournalcofcSystematiccandcEvolutionarycMicrobiologyWK2014WKgeWKdadeXdadj

2.2 30

189 SubcutaneousKphaeohyphomycoticKnoduleKdueKtoKPhialemoniopsisKhongkongensisKspYKnovYKJournalc
ofcClinicalcMicrobiologyWK2014WKfcWKdciaXj 9.7 15

188 PhylogenomicKandKβrüuzXTOwKβSKanalysisKofKStreptococcusKsinensisKyKUeTKrevealsKaKdistinctK
phylogeneticKcladeKinKtheKgenusKStreptococcusYKGenomecBiologycandcEvolutionWK2014WKgWKcjdaXed 3.9 14

187 uiscoveryKofKaKnovelKbottlenoseKdolphinKcoronavirusKrevealsKaKdistinctKspeciesKofKmarineKmammalK
coronavirusKinKxammacoronavirusYKJournalcofcVirologyWK2014WKiiWKbdbiXdb 6.6 99

186 ResponseKtoKMγovelKβiddleKvastKrespiratoryKsyndromeKcoronavirusMYKJournalcofcthecFormosanc
MedicalcAssociationWK2014WKbbdWKggXh 3.2

185
xeneticKcharacterizationKofKvVhbKisolatesKfromKcaaeKtoKcabaKrevealsKpredominanceKandKpersistentK
circulationKofKtheKnewlyKproposedKgenotypeKuKandKrecentKemergenceKofKaKdistinctKlineageKofK
subgenotypeKtcKinKyongKKongYKVirologycJournalWK2013WKbaWKccc

6.1 38

184 RomanceKofKtheKthreeKdomainskKhowKcladisticsKtransformedKtheKclassificationKofKcellularKorganismsYK
ProteincandcCellWK2013WKeWKggeXhg 7.2 4

183 TheKemergingKnovelKβiddleKvastKrespiratoryKsyndromeKcoronaviruskKtheKMknownsMKandKMunknownsMYK
JournalcofcthecFormosancMedicalcAssociationWK2013WKbbcWKdhcXib 3.2 98

182
uelayedKinductionKofKproinflammatoryKcytokinesKandKsuppressionKofKinnateKantiviralKresponseKbyK
theKnovelKβiddleKvastKrespiratoryKsyndromeKcoronaviruskKimplicationsKforKpathogenesisKandK
treatmentYKJournalcofcGeneralcVirologyWK2013WKjeWKcghjXcgja

4.9 268

181 tlinicalKsignificanceKofKPneumocystisKjiroveciKinKpatientsKwithKactiveKtuberculosisYKDiagnosticc
MicrobiologycandcInfectiouscDiseaseWK2013WKhfWKcgaXf 2.9 7

180
trossXreactiveKantibodiesKinKconvalescentKSrRSKpatientsRKseraKagainstKtheKemergingKnovelKhumanK
coronavirusKvβtKScabcTKbyKbothKimmunofluorescentKandKneutralizingKantibodyKtestsYKJournalcofc
InfectionWK2013WKghWKbdaXea

18.9 135

179 ReXannotationKofKproteinXcodingKgenesKinKbaKcompleteKgenomesKofKγeisseriaceaeKfamilyKbyK
combiningKsimilarityXbasedKandKcompositionXbasedKmethodsYKDNAcResearchWK2013WKcaWKchdXig 4.5 16
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178
xeneticKcharacterizationKofKsetacoronavirusKlineageKtKvirusesKinKbatsKrevealsKmarkedKsequenceK
divergenceKinKtheKspikeKproteinKofKpipistrellusKbatKcoronavirusKyKUfKinK apaneseKpipistrellekK
implicationsKforKtheKoriginKofKtheKnovelKβiddleKvastKrespiratoryKsyndromeKcoronavirusYKJournalcofc
VirologyWK2013WKihWKigdiXfa

6.6 191

177 βanagementKofKanKincidentKofKfailedKsterilizationKofKsurgicalKinstrumentsKinKaKdentalKclinicKinKyongK
KongYKJournalcofcthecFormosancMedicalcAssociationWK2013WKbbcWKgggXhf 3.2 4

176 tompleteKgenomeKsequenceKofKaKnovelKfelineKastrovirusKfromKaKdomesticKcatKinKyongKKongYKGenomec
AnnouncementsWK2013WKbWK 20

175 RecombinantKcoxsackievirusKrcKandKdeathsKofKchildrenWKyongKKongWKcabcYKEmergingcInfectiousc
DiseasesWK2013WKbjWKbcifXi 10.2 33

174 zdentificationKofKmicroRγrXlikeKRγrsKinKmycelialKandKyeastKphasesKofKtheKthermalKdimorphicKfungusK
PenicilliumKmarneffeiYKPLoScNeglectedcTropicalcDiseasesWK2013WKhWKecdji 4.8 72

173
uifferentialKcellKlineKsusceptibilityKtoKtheKemergingKnovelKhumanKbetacoronavirusKccKvβtZcabckK
implicationsKforKdiseaseKpathogenesisKandKclinicalKmanifestationYKJournalcofcInfectiouscDiseasesWK
2013WKcahWKbhedXfc

7 165

172
StreptococcusKhongkongensisKspYKnovYWKisolatedKfromKaKpatientKwithKanKinfectedKpunctureKwoundK
andKfromKaKmarineKflatfishYKInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyWK2013WK
gdWKcfhaXcfhg

2.2 20

171 UnravelingKtheKmolecularKbasisKofKtemperatureXdependentKgeneticKregulationKinKPenicilliumK
marneffeiYKEukaryoticcCellWK2013WKbcWKbcbeXce 17

170 tlinicalKspectrumKofKexophialaKinfectionsKandKaKnovelKvxophialaKspeciesWKvxophialaKhongkongensisYK
JournalcofcClinicalcMicrobiologyWK2013WKfbWKcgaXh 9.7 58

169 βatrixXassistedKlaserKdesorptionKionisationXtimeKofKflightKmassKspectrometryKforKrapidKidentificationK
ofKüaribacterKhongkongensisYKJournalcofcClinicalcPathologyWK2013WKggWKbaibXd 3.9 13

168
ProteomeKprofilingKofKtheKdimorphicKfungusKPenicilliumKmarneffeiKextracellularKproteinsKandK
identificationKofKglyceraldehydeXdXphosphateKdehydrogenaseKasKanKimportantKadhesionKfactorKforK
conidialKattachmentYKFEBScJournalWK2013WKciaWKggbdXcg

5.7 31

167 zdentificationKandKcharacterizationKofKaKnovelKparamyxovirusWKporcineKparainfluenzaKvirusKbWKfromK
deceasedKpigsYKJournalcofcGeneralcVirologyWK2013WKjeWKcbieXcbja 4.9 27

166
tharacterizationKofKaKTsukamurellaKpseudoXoutbreakKbyKphenotypicKtestsWKbgSKrRγrKsequencingWK
pulsedXfieldKgelKelectrophoresisWKandKmetabolicKfootprintingYKJournalcofcClinicalcMicrobiologyWK2013WK
fbWKddeXi

9.7 20

165 yumanKenterovirusKhbKepidemicskKwhatRsKnextpYKEmergingcHealthcThreatscJournalWK2013WKgWKbjhia 124

164 zdentificationKandKcharacterizationKofKbocavirusesKinKcatsKandKdogsKrevealsKaKnovelKfelineKbocavirusK
andKaKnovelKgeneticKgroupKofKcanineKbocavirusYKJournalcofcGeneralcVirologyWK2012WKjdWKbfhdXbfic 4.9 67

163 zsolationKandKcharacterizationKofKaKnovelKsetacoronavirusKsubgroupKrKcoronavirusWKrabbitK
coronavirusKyKUbeWKfromKdomesticKrabbitsYKJournalcofcVirologyWK2012WKigWKfeibXjg 6.6 94

162 xenomicKcharacterizationKofKsevenKdistinctKbatKcoronavirusesKinKKenyaYKViruscResearchWK2012WKbghWKghXhd 6.4 24

161 uetectionKofKhumanKrhinovirusKtKinKfecalKsamplesKofKchildrenKwithKgastroenteritisYKJournalcofcClinicalc
VirologyWK2012WKfdWKcjaXg 14.5 26

(2012-2013)
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160
PhaeoacremoniumKparasiticumKinvasiveKinfectionsKandKairwayKcolonizationKcharacterizedKbyKagarK
blockKsmearKandKzTSKandK˛†XtubulinKgeneKsequencingYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK
2012WKheWKbjaXh

2.9 16

159 uiscoveryKandKgenomicKcharacterizationKofKaKnovelKbatKsapovirusKwithKunusualKgenomicKfeaturesK
andKphylogeneticKpositionYKPLoScONEWK2012WKhWKedejih 3.7 36

158 γovelKvariantKofKseilongKParamyxovirusKinKratsWKthinaYKEmergingcInfectiouscDiseasesWK2012WKbiWKbaccXe 10.2 16

157 TwoXdimensionalKgelKelectrophoresisKinKbacterialKproteomicsYKProteincandcCellWK2012WKdWKdegXgd 7.2 37

156
wirstKdiscoveryKofKtwoKpolyketideKsynthaseKgenesKforKmitorubrinicKacidKandKmitorubrinolKyellowK
pigmentKbiosynthesisKandKimplicationsKinKvirulenceKofKPenicilliumKmarneffeiYKPLoScNeglectedcTropicalc
DiseasesWK2012WKgWKebihb

4.8 46

155
rutomatedKpangenomicKanalysisKinKtargetKselectionKforKPtRKdetectionKandKidentificationKofKbacteriaK
byKuseKofKssxenewinderKWebserverKandKitsKapplicationKtoKSalmonellaKentericaKserovarKTyphiYKJournalc
ofcClinicalcMicrobiologyWK2012WKfaWKbjafXbb

9.7 16

154 yighKmortalityKassociatedKwithKtatabacterKhongkongensisKbacteremiaYKJournalcofcClinicalc
MicrobiologyWK2012WKfaWKccdjXed 9.7 23

153 tompleteKgenomeKsequenceKofKaKnovelKpicornavirusWKcanineKpicornavirusWKdiscoveredKinKdogsYK
JournalcofcVirologyWK2012WKigWKdeacXd 6.6 24

152 zdentificationKofKaKnovelKfelineKpicornavirusKfromKtheKdomesticKcatYKJournalcofcVirologyWK2012WKigWKdjfXeaf6.6 38

151
RecentKtransmissionKofKaKnovelKalphacoronavirusWKbatKcoronavirusKyKUbaWKfromKüeschenaultRsK
rousettesKtoKpomonaKleafXnosedKbatskKfirstKevidenceKofKinterspeciesKtransmissionKofKcoronavirusK
betweenKbatsKofKdifferentKsubordersYKJournalcofcVirologyWK2012WKigWKbbjagXbi

6.6 69

150 tompleteKgenomeKsequencesKofKnovelKcanineKnorovirusesKinKyongKKongYKJournalcofcVirologyWK2012WK
igWKjfdbXc 6.6 39

149 γaturalKoccurrenceKandKcharacterizationKofKtwoKinternalKribosomeKentryKsiteKelementsKinKaKnovelK
virusWKcanineKpicodicistrovirusWKinKtheKpicornavirusXlikeKsuperfamilyYKJournalcofcVirologyWK2012WKigWKchjhXiai6.6 58

148
welineKmorbillivirusWKaKpreviouslyKundescribedKparamyxovirusKassociatedKwithKtubulointerstitialK
nephritisKinKdomesticKcatsYKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaWK2012WKbajWKfedfXea

11.5 119

147 tompleteKgenomeKsequenceKofKaKnovelKpicobirnavirusWKotarineKpicobirnavirusWKdiscoveredKinK
taliforniaKseaKlionsYKJournalcofcVirologyWK2012WKigWKgdhhXi 6.6 23

146
uiscoveryKofKsevenKnovelKβammalianKandKavianKcoronavirusesKinKtheKgenusKdeltacoronavirusK
supportsKbatKcoronavirusesKasKtheKgeneKsourceKofKalphacoronavirusKandKbetacoronavirusKandKavianK
coronavirusesKasKtheKgeneKsourceKofKgammacoronavirusKandKdeltacoronavirusYKJournalcofcVirologyWK
2012WKigWKdjjfXeaai

6.6 870

145 wirstKreportKofKspontaneousKintrapartumKrtopobiumKvaginaeKbacteremiaYKJournalcofcClinicalc
MicrobiologyWK2012WKfaWKcfcfXi 9.7 25

144 tompleteKgenomeKsequencesKofKnovelKratKnorovirusesKinKyongKKongYKJournalcofcVirologyWK2012WKigWKbcedfXg6.6 15

143
βatrixXassistedKlaserKdesorptionKionizationXtimeKofKflightKmassKspectrometryKforKrapidKidentificationK
ofKsurkholderiaKpseudomalleikKimportanceKofKexpandingKdatabasesKwithKpathogensKendemicKtoK
differentKlocalitiesYKJournalcofcClinicalcMicrobiologyWK2012WKfaWKdbecXd

9.7 43
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142 zdentificationKofKaKnovelKbatKpapillomavirusKbyKmetagenomicsYKPLoScONEWK2012WKhWKeedjig 3.7 40

141 znKsilicoKanalysisKofKbgSKrRγrKgeneKsequencingKbasedKmethodsKforKidentificationKofKmedicallyK
importantKaerobicKxramXnegativeKbacteriaYKJournalcofcMedicalcMicrobiologyWK2011WKgaWKbcibXbcig 3.2 10

140
rnalysisKofKmultilocusKsequenceKtypingKschemesKforKdfKdifferentKbacteriaKrevealedKthatKgeneKlociKofK
baKbacteriaKcouldKbeKreplacedKtoKimproveKcostXeffectivenessYKDiagnosticcMicrobiologycandcInfectiousc
DiseaseWK2011WKhaWKdbgXcd

2.9 14

139 uiscoveryKandKgenomicKcharacterizationKofKaKnovelKovineKpartetravirusKandKaKnewKgenotypeKofK
bovineKpartetravirusYKPLoScONEWK2011WKgWKecfgbj 3.7 34

138 StructuralKandKfunctionalKinsightKintoKtheKmechanismKofKanKalkalineKexonucleaseKfromKüaribacterK
hongkongensisYKNucleiccAcidscResearchWK2011WKdjWKjiadXbj 20.1 11

137 tompleteKgenomeKanalysisKofKthreeKnovelKpicornavirusesKfromKdiverseKbatKspeciesYKJournalcofc
VirologyWK2011WKifWKiibjXci 6.6 74

136
βolecularKepidemiologyKofKhumanKcoronavirusKOtedKrevealsKevolutionKofKdifferentKgenotypesKoverK
timeKandKrecentKemergenceKofKaKnovelKgenotypeKdueKtoKnaturalKrecombinationYKJournalcofcVirologyWK
2011WKifWKbbdcfXdh

6.6 170

135 uraftKgenomeKsequenceKofKPenicilliumKmarneffeiKstrainKPβbYKEukaryoticcCellWK2011WKbaWKbheaXb 30

134
γovelKpanXgenomicKanalysisKapproachKinKtargetKselectionKforKmultiplexKPtRKidentificationKandK
detectionKofKsurkholderiaKpseudomalleiWKsurkholderiaKthailandensisWKandKsurkholderiaKcepaciaK
complexKspecieskKaKproofXofXconceptKstudyYKJournalcofcClinicalcMicrobiologyWK2011WKejWKibeXcb

9.7 41

133 RediscoveryKandKgenomicKcharacterizationKofKbovineKastrovirusesYKJournalcofcGeneralcVirologyWK2011WK
jcWKbiiiXbiji 4.9 67

132 wirstKreportKofKdisseminatedKβycobacteriumKskinKinfectionsKinKtwoKliverKtransplantKrecipientsKandK
rapidKdiagnosisKbyKhspgfKgeneKsequencingYKJournalcofcClinicalcMicrobiologyWK2011WKejWKdhddXi 9.7 27

131 tompleteKgenomeKsequenceKofKaKnovelKparamyxovirusWKTailamKvirusWKdiscoveredKinKSikkimKratsYK
JournalcofcVirologyWK2011WKifWKbdehdXe 6.6 39

130 tompleteKgenomeKsequenceKofKaKcoxsackievirusKrccKstrainKinKyongKKongKrevealsKaKnaturalK
intratypicKrecombinationKeventYKJournalcofcVirologyWK2011WKifWKbcajiXj 6.6 24

129 rutomatedKidentificationKofKmedicallyKimportantKbacteriaKbyKbgSKrRγrKgeneKsequencingKusingKaK
novelKcomprehensiveKdatabaseWKbgSpathusYKJournalcofcClinicalcMicrobiologyWK2011WKejWKbhjjXiaj 9.7 32

128
RapidKidentificationKandKvalidationKofKspecificKmolecularKtargetsKforKdetectionKofKvscherichiaKcoliK
ObaekyeKoutbreakKstrainKbyKuseKofKhighXthroughputKsequencingKdataKfromKnineKgenomesYKJournalcofc
ClinicalcMicrobiologyWK2011WKejWKdhbeXg

9.7 24

127 ThreeKcasesKofKsevereKinvasiveKinfectionsKcausedKbyKtampylobacterKrectusKandKfirstKreportKofKfatalK
tYKrectusKinfectionYKJournalcofcClinicalcMicrobiologyWK2011WKejWKbgihXjb 9.7 28

126 tompleteKgenomeKsequenceKofKtheKveterinaryKpathogenKStaphylococcusKpseudintermediusKstrainK
yKUbaXadWKisolatedKinKaKcaseKofKcanineKpyodermaYKJournalcofcBacteriologyWK2011WKbjdWKbhidXe 3.5 29

125 zmmunoassaysKbasedKonKPenicilliumKmarneffeiKβpbpKderivedKfromKPichiaKpastorisKexpressionK
systemKforKdiagnosisKofKpenicilliosisYKPLoScONEWK2011WKgWKecihjg 3.7 31

(2011-2012)

15



124
toXexistenceKofKmultipleKstrainsKofKtwoKnovelKporcineKbocavirusesKinKtheKsameKpigWKaKpreviouslyK
undescribedKphenomenonKinKmembersKofKtheKfamilyKParvoviridaeWKandKevidenceKforKinterXKandK
intraXhostKgeneticKdiversityKandKrecombinationYKJournalcofcGeneralcVirologyWK2011WKjcWKcaehXcafj

4.9 54

123 yighKdiversityKofKpolyketideKsynthaseKgenesKandKtheKmelaninKbiosynthesisKgeneKclusterKinK
PenicilliumKmarneffeiYKFEBScJournalWK2010WKchhWKdhfaXi 5.7 76

122
vcoepidemiologyKandKcompleteKgenomeKcomparisonKofKdifferentKstrainsKofKsevereKacuteKrespiratoryK
syndromeXrelatedKRhinolophusKbatKcoronavirusKinKthinaKrevealKbatsKasKaKreservoirKforKacuteWK
selfXlimitingKinfectionKthatKallowsKrecombinationKeventsYKJournalcofcVirologyWK2010WKieWKciaiXbj

6.6 191

121
ResequencingKmicroarrayKforKdetectionKofKhumanKadenovirusesKinKpatientsKwithK
communityXacquiredKgastroenteritiskKaKproofXofXconceptKstudyYKJournalcofcMedicalcMicrobiologyWK
2010WKfjWKbdihXbdja

3.2 5

120 tompleteKgenomeKsequenceKofKStaphylococcusKlugdunensisKstrainKyKUajXabYKJournalcofc
BacteriologyWK2010WKbjcWKbehbXc 3.5 52

119
rgarKblockKsmearKpreparationkKaKnovelKmethodKofKslideKpreparationKforKpreservationKofKnativeK
fungalKstructuresKforKmicroscopicKexaminationKandKlongXtermKstorageYKJournalcofcClinicalc
MicrobiologyWK2010WKeiWKdafdXgb

9.7 19

118 zdentificationKofKadenovirusesKinKfecalKspecimensKfromKwildKchimpanzeesKSPanKtrogylodytesK
schweinfurthiiTKinKwesternKTanzaniaYKAmericancJournalcofcTropicalcMedicinecandcHygieneWK2010WKicWKjghXha3.2 15

117 wirstKreportKofKxordonibacterKpamelaeaeKbacteremiaYKJournalcofcClinicalcMicrobiologyWK2010WKeiWKdbjXcc 9.7 12

116
znternalKtranscribedKspacerKregionKsequenceKheterogeneityKinKRhizopusKmicrosporuskKimplicationsK
forKmolecularKdiagnosisKinKclinicalKmicrobiologyKlaboratoriesYKJournalcofcClinicalcMicrobiologyWK2010WK
eiWKcaiXbe

9.7 45

115
toexistenceKofKdifferentKgenotypesKinKtheKsameKbatKandKserologicalKcharacterizationKofKRousettusK
batKcoronavirusKyKUjKbelongingKtoKaKnovelKsetacoronavirusKsubgroupYKJournalcofcVirologyWK2010WK
ieWKbbdifXje

6.6 88

114 toronavirusKgenomicsKandKbioinformaticsKanalysisYKVirusesWK2010WKcWKbiaeXca 6.2 466

113
tomparativeKanalysisKofKsixKgenomeKsequencesKofKthreeKnovelKpicornavirusesWKturdivirusesKbWKcKandK
dWKinKdeadKwildKbirdsWKandKproposalKofKtwoKnovelKgeneraWKOrthoturdivirusKandKParaturdivirusWKinKtheK
familyKPicornaviridaeYKJournalcofcGeneralcVirologyWK2010WKjbWKceddXei

4.9 51

112 ResequencingKmicroarrayKforKdetectionKofKhumanKadenovirusesKinKpatientsKwithKconjunctivitisYK
JournalcofcClinicalcVirologyWK2010WKehWKcicXf 14.5 10

111 üactobacillusKrhamnosusKhepaticKabscessKassociatedKwithKβirizziKsyndromekKaKcaseKreportKandK
reviewKofKtheKliteratureYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2010WKggWKjeXh 2.9 13

110
üichtheimiaKhongkongensisKspYKnovYWKaKnovelKüichtheimiaKsppYKassociatedKwithKrhinocerebralWK
gastrointestinalWKandKcutaneousKmucormycosisYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2010WK
ggWKcheXie

2.9 15

109 tytokineKprofilesKinducedKbyKtheKnovelKswineXoriginKinfluenzaKrZybγbKviruskKimplicationsKforK
treatmentKstrategiesYKJournalcofcInfectiouscDiseasesWK2010WKcabWKdegXfd 7 107

108 üeptotrichiaKhongkongensisKspYKnovYWKaKnovelKüeptotrichiaKspeciesKwithKtheKoralKcavityKasKitsKnaturalK
reservoirYKJournalcofcZhejiangcUniversity:cSciencecBWK2010WKbbWKdjbXeab 4.5 25

107
vmergenceKofKenterovirusKhbKMdoubleXrecombinantMKstrainsKbelongingKtoKaKnovelKgenotypeKuK
originatingKfromKsouthernKthinakKfirstKevidenceKforKcombinationKofKintratypicKandKintertypicK
recombinationKeventsKinKvVhbYKArchivescofcVirologyWK2010WKbffWKbebdXce

2.6 78
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106 zdentificationKandKcompleteKgenomeKanalysisKofKthreeKnovelKparamyxovirusesWKTuhokoKvirusKbWKcKandK
dWKinKfruitKbatsKfromKthinaYKVirologyWK2010WKeaeWKbagXbg 3.6 52

105 βoreKandKβoreKtoronaviruseskKyumanKtoronavirusKyKUbYKVirusesWK2009WKbWKfhXhb 6.2 39

104
tonfirmationKofKtheKfirstKyongKKongKcaseKofKhumanKinfectionKbyKnovelKswineKoriginKinfluenzaKrK
SybγbTKvirusKdiagnosedKusingKultrarapidWKrealXtimeKreverseKtranscriptaseKPtRYKJournalcofcClinicalc
MicrobiologyWK2009WKehWKcdeeXg

9.7 35

103 OutbreakKofKintestinalKinfectionKdueKtoKRhizopusKmicrosporusYKJournalcofcClinicalcMicrobiologyWK2009WK
ehWKcideXed 9.7 93

102 TheKcompleteKgenomeKandKproteomeKofKüaribacterKhongkongensisKrevealKpotentialKmechanismsKforK
adaptationsKtoKdifferentKtemperaturesKandKhabitatsYKPLoScGeneticsWK2009WKfWKebaaaebg 6 45

101 tlinicalKandKmolecularKepidemiologyKofKhumanKrhinovirusKtKinKchildrenKandKadultsKinKyongKKongK
revealsKaKpossibleKdistinctKhumanKrhinovirusKtKsubgroupYKJournalcofcInfectiouscDiseasesWK2009WKcaaWKbajgXbad7 116

100 tlinicalKandKmolecularKepidemiologyKofKhumanKparainfluenzaKvirusKeKinfectionsKinKhongKkongkK
subtypeKesKasKcommonKasKsubtypeKerYKJournalcofcClinicalcMicrobiologyWK2009WKehWKbfejXfc 9.7 36

99 wirstKreportKofKTsukamurellaKkeratitiskKassociationKbetweenKTYKtyrosinosolvensKandKTYKpulmonisKandK
ophthalmologicKinfectionsYKJournalcofcClinicalcMicrobiologyWK2009WKehWKbjfdXg 9.7 35

98
SusceptibilityKpatternsKofKclinicalKandKfishKisolatesKofKüaribacterKhongkongensiskKcomparisonKofKtheK
vtestWKdiscKdiffusionKandKbrothKmicrodilutionKmethodsYKJournalcofcAntimicrobialcChemotherapyWK2009WK
gdWKhaeXi

5.1 8

97 zdentificationKofKmajorKhistocompatibilityKcomplexKclassKzKtKmoleculeKasKanKattachmentKfactorKthatK
facilitatesKcoronavirusKyKUbKspikeXmediatedKinfectionYKJournalcofcVirologyWK2009WKidWKbacgXdf 6.6 26

96
uevelopmentKofKaKmultiXlocusKsequenceKtypingKschemeKforKüaribacterKhongkongensisWKaKnovelK
bacteriumKassociatedKwithKfreshwaterKfishXborneKgastroenteritisKandKtravelerRsKdiarrheaYKBMCc
MicrobiologyWK2009WKjWKcb

4.5 18

95 zsolationKofKüaribacterKhongkongensisWKaKnovelKbacteriumKassociatedKwithKgastroenteritisWKfromK
thineseKtigerKfrogYKInternationalcJournalcofcFoodcMicrobiologyWK2009WKbcjWKhiXic 5.8 23

94 toronavirusKdiversityWKphylogenyKandKinterspeciesKjumpingYKExperimentalcBiologycandcMedicineWK2009
WKcdeWKbbbhXch 3.7 415

93
wirstKreportKofKmethicillinXresistantKStaphylococcusKaureusKsepticKarthritisKcomplicatingK
acupuncturekKsimpleKprocedureKresultingKinKmostKdevastatingKoutcomeYKDiagnosticcMicrobiologycandc
InfectiouscDiseaseWK2009WKgdWKjcXf

2.9 11

92 xuidelinesKforKinterpretationKofKbgSKrRγrKgeneKsequenceXbasedKresultsKforKidentificationKofK
medicallyKimportantKaerobicKxramXpositiveKbacteriaYKJournalcofcMedicalcMicrobiologyWK2009WKfiWKbadaXbadg3.2 40

91 tomparativeKanalysisKofKcompleteKgenomeKsequencesKofKthreeKavianKcoronavirusesKrevealsKaKnovelK
groupKdcKcoronavirusYKJournalcofcVirologyWK2009WKidWKjaiXbh 6.6 170

90
uelayedKantiviralKplusKimmunomodulatorKtreatmentKstillKreducesKmortalityKinKmiceKinfectedKbyKhighK
inoculumKofKinfluenzaKrZyfγbKvirusYKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaWK2008WKbafWKiajbXg

11.5 257

89 zdentificationKofKnovelKporcineKandKbovineKparvovirusesKcloselyKrelatedKtoKhumanKparvovirusKeYK
JournalcofcGeneralcVirologyWK2008WKijWKbieaXbiei 4.9 131

(2008-2010)
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88 SpikeKproteinWKSWKofKhumanKcoronavirusKyKUbkKroleKinKviralKlifeKcycleKandKapplicationKinKantibodyK
detectionYKExperimentalcBiologycandcMedicineWK2008WKcddWKbfchXdg 3.7 21

87 toVuskKaKcomprehensiveKdatabaseKforKcomparativeKanalysisKofKcoronavirusKgenesKandKgenomesYK
NucleiccAcidscResearchWK2008WKdgWKufaeXbb 20.1 38

86 WellXcharacterizedKmonoclonalKantibodiesKagainstKcellKwallKantigenKofKrspergillusKspeciesKimproveK
immunoassayKspecificityKandKsensitivityYKVaccinecJournalWK2008WKbfWKbjeXcac 23

85 üasiodiplodiaKtheobromaeKpneumoniaKinKaKliverKtransplantKrecipientYKJournalcofcClinicalcMicrobiologyWK
2008WKegWKdiaXe 9.7 43

84 uistributionKandKmolecularKcharacterizationKofKtetracyclineKresistanceKinKüaribacterKhongkongensisYK
JournalcofcAntimicrobialcChemotherapyWK2008WKgbWKeiiXjh 5.1 24

83
SeasonalKandKtissueKdistributionKofKüaribacterKhongkongensisWKaKnovelKbacteriumKassociatedKwithK
gastroenteritisWKinKretailKfreshwaterKfishKinKyongKKongYKInternationalcJournalcofcFoodcMicrobiologyWK
2007WKbbdWKgcXg

5.8 30

82
tompleteKgenomeKsequenceKofKbatKcoronavirusKyKUcKfromKthineseKhorseshoeKbatsKrevealedKaK
muchKsmallerKspikeKgeneKwithKaKdifferentKevolutionaryKlineageKfromKtheKrestKofKtheKgenomeYK
VirologyWK2007WKdghWKeciXdj

3.6 134

81 tytosineKdeaminationKandKselectionKofKtpxKsuppressedKclonesKareKtheKtwoKmajorKindependentK
biologicalKforcesKthatKshapeKcodonKusageKbiasKinKcoronavirusesYKVirologyWK2007WKdgjWKedbXec 3.6 61

80 PlasmidKprofileKandKconstructionKofKaKsmallKshuttleKvectorKinKüaribacterKhongkongensisYK
BiotechnologycLettersWK2007WKcjWKbfhfXic 3 7

79 znKsilicoKanalysisKofKbgSKribosomalKRγrKgeneKsequencingXbasedKmethodsKforKidentificationKofK
medicallyKimportantKanaerobicKbacteriaYKJournalcofcClinicalcPathologyWK2007WKgaWKfhgXj 3.9 16

78 rscarisXinducedKeosinophilicKpneumonitisKinKanKyzVXinfectedKpatientYKJournalcofcClinicalcPathologyWK
2007WKgaWKcacXd 3.9 4

77
tlinicalKfeaturesKandKcompleteKgenomeKcharacterizationKofKaKdistinctKhumanKrhinovirusKSyRVTK
geneticKclusterWKprobablyKrepresentingKaKpreviouslyKundetectedKyRVKspeciesWKyRVXtWKassociatedK
withKacuteKrespiratoryKillnessKinKchildrenYKJournalcofcClinicalcMicrobiologyWK2007WKefWKdgffXge

9.7 279

76 tlinicalKandKmolecularKepidemiologyKofKhumanKbocavirusKinKrespiratoryKandKfecalKsamplesKfromK
childrenKinKyongKKongYKJournalcofcInfectiouscDiseasesWK2007WKbjgWKjigXjd 7 150

75 tomparativeKanalysisKofKtwelveKgenomesKofKthreeKnovelKgroupKccKandKgroupKcdKcoronavirusesK
revealsKuniqueKgroupKandKsubgroupKfeaturesYKJournalcofcVirologyWK2007WKibWKbfheXif 6.6 202

74 βPbKhomologueXbasedKmultilocusKsequenceKsystemKforKtypingKtheKpathogenicKfungusKPenicilliumK
marneffeikKaKnovelKapproachKusingKlineageXspecificKgenesYKJournalcofcClinicalcMicrobiologyWK2007WKefWKdgehXfe9.7 26

73 tatabacterKhongkongensisKgenYKnovYWKspYKnovYWKisolatedKfromKbloodKculturesKofKpatientsKfromKyongK
KongKandKtanadaYKJournalcofcClinicalcMicrobiologyWK2007WKefWKdjfXeab 9.7 44

72 SevereKacuteKrespiratoryKsyndromeKcoronavirusKasKanKagentKofKemergingKandKreemergingKinfectionYK
ClinicalcMicrobiologycReviewsWK2007WKcaWKggaXje 34 661

71 βolecularKdiversityKofKcoronavirusesKinKbatsYKVirologyWK2006WKdfbWKbiaXh 3.6 228
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70 sacteremiaKcausedKbyKSolobacteriumKmooreiKinKaKpatientKwithKacuteKproctitisKandKcarcinomaKofKtheK
cervixYKJournalcofcClinicalcMicrobiologyWK2006WKeeWKdadbXe 9.7 27

69 tomparativeKanalysisKofKccKcoronavirusKyKUbKgenomesKrevealsKaKnovelKgenotypeKandKevidenceKofK
naturalKrecombinationKinKcoronavirusKyKUbYKJournalcofcVirologyWK2006WKiaWKhbdgXef 6.6 162

68 toronavirusKyKUbKandKotherKcoronavirusKinfectionsKinKyongKKongYKJournalcofcClinicalcMicrobiologyWK
2006WKeeWKcagdXhb 9.7 298

67 xenomicKandKexperimentalKevidenceKforKaKpotentialKsexualKcycleKinKtheKpathogenicKthermalK
dimorphicKfungusKPenicilliumKmarneffeiYKFEBScLettersWK2006WKfiaWKdeajXbg 3.8 53

66 tlinicalKisolatesKofKStreptococcusKiniaeKfromKrsiaKareKmoreKmucoidKandKbetaXhemolyticKthanKthoseK
fromKγorthKrmericaYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2006WKfeWKbhhXib 2.9 55

65 tlinicalWKphenotypicWKandKgenotypicKevidenceKforKStreptococcusKsinensisKasKtheKcommonKancestorKofK
anginosusKandKmitisKgroupsKofKstreptococciYKMedicalcHypothesesWK2006WKggWKdefXfb 3.8 10

64
xenomicKevidenceKforKantibioticKresistanceKgenesKofKactinomycetesKasKoriginsKofKantibioticK
resistanceKgenesKinKpathogenicKbacteriaKsimplyKbecauseKactinomycetesKareKmoreKancestralKthanK
pathogenicKbacteriaYKMedicalcHypothesesWK2006WKghWKbcjhXdae

3.8 7

63
rKnovelKapproachKforKscreeningKimmunogenicKproteinsKinKPenicilliumKmarneffeiKusingKtheK
ueltarwβPbueltarwβPcKdeletionKmutantKofKrspergillusKfumigatusYKFEMScMicrobiologycLettersWK
2006WKcgcWKbdiXeh

2.9 9

62 tharacterizationKandKcompleteKgenomeKsequenceKofKaKnovelKcoronavirusWKcoronavirusKyKUbWKfromK
patientsKwithKpneumoniaYKJournalcofcVirologyWK2005WKhjWKiieXjf 6.6 1028

61 vcoepidemiologyKofKüaribacterKhongkongensisWKaKnovelKbacteriumKassociatedKwithKgastroenteritisYK
JournalcofcClinicalcMicrobiologyWK2005WKedWKjbjXcc 9.7 43

60 SevereKacuteKrespiratoryKsyndromeKcoronavirusXlikeKvirusKinKthineseKhorseshoeKbatsYKProceedingscofc
thecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2005WKbacWKbeaeaXf 11.5 1108

59
SrRSKcoronavirusKspikeKpolypeptideKuγrKvaccineKprimingKwithKrecombinantKspikeKpolypeptideKfromK
vscherichiaKcoliKasKboosterKinducesKhighKtiterKofKneutralizingKantibodyKagainstKSrRSKcoronavirusYK
VaccineWK2005WKcdWKejfjXgi

4.1 48

58 turrentKstatusKandKfutureKdirectionsKforKüaribacterKhongkongensisWKaKnovelKbacteriumKassociatedK
withKgastroenteritisKandKtravellerRsKdiarrhoeaYKCurrentcOpinioncincInfectiouscDiseasesWK2005WKbiWKebdXj 5.4 36

57 tonstructionKofKanKinducibleKexpressionKshuttleKvectorKforKüaribacterKhongkongensisWKaKnovelK
bacteriumKassociatedKwithKgastroenteritisYKFEMScMicrobiologycLettersWK2005WKcfcWKfhXgf 2.9 14

56 rlkanindigesKhongkongensisKspYKnovYKrKnovelKrlkanindigesKspeciesKisolatedKfromKaKpatientKwithK
parotidKabscessYKSystematiccandcAppliedcMicrobiologyWK2005WKciWKdbgXcc 4.2 20

55 SrRSKcoronavirusKdetectionKmethodsYKEmergingcInfectiouscDiseasesWK2005WKbbWKbbaiXbb 10.2 49

54 tloningKandKcharacterizationKofKaKchromosomalKclassKtKbetaXlactamaseKandKitsKregulatoryKgeneKinK
üaribacterKhongkongensisYKAntimicrobialcAgentscandcChemotherapyWK2005WKejWKbjfhXge 5.9 29

53 üifeXthreateningKinvasiveKyelcococcusKkunziiKinfectionsKinKintravenousXdrugKusersKandK
ermrXmediatedKerythromycinKresistanceYKJournalcofcClinicalcMicrobiologyWK2005WKedWKgcafXi 9.7 32

(2005-2006)

19



52 znKsilicoKanalysisKofKORwbabKinKcoronavirusKyKUbKgenomeKrevealsKaKuniqueKputativeKcleavageKsiteKofK
coronavirusKyKUbKdtXlikeKproteaseYKMicrobiologycandcImmunologyWK2005WKejWKijjXjai 2.7 30

51
rnaerosporaKhongkongensisKgenYKnovYKspYKnovYWKaKnovelKgenusKandKspeciesKwithKribosomalKuγrK
operonKheterogeneityKisolatedKfromKanKintravenousKdrugKabuserKwithKpseudobacteremiaYK
MicrobiologycandcImmunologyWK2005WKejWKdbXj

2.7 11

50 ReducedKlevofloxacinKsusceptibilityKandKtetracyclineKresistanceKinKaKclinicalKisolateKofKyaemophilusK
quentiniKidentifiedKbyKbgSKrRγrKsequencingYKJournalcofcClinicalcMicrobiologyWK2005WKedWKfdjbXc 9.7 13

49
uifferentialKsensitivitiesKofKsevereKacuteKrespiratoryKsyndromeKSSrRSTKcoronavirusKspikeK
polypeptideKenzymeXlinkedKimmunosorbentKassayKSvüzSrTKandKSrRSKcoronavirusKnucleocapsidK
proteinKvüzSrKforKserodiagnosisKofKSrRSKcoronavirusKpneumoniaYKJournalcofcClinicalcMicrobiologyWK
2005WKedWKdafeXi

9.7 100

48
tomparativeKhostKgeneKtranscriptionKbyKmicroarrayKanalysisKearlyKafterKinfectionKofKtheKyuhhKcellK
lineKbyKsevereKacuteKrespiratoryKsyndromeKcoronavirusKandKhumanKcoronavirusKccjvYKJournalcofc
VirologyWK2005WKhjWKgbiaXjd

6.6 76

47 tlinicalKandKmolecularKepidemiologicalKfeaturesKofKcoronavirusKyKUbXassociatedK
communityXacquiredKpneumoniaYKJournalcofcInfectiouscDiseasesWK2005WKbjcWKbijiXjah 7 193

46 TyphoidKfeverKassociatedKwithKacuteKappendicitisKcausedKbyKanKybXjKstrainKofKSalmonellaKentericaK
serotypeKTyphiYKJournalcofcClinicalcMicrobiologyWK2005WKedWKbehaXc 9.7 15

45 yumanKparainfluenzaKvirusKeKoutbreakKandKtheKroleKofKdiagnosticKtestsYKJournalcofcClinicalc
MicrobiologyWK2005WKedWKefbfXcb 9.7 73

44 tlinicalKdeteriorationKinKcommunityKacquiredKinfectionsKassociatedKwithKlymphocyteKupsurgeKinK
immunocompetentKhostsYKScandinaviancJournalcofcInfectiouscDiseasesWK2004WKdgWKhedXfb 4

43
PhenotypicKandKmolecularKcharacterizationKofKerythromycinKresistanceKinKfourKisolatesKofK
StreptococcusXlikeKgramXpositiveKcocciKcausingKbacteremiaYKJournalcofcClinicalcMicrobiologyWK2004WK
ecWKddadXf

9.7 7

42 rwβPcKencodesKaKnovelKimmunogenicKproteinKofKtheKantigenicKmannoproteinKsuperfamilyKinK
rspergillusKfumigatusYKJournalcofcClinicalcMicrobiologyWK2004WKecWKccihXjb 9.7 29

41 TwoKcasesKofKcontinuousKambulatoryKperitonealKdialysisXassociatedKperitonitisKdueKtoKPlesiomonasK
shigelloidesYKJournalcofcClinicalcMicrobiologyWK2004WKecWKjddXf 9.7 13

40
uetectionKofKspecificKantibodiesKtoKsevereKacuteKrespiratoryKsyndromeKSSrRSTKcoronavirusK
nucleocapsidKproteinKforKserodiagnosisKofKSrRSKcoronavirusKpneumoniaYKJournalcofcClinicalc
MicrobiologyWK2004WKecWKcdagXj

9.7 101

39 sacteremiaKdueKtoKtlostridiumKhathewayiKinKaKpatientKwithKacuteKappendicitisYKJournalcofcClinicalc
MicrobiologyWK2004WKecWKfjehXj 9.7 45

38 vnterococcusKcecorumKempyemaKthoracisKsuccessfullyKtreatedKwithKcefotaximeYKJournalcofcClinicalc
MicrobiologyWK2004WKecWKjbjXcc 9.7 39

37 üackKofKevidenceKthatKuγrKinKantibioticKpreparationsKisKaKsourceKofKantibioticKresistanceKgenesKinK
bacteriaKfromKanimalKorKhumanKsourcesYKAntimicrobialcAgentscandcChemotherapyWK2004WKeiWKdbebXg 5.9 9

36
üongitudinalKprofileKofKimmunoglobulinKxKSzgxTWKzgβWKandKzgrKantibodiesKagainstKtheKsevereKacuteK
respiratoryKsyndromeKSSrRSTKcoronavirusKnucleocapsidKproteinKinKpatientsKwithKpneumoniaKdueKtoK
theKSrRSKcoronavirusYKVaccinecJournalWK2004WKbbWKggfXi

132

35 uetectionKofKsevereKacuteKrespiratoryKsyndromeKSSrRSTKcoronavirusKnucleocapsidKproteinKinKsarsK
patientsKbyKenzymeXlinkedKimmunosorbentKassayYKJournalcofcClinicalcMicrobiologyWK2004WKecWKciieXj 9.7 101

Susanna Kar-Pui Lau

20



34
tontinuousKambulatoryKperitonealKdialysisXrelatedKperitonitisKassociatedKwithKüancefieldKgroupKxK
betaXhemolyticKstreptococcuskKreportKofKtwoKcasesKrequiringKTenckhoffKcatheterKremovalYKJournalcofc
ClinicalcMicrobiologyWK2004WKecWKedjjXeac

9.7 5

33 tharacterizationKofKyaemophilusKsegnisWKanKimportantKcauseKofKbacteremiaWKbyKbgSKrRγrKgeneK
sequencingYKJournalcofcClinicalcMicrobiologyWK2004WKecWKihhXia 9.7 37

32
walseXpositiveKresultsKinKaKrecombinantKsevereKacuteKrespiratoryKsyndromeXassociatedKcoronavirusK
SSrRSXtoVTKnucleocapsidKenzymeXlinkedKimmunosorbentKassayKdueKtoKytoVXOtedKandKytoVXccjvK
rectifiedKbyKWesternKblottingKwithKrecombinantKSrRSXtoVKspikeKpolypeptideYKJournalcofcClinicalc
MicrobiologyWK2004WKecWKfiifXi

9.7 66

31 MStreptococcusKmilleriMKendocarditisKcausedKbyKStreptococcusKanginosusYKDiagnosticcMicrobiologyc
andcInfectiouscDiseaseWK2004WKeiWKibXi 2.9 59

30
vggerthellaKhongkongensisKspYKnovYKandKeggerthellaKsinensisKspYKnovYWKtwoKnovelKvggerthellaK
speciesWKaccountKforKhalfKofKtheKcasesKofKvggerthellaKbacteremiaYKDiagnosticcMicrobiologycandc
InfectiouscDiseaseWK2004WKejWKcffXgd

2.9 90

29 sacteremiaKinKaKpatientKwithKcolonicKcarcinomaKcausedKbyKaKnovelKSedimentibacterKspecieskK
SedimentibacterKhongkongensisKspYKnovYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2004WKfaWKibXh 2.9 7

28 RelativeKratesKofKnonXpneumonicKSrRSKcoronavirusKinfectionKandKSrRSKcoronavirusKpneumoniaYK
LancetocTheWK2004WKdgdWKiebXf 40 114

27 rssociationKofKüaribacterKhongkongensisKinKcommunityXacquiredKgastroenteritisKwithKtravelKandK
eatingKfishkKaKmulticentreKcaseXcontrolKstudyYKLancetocTheWK2004WKdgdWKbjebXh 40 76

26 UseKofKcefoperazoneKβactonkeyKagarKforKselectiveKisolationKofKüaribacterKhongkongensisYKJournalc
ofcClinicalcMicrobiologyWK2003WKebWKeidjXeb 9.7 37

25 xranulicatellaKadiacensKandKrbiotrophiaKdefectivaKbacteraemiaKcharacterizedKbyKbgSKrRγrKgeneK
sequencingYKJournalcofcMedicalcMicrobiologyWK2003WKfcWKbdhXbea 3.2 71

24
UsefulnessKofKtheKβicroSeqKfaaKbgSKribosomalKuγrXbasedKbacterialKidentificationKsystemKforK
identificationKofKclinicallyKsignificantKbacterialKisolatesKwithKambiguousKbiochemicalKprofilesYKJournalc
ofcClinicalcMicrobiologyWK2003WKebWKbjjgXcaab

9.7 135

23 rctinomycesKhongkongensisKspYKnovYKaKnovelKrctinomycesKspeciesKisolatedKfromKaKpatientKwithK
pelvicKactinomycosisYKSystematiccandcAppliedcMicrobiologyWK2003WKcgWKfbiXcc 4.2 31

22 TheKmitochondrialKgenomeKofKtheKthermalKdimorphicKfungusKPenicilliumKmarneffeiKisKmoreKcloselyK
relatedKtoKthoseKofKmoldsKthanKyeastsYKFEBScLettersWK2003WKfffWKegjXhh 3.8 54

21 varlyKdiagnosisKofKvxophialaKtrPuKperitonitisKbyKbiSKribosomalKRγrKgeneKsequencingKandKitsK
clinicalKsignificanceYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2003WKegWKjfXbac 2.9 17

20 üaribacterKhongkongensiskKaKpotentialKcauseKofKinfectiousKdiarrheaYKDiagnosticcMicrobiologycandc
InfectiouscDiseaseWK2003WKehWKffbXg 2.9 44

19
rnalysisKofKaKviridansKgroupKstrainKrevealsKaKcaseKofKbacteremiaKdueKtoKlancefieldKgroupKxK
alphaXhemolyticKStreptococcusKdysgalactiaeKsubspKequisimilisKinKaKpatientKwithKpyomyositisKandK
reactiveKarthritisYKJournalcofcClinicalcMicrobiologyWK2003WKebWKgbdXi

9.7 33

18 tlinicalKandKmolecularKepidemiologyKofKerythromycinXresistantKbetaXhemolyticKlancefieldKgroupKxK
streptococciKcausingKbacteremiaYKJournalcofcClinicalcMicrobiologyWK2003WKebWKfbiiXjb 9.7 26

17 xeographicalKdifferenceKofKdiseaseKassociationKinKStreptococcusKbovisKbacteraemiaYKJournalcofc
MedicalcMicrobiologyWK2003WKfcWKjadXjai 3.2 54

(2003-2004)

21



16
SeronegativeKbacteremicKmelioidosisKcausedKbyKsurkholderiaKpseudomalleiKwithKambiguousK
biochemicalKprofilekKclinicalKimportanceKofKaccurateKidentificationKbyKbgSKrRγrKgeneKandKgrovüKgeneK
sequencingYKJournalcofcClinicalcMicrobiologyWK2003WKebWKdjhdXh

9.7 23

15 znvasiveKStreptococcusKiniaeKinfectionsKoutsideKγorthKrmericaYKJournalcofcClinicalcMicrobiologyWK2003
WKebWKbaaeXj 9.7 101

14 TsukamurellaKconjunctivitiskKaKnovelKclinicalKsyndromeYKJournalcofcClinicalcMicrobiologyWK2003WKebWKddgiXhb9.7 50

13 βolecularKcharacterizationKofKaKstrainKofKgroupKaKstreptococcusKisolatedKfromKaKpatientKwithKaKpsoasK
abscessYKJournalcofcClinicalcMicrobiologyWK2003WKebWKeiiiXjb 9.7 13

12 rwüβPbKencodesKanKantigenicKcelKwallKproteinKinKrspergillusKflavusYKJournalcofcClinicalcMicrobiologyWK
2003WKebWKiefXfa 9.7 40

11 tatheterXrelatedKβicrobacteriumKbacteremiaKidentifiedKbyKbgSKrRγrKgeneKsequencingYKJournalcofc
ClinicalcMicrobiologyWK2002WKeaWKcgibXf 9.7 54

10 uetectionKofKantibodiesKspecificKtoKanKantigenicKcellKwallKgalactomannoproteinKforKserodiagnosisKofK
rspergillusKfumigatusKaspergillosisYKJournalcofcClinicalcMicrobiologyWK2002WKeaWKcaebXf 9.7 48

9 uetectionKofKcellKwallKgalactomannoproteinKrfmpbpKinKcultureKsupernatantsKofKrspergillusK
fumigatusKandKinKseraKofKaspergillosisKpatientsYKJournalcofcClinicalcMicrobiologyWK2002WKeaWKedicXh 9.7 36

8 zdentificationKbyKbgSKrRγrKgeneKsequencingKofKüactobacillusKsalivariusKbacteremicKcholecystitisYK
JournalcofcClinicalcMicrobiologyWK2002WKeaWKcgfXh 9.7 68

7 StreptococcusKsinensisKspYKnovYWKaKnovelKspeciesKisolatedKfromKaKpatientKwithKinfectiveKendocarditisYK
JournalcofcClinicalcMicrobiologyWK2002WKeaWKiafXba 9.7 80

6 uiagnosisKofKpelvicKactinomycosisKbyKbgSKribosomalKRγrKgeneKsequencingKandKitsKclinicalK
significanceYKDiagnosticcMicrobiologycandcInfectiouscDiseaseWK2002WKedWKbbdXi 2.9 35

5
SingleKgeneKtargetKbacterialKidentificationYKgrovüKgeneKsequencingKforKdiscriminatingKclinicalK
isolatesKofKsurkholderiaKpseudomalleiKandKsurkholderiaKthailandensisYKDiagnosticcMicrobiologycandc
InfectiouscDiseaseWK2002WKeeWKbedXj

2.9 43

4 yaemophilusKsegnisKpolymicrobialKandKmonomicrobialKbacteraemiaKidentifiedKbyKbgSKribosomalK
RγrKgeneKsequencingYKJournalcofcMedicalcMicrobiologyWK2002WKfbWKgdfXgea 3.2 12

3 UseKofKrecombinantKmitogillinKforKserodiagnosisKofKrspergillusKfumigatusXassociatedKdiseasesYK
JournalcofcClinicalcMicrobiologyWK2001WKdjWKefjiXgaa 9.7 7

2 xroupKxKbetaXhemolyticKstreptococcalKbacteremiaKcharacterizedKbyKbgSKribosomalKRγrKgeneK
sequencingYKJournalcofcClinicalcMicrobiologyWK2001WKdjWKdbehXff 9.7 89

1 üaribacterKhongkongensisKgenYKnovYWKspYKnovYWKaKnovelKgramXnegativeKbacteriumKisolatedKfromKaK
cirrhoticKpatientKwithKbacteremiaKandKempyemaYKJournalcofcClinicalcMicrobiologyWK2001WKdjWKecchXdc 9.7 105

Susanna Kar-Pui Lau

22


