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and mitochondrial sheath malformations. Reproductive Biology and Endocrinology, 2022, 20, 5.

Chromosome-Level Genome Assembly of Anthidium xuezhongi Niu & Zhu, 2020 (Hymenoptera: Apoidea:) Tj ETQq0,0, 0 rgBT [Overlock 1
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infertility in human and mouse. Human Molecular Genetics, 2021, 30, 1996-2011. 14 26
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Genome Biology and Evolution, 2020, 12, 860-866. 11 12
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Zoologica Scripta, 2020, 49, 329-339.

A novel homozygous mutation in WDR19 induces disorganization of microtubules in sperm flagella
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PhenoPro: a novel toolkit for assisting in the diagnosis of Mendelian disease. Bioinformatics, 2019, 35,
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Genome Research, 2018, 28, 192-202.

RET somatic mutations are underrecognized in Hirschsprung disease. Genetics in Medicine, 2018, 20,
104 770-777. 11 24
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Elevated microRNA-520d-5p in the serum of patients with Parkinson's disease, possibly through

106 regulation of cereloplasmin expression. Neuroscience Letters, 2018, 687, 88-93.

1.0 14

Deletion of exon 4 in LAMA? is the most frequent mutation in Chinese patients with laminin i+2-related

muscular dystrophy. Scientific Reports, 2018, 8, 14989.

cTAGE5/MEA6 plays a critical role in neuronal cellular components trafficking and brain development.
108  Proceedings of the National Academy of Sciences of the United States of America, 2018, 115, 3.3 18
E9449-E9458.



110

112

114

116

118

120

122

124

126

FENG ZHANG

ARTICLE IF CITATIONS

The coexistence of copy number variations (CNVs) and single nucleotide polymorphisms (SNPs) at a
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