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n Paper IF Citations

112 vMsecondMgenerationMhumanMhaplotypeMmapMofMoverMhcfMmillionMSNPscMNatureaM2007aMiinaMmjfbkf 50.4 3647

111 vMgenomebwideMassociationMstudyMidentifiesMnovelMriskMlociMforMtypeMgMdiabetescMNatureaM2007aMiijaMmmfbj 50.4 2327

110 InternationalMnetworkMofMcancerMgenomeMprojectscMNatureaM2010aMikiaMnnhbm 50.4 1613

109 vMpredominantlyMclonalMmultibinstitutionalMoutbreakMofMxlostridiumMdifficilebassociatedMdiarrheaMwithM
highMmorbidityMandMmortalitycMNewkEnglandkJournalkofkMedicineaM2005aMhjhaMgiigbn 59.2 1589

108 TheMcommonMPPvRgammaMProfgvlaMpolymorphismMisMassociatedMwithMdecreasedMriskMofMtypeMgM
diabetescMNaturekGeneticsaM2000aMgkaMlkbme 36.3 1486

107 éenomebwideMdetectionMandMcharacterizationMofMpositiveMselectionMinMhumanMpopulationscMNatureaM
2007aMiinaMnfhbm 50.4 1367

106 IdentificationMofMprebleukaemicMhaematopoieticMstemMcellsMinMacuteMleukaemiacMNatureaM2014aMjekaMhgmbhh50.4 1011

105 yiscoveryMofMcrossbreactiveMprobesMandMpolymorphicMxpésMinMtheMIlluminaMInfiniumM
HumanMethylationijeMmicroarraycMEpigeneticsaM2013aMmaMgehbn 5.7 953

104 éenomebwideMassociationMscanMidentifiesMaMcolorectalMcancerMsusceptibilityMlocusMonMchromosomeM
mqgicMNaturekGeneticsaM2007aMhnaMnmnbni 36.3 609

103 éenomebwideMassociationMscanMidentifiesMaMcolorectalMcancerMsusceptibilityMlocusMonMffqghMandM
replicatesMriskMlociMatMmqgiMandMfmqgfcMNaturekGeneticsaM2008aMieaMkhfbl 36.3 486

102 IdentificationMofMaMgeneMcausingMhumanMcytochromeMcMoxidaseMdeficiencyMbyMintegrativeMgenomicscM
ProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaaM2003aMfeeaMkejbfe 11.5 472

101 MetabanalysisMofMgenomebwideMassociationMdataMidentifiesMfourMnewMsusceptibilityMlociMforMcolorectalM
cancercMNaturekGeneticsaM2008aMieaMfigkbhj 36.3 457

100 xharacterizationMofMaMcommonMsusceptibilityMlocusMforMasthmabrelatedMtraitscMScienceaM2004aMheiaMheebi 33.3 382

99 LargebscaleMdiscoveryMandMgenotypingMofMsinglebnucleotideMpolymorphismsMinMtheMmousecMNaturek
GeneticsaM2000aMgiaMhmfbk 36.3 371

98 vRSvxSaMaMspasticMataxiaMcommonMinMnortheasternMQuˆ'becaMisMcausedMbyMmutationsMinMaMnewMgeneM
encodingManMffcjbkbMORFcMNaturekGeneticsaM2000aMgiaMfgebj 36.3 332

97 SpatialMgenomicMheterogeneityMwithinMlocalizedaMmultifocalMprostateMcancercMNaturekGeneticsaM2015aM
ilaMlhkbij 36.3 306

96 vnMoptimizedMsetMofMhumanMtelomereMclonesMforMstudyingMtelomereMintegrityMandMarchitecturecM
AmericankJournalkofkHumankGeneticsaM2000aMklaMhgebhg 11 270
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95 éenomewideMscanMofMmultipleMsclerosisMinMFinnishMmultiplexMfamiliescMAmericankJournalkofkHumank
GeneticsaM1997aMkfaMfhlnbml 11 267

94 yiseaseMvariantsMalterMtranscriptionMfactorMlevelsMandMmethylationMofMtheirMbindingMsitescMNaturek
GeneticsaM2017aMinaMfhfbfhm 36.3 252

93 vMpredominantMroleMforMtheMHLvMclassMIIMregionMinMtheMassociationMofMtheMMHxMregionMwithMmultipleM
sclerosiscMNaturekGeneticsaM2005aMhlaMffembfg 36.3 252

92 IdentificationMofMéeneticMSusceptibilityMLociMforMxolorectalMTumorsMinMaMéenomebWideMMetabanalysiscM
GastroenterologyaM2013aMfiiaMlnnbmelcegi 13.3 250

91 xisbactingMregulatoryMvariationMinMtheMhumanMgenomecMScienceaM2004aMhekaMkilbje 33.3 218

90 vMsurveyMofMgeneticMandMepigeneticMvariationMaffectingMhumanMgeneMexpressioncMPhysiologicalk
GenomicsaM2004aMfkaMfmibnh 3.6 201

89 vMcomprehensiveMassessmentMofMsomaticMmutationMdetectionMinMcancerMusingMwholebgenomeM
sequencingcMNaturekCommunicationsaM2015aMkaMfeeef 17.4 199

88 vnalysisMofMjmnahekMgenomesMidentifiesMindividualsMresilientMtoMsevereMMendelianMchildhoodM
diseasescMNaturekBiotechnologyaM2016aMhiaMjhfbm 44.5 196

87 vssociationMofMvitaminMyMreceptorMgeneticMvariantsMwithMsusceptibilityMtoMasthmaMandMatopycM
AmericankJournalkofkRespiratorykandkCriticalkCarekMedicineaM2004aMfleaMnklblh 10.2 192

86 yifferentialMallelicMexpressionMinMtheMhumanMgenomeoMaMrobustMapproachMtoMidentifyMgeneticMandM
epigeneticMcisbactingMmechanismsMregulatingMgeneMexpressioncMPLoSkGeneticsaM2008aMiaMefeeeeek 6 190

85 yiscoveryMofMcommonMandMrareMgeneticMriskMvariantsMforMcolorectalMcancercMNaturekGeneticsaM2019aMjfaMlkbml36.3 177

84 MetabanalysisMofMnewMgenomebwideMassociationMstudiesMofMcolorectalMcancerMriskcMHumankGeneticsaM
2012aMfhfaMgflbhi 6.3 173

83 xharacterizationMofMvariabilityMinMlargebscaleMgeneMexpressionMdataoMimplicationsMforMstudyMdesigncM
GenomicsaM2002aMlnaMfeibfh 4.3 165

82 xvéMexpansionMinMtheMHuntingtonMdiseaseMgeneMisMassociatedMwithMaMspecificMandMtargetableM
predisposingMhaplogroupcMAmericankJournalkofkHumankGeneticsaM2009aMmiaMhjfbkk 11 163

81 vMsusceptibilityMlocusMforMasthmabrelatedMtraitsMonMchromosomeMlMrevealedMbyMgenomebwideMscanMinM
aMfounderMpopulationcMNaturekGeneticsaM2001aMgmaMmlbnf 36.3 148

80 vMPanbwxLgMinhibitorMrendersMbonebmarrowbresidentMhumanMleukemiaMstemMcellsMsensitiveMtoM
tyrosineMkinaseMinhibitioncMCellkStemkCellaM2013aMfgaMhfkbgm 18 140

79 PolymorphismsMinMtollblikeMreceptorMiMareMnotMassociatedMwithMasthmaMorMatopybrelatedMphenotypescM
AmericankJournalkofkRespiratorykandkCriticalkCarekMedicineaM2002aMfkkaMfiinbjk 10.2 138

78 vssociationMofMaspirinMandMNSvIyMuseMwithMriskMofMcolorectalMcancerMaccordingMtoMgeneticMvariantscM
JAMAk-kJournalkofkthekAmericankMedicalkAssociationaM2015aMhfhaMffhhbig 27.4 135

(2015-1997)
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77 jTMflankingMvariantsMofMresistinMareMassociatedMwithMobesitycMDiabetesaM2002aMjfaMfkgnbhi 0.9 129

76 vsthmaMandMgenesMencodingMcomponentsMofMtheMvitaminMyMpathwaycMRespiratorykResearchaM2009aMfeaMnm 7.3 110

75 éenomebwideMassociationMstudyMofMcolorectalMcancerMidentifiesMsixMnewMsusceptibilityMlocicMNaturek
CommunicationsaM2015aMkaMlfhm 17.4 106

74 InfluenceMofMhumanMgenomeMpolymorphismMonMgeneMexpressioncMHumankMolecularkGeneticsaM2006aM
fjMSpecMNoMfaMRnbfk 5.6 106

73 MetabanalysisMidentifiesMsevenMsusceptibilityMlociMinvolvedMinMtheMatopicMmarchcMNaturek
CommunicationsaM2015aMkaMmmei 17.4 105

72 RadiationMhybridMmapMofMtheMmouseMgenomecMNaturekGeneticsaM1999aMggaMhmibl 36.3 103

71 yisruptionMofMvPfSfaMcausingMaMnovelMneurocutaneousMsyndromeaMperturbsMdevelopmentMofMtheMskinM
andMspinalMcordcMPLoSkGeneticsaM2008aMiaMefeeegnk 6 102

70 falphaagjbdihydroxybvitaminMyhMstimulationMofMbronchialMsmoothMmuscleMcellsMinducesMautocrineaM
contractilityaMandMremodelingMprocessescMPhysiologicalkGenomicsaM2007aMgnaMfkfbm 3.6 102

69 SurveyMofMallelicMexpressionMusingMzSTMminingcMGenomekResearchaM2005aMfjaMfjmibnf 9.7 99

68 FunctionalMclassesMofMbronchialMmucosaMgenesMthatMareMdifferentiallyMexpressedMinMasthmacMBMCk
GenomicsaM2004aMjaMgf 4.5 93

67 vnalysesMofMassociationsMwithMasthmaMinMfourMasthmaMpopulationMsamplesMfromMxanadaMandM
vustraliacMHumankGeneticsaM2009aMfgjaMiijbjn 6.3 91

66 LongbrangeMepigeneticMregulationMisMconferredMbyMgeneticMvariationMlocatedMatMthousandsMofM
independentMlocicMNaturekCommunicationsaM2015aMkaMkhgk 17.4 90

65 vutosomalMrecessiveMspasticMataxiaMofMxharlevoixbSaguenaycMNeuromuscularkDisordersaM1998aMmaMilibn 2.9 89

64 vMmissenseMmutationMURjkjWVMinMcirhinMUFLJfilgmVMinMNorthMvmericanMIndianMchildhoodMcirrhosiscM
AmericankJournalkofkHumankGeneticsaM2002aMlfaMfiihbn 11 88

63 MappingMcommonMregulatoryMvariantsMtoMhumanMhaplotypescMHumankMolecularkGeneticsaM2005aMfiaMhnkhblf5.6 82

62 vnMevaluationMofMtheMperformanceMofMtagMSNPsMderivedMfromMHapMapMinMaMxaucasianMpopulationcM
PLoSkGeneticsaM2006aMgaMegl 6 81

61 TowardMfurtherMmappingMofMtheMassociationMbetweenMtheMILgRvMlocusMandMtypeMfMdiabetescMDiabetesaM
2007aMjkaMfflibk 0.9 76

60 vMYvxbbasedMphysicalMmapMofMtheMmouseMgenomecMNaturekGeneticsaM1999aMggaMhmmbnh 36.3 68
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59 NovelMxommonMéeneticMSusceptibilityMLociMforMxolorectalMxancercMJournalkofkthekNationalkCancerk
InstituteaM2019aMfffaMfikbfjl 9.7 67

58 éLIgMinhibitionMabrogatesMhumanMleukemiaMstemMcellMdormancycMJournalkofkTranslationalkMedicineaM
2015aMfhaMnm 8.5 66

57 IdentificationMofMsusceptibilityMgenesMforMcomplexMdiseasesMusingMpoolingbbasedMgenomebwideM
associationMscanscMHumankGeneticsaM2009aMfgjaMhejbfm 6.3 66

56 IdentificationMofMSusceptibilityMLociMandMéenesMforMxolorectalMxancerMRiskcMGastroenterologyaM2016aM
fjeaMfkhhbfkij 13.3 64

55 SexbstratifiedMlinkageManalysisMidentifiesMaMfemalebspecificMlocusMforMIgzMtoMcockroachMinMxostaMRicanscM
AmericankJournalkofkRespiratorykandkCriticalkCarekMedicineaM2008aMfllaMmhebk 10.2 63

54 ManganeseMsuperoxideMdismutaseMinductionMbyMironMisMimpairedMinMFriedreichMataxiaMcellscMFEBSk
LettersaM2001aMjenaMfefbj 3.8 63

53 LocationMscoreMandMhaplotypeManalysesMofMtheMlocusMforMautosomalMrecessiveMspasticMataxiaMofM
xharlevoixbSaguenayaMinMchromosomeMregionMfhqffcMAmericankJournalkofkHumankGeneticsaM1999aMkiaMlkmblj11 63

52 vMnovelMsyndromeMaffectingMmultipleMmitochondrialMfunctionsaMlocatedMbyMmicrocellbmediatedM
transferMtoMchromosomeMgpfibgpfhcMAmericankJournalkofkHumankGeneticsaM2001aMkmaMhmkbnk 11 62

51 vMradiationMhybridMmapMofMmouseMgenescMNaturekGeneticsaM2001aMgnaMgefbj 36.3 61

50 ReplicationMofManMassociationMbetweenMflqgfMSNPsMandMasthmaMinMaMFrenchbxanadianMfamilialM
collectioncMHumankGeneticsaM2008aMfghaMnhbj 6.3 59

49 cMNaturekGeneticsaM2001aMgmaMmlbnf 36.3 58

48 vMgenomebwideMapproachMtoMidentifyingMnovelbimprintedMgenescMHumankGeneticsaM2008aMfggaMkgjbhi 6.3 56

47 xorrectionMofMpopulationMstratificationMinMlargeMmultibethnicMassociationMstudiescMPLoSkONEaM2008aMhaMefhmg3.7 53

46 xumulativeMwurdenMofMxolorectalMxancerbvssociatedMéeneticMVariantsMIsMMoreMStronglyMvssociatedM
WithMzarlybOnsetMvsMLatebOnsetMxancercMGastroenterologyaM2020aMfjmaMfglibfgmkcefg 13.3 47

45 vMgeneticMlinkageMmapMofMtheMvervetMmonkeyMUxhlorocebusMaethiopsMsabaeusVcMMammaliankGenomeaM
2007aMfmaMhilbke 3.2 46

44 vMsecondbgenerationMassociationMstudyMofMtheMjqhfMcytokineMgeneMclusterMandMtheMinterleukinbiM
receptorMinMasthmacMGenomicsaM2001aMllaMhjbig 4.3 44

43 vMprogressiveMautosomalMrecessiveMcataractMlocusMmapsMtoMchromosomeMnqfhbqggcMAmericankJournalk
ofkHumankGeneticsaM2001aMkmaMllgbl 11 44

42 vnatomyMofMaMfounderMeffectoMmyotonicMdystrophyMinMNortheasternMQuebeccMHumankGeneticsaM2005aM
fflaMfllbml 6.3 42

(2005-2019)
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41 vssociationMofMurokinasebtypeMplasminogenMactivatorMwithMasthmaMandMatopycMAmericankJournalkofk
RespiratorykandkCriticalkCarekMedicineaM2007aMfljaMffenbfk 10.2 41

40 vllelebspecificMexpressionMinMtheMgermlineMofMpatientsMwithMfamilialMpancreaticMcanceroManMunbiasedM
approachMtoMcancerMgeneMdiscoverycMCancerkBiologykandkTherapyaM2008aMlaMfhjbii 4.6 37

39 PRKxvMandMmultipleMsclerosisoMassociationMinMtwoMindependentMpopulationscMPLoSkGeneticsaM2006aMgaMeig 6 37

38 vMgenomewideMlinkagebdisequilibriumMscanMlocalizesMtheMSaguenaybLacbSaintbJeanMcytochromeM
oxidaseMdeficiencyMtoMgpfkcMAmericankJournalkofkHumankGeneticsaM2001aMkmaMhnlbien 11 37

37 vMPxRbbasedMlinkageMmapMofMhumanMchromosomeMfcMGenomicsaM1993aMfjaMgjfbm 4.3 36

36 xharacterizationMofMshortMtandemMrepeatsMfromMthirtyboneMhumanMtelomerescMGenomekResearchaM
1997aMlaMnflbgh 9.7 34

35
LocalizationMofMaMrecessiveMgeneMforMNorthMvmericanMIndianMchildhoodMcirrhosisMtoMchromosomeM
regionMfkqggbandMidentificationMofMaMsharedMhaplotypecMAmericankJournalkofkHumankGeneticsaM2000aM
klaMgggbm

11 34

34 éenomebwideMModelingMofMPolygenicMRiskMScoreMinMxolorectalMxancerMRiskcMAmericankJournalkofk
HumankGeneticsaM2020aMfelaMihgbiii 11 31

33 vnMatypicalMformMofMerythrokeratodermiaMvariabilisMmapsMtoMchromosomeMlqggcMHumankGeneticsaM
2005aMffkaMfklblf 6.3 30

32 éenomebWideMInteractionMvnalysesMbetweenMéeneticMVariantsMandMvlcoholMxonsumptionMandM
SmokingMforMRiskMofMxolorectalMxancercMPLoSkGeneticsaM2016aMfgaMefeekgnk 6 30

31 éenesMtoMdiseasesMUégyVMcomputationalMmethodMtoMidentifyMasthmaMcandidateMgenescMPLoSkONEaM
2008aMhaMegnel 3.7 30

30 éeneticMvariantsMandMsusceptibilityMtoMneurologicalMcomplicationsMfollowingMWestMNileMvirusM
infectioncMJournalkofkInfectiouskDiseasesaM2011aMgeiaMfehfbl 7 28

29 FunctionalMpromoterMSNPsMinMcellMcycleMcheckpointMgenescMHumankMolecularkGeneticsaM2005aMfiaMgkifbm 5.6 26

28 vMgenomebwideMassociationMstudyMforMcolorectalMcancerMidentifiesMaMriskMlocusMinMfiqghcfcMHumank
GeneticsaM2015aMfhiaMfginbfgkg 6.3 25

27 éenomebWideMyNvMMethylationMvnalysisMRevealsMzpigeneticMyysregulationMofMMicroRNvbhivMinM
TPjhbvssociatedMxancerMSusceptibilitycMJournalkofkClinicalkOncologyaM2016aMhiaMhknlbhlei 2.2 25

26 vnalysisMofMearlyMxgxfgMmyogenesisMidentifiesMstablyMandMdifferentiallyMexpressedMtranscriptionalM
regulatorsMwhoseMknockbdownMinhibitsMmyoblastMdifferentiationcMPhysiologicalkGenomicsaM2012aMiiaMfmhbnl3.6 25

25 yetectionMandMcharacterizationMofMyNvMvariantsMinMtheMpromoterMregionsMofMhundredsMofMhumanM
diseaseMcandidateMgenescMGenomicsaM2006aMmlaMleibfe 4.3 25

24 xompleteMnucleotideMsequenceMandMgenomicMstructureMofMtheMhumanMNRvMPfMgeneMregionMonM
chromosomeMregionMgqhjcMMammaliankGenomeaM2000aMffaMljjbkg 3.2 25

Thomas J Hudson

6



23 IdentificationMofMaMcommonMvariantMwithMpotentialMpleiotropicMeffectMonMriskMofMinflammatoryMbowelM
diseaseMandMcolorectalMcancercMCarcinogenesisaM2015aMhkaMnnnbfeel 4.6 21

22 vutosomalMrecessiveMspasticMataxiaMofMxharlevoixbSaguenayMUvRSvxSVoMhighbresolutionMphysicalMandM
transcriptMmapMofMtheMcandidateMregionMinMchromosomeMregionMfhqffcMGenomicsaM1999aMkgaMfjkbki 4.3 20

21 vMcisbactingMregulatoryMvariantMinMtheMILgRvMlocuscMJournalkofkImmunologyaM2009aMfmhaMjfjmbkg 5.3 19

20 MappingMcisbactingMregulatoryMvariationMinMrecombinantMcongenicMstrainscMPhysiologicalkGenomicsaM
2006aMgjaMgnibheg 3.6 19

19 MLHfMregionMpolymorphismsMshowMaMsignificantMassociationMwithMxpéMislandMshoreMmethylationMinMaM
largeMcohortMofMhealthyMindividualscMPLoSkONEaM2012aMlaMejfjhf 3.7 17

18 LandscapeMofMsomaticMsingleMnucleotideMvariantsMandMindelsMinMcolorectalMcancerMandMimpactMonM
survivalcMNaturekCommunicationsaM2020aMffaMhkii 17.4 16

17 IdentificationMofMaMchromosomeMmpMlocusMforMearlybonsetMcoronaryMheartMdiseaseMinMaMFrenchM
xanadianMpopulationcMEuropeankJournalkofkHumankGeneticsaM2008aMfkaMfejbfi 5.3 15

16 LargebScaleMUniformMvnalysisMofMxancerMWholeMéenomesMinMMultipleMxomputingMznvironments 14

15 éeneticMvariationMinMimmuneMsignalingMgenesMdifferentiallyMexpressedMinMasthmaticMlungMtissuescM
JournalkofkAllergykandkClinicalkImmunologyaM2008aMfggaMjgnbhkcefl 11.5 13

14 ResourcesMforMgeneticMvariationMstudiescMAnnualkReviewkofkGenomicskandkHumankGeneticsaM2006aMlaMiihbjl9.7 13

13 vctivationMofMhedgehogMsignalingMassociatesMwithMearlyMdiseaseMprogressionMinMchronicMlymphocyticM
leukemiacMBloodaM2019aMfhhaMgkjfbgkkh 2.2 10

12 xommonMvariantsMinMtheMobesitybassociatedMgenesMFTOMandMMxiRMareMnotMassociatedMwithMriskMofM
colorectalMcancercMCancerkEpidemiologyaM2016aMiiaMfbi 2.8 9

11 NoMevidenceMofMgenebcalciumMinteractionsMfromMgenomebwideManalysisMofMcolorectalMcancerMriskcM
CancerkEpidemiologykBiomarkerskandkPreventionaM2014aMghaMgnlfbk 4 9

10 SimulatingMthermalMeffectsMofMMRbguidedMfocusedMultrasoundMinMcorticalMboneMandMitsMsurroundingM
tissuecMMedicalkPhysicsaM2018aMijaMjekbjfn 4.4 9

9
vMsequenceMvariationMinMtheMmitochondrialMglycerolbhbphosphateMdehydrogenaseMgeneMisMassociatedM
withMincreasedMplasmaMglycerolMandMfreeMfattyMacidMconcentrationsMamongMFrenchMxanadianscM
MolecularkGeneticskandkMetabolismaM2001aMlgaMgenbfl

3.7 8

8 TranscriptomebwideMcharacterizationMofMtheMendogenousMmiRbhivbpjhMtumorMsuppressorMnetworkcM
OncotargetaM2016aMlaMinkffbinkgg 3.3 8

7 éeneticMarchitecturesMofMproximalMandMdistalMcolorectalMcancerMareMpartlyMdistinctcMGutaM2021aMleaMfhgjbfhhi19.2 7

6 PersonalizedMmedicineoMaMtransformativeMapproachMisMneededcMCmajaM2009aMfmeaMnffbh 3.5 6

(2009-2015)
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5 FunctionalMnormalizationMofMijekMmethylationMarrayMdataMimprovesMreplicationMinMlargeMcancerMstudies 5

4 TheMeffectMofMjbfluorouracildleucovorinMchemotherapyMonMxpéMmethylationaMorMtheMconfoundingMroleM
ofMleukocyteMheterogeneityoMvnMillustrationcMGenomicsaM2015aMfekaMhiebl 4.3 4

3 xancerMgenomeMvariationMinMchildrenaMadolescentsaMandMyoungMadultscMCanceraM2011aMfflaMggkgbl 6.4 4

2 PatternsMofMvariationMinMyNvMsegmentsMupstreamMofMtranscriptionMstartMsitescMHumankMutationaM2007aM
gmaMiifbje 4.7 4

1 MolecularMandMPathologyMFeaturesMofMxolorectalMTumorsMandMPatientMOutcomesMvreMvssociatedMwithM
andMItsMSubspeciescMCancerkEpidemiologykBiomarkerskandkPreventionaM2021aM 4 1
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