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in agricultural systems. Global Change Biology, 2022, 28, 140-153. 9 122

Core microbiota drive functional stability of soil microbiome in reforestation ecosystems. Global
Change Biology, 2022, 28, 1038-1047.

Linking soil fungi to bacterial community assembly in arid ecosystems. , 2022, 1, . 76

Temporal Dynamics of Rhizosphere Communities Across the Life Cycle of Panax notoginseng. Frontiers
in Microbiology, 2022, 13, 853077.
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Agricultural Management Drive Bacterial Community Assembly in Different Compartments of Soybean
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Fungi show broader environmental thresholds in wet than dry agricultural soils with distinct

biogeographic patterns. Science of the Total Environment, 2021, 750, 141761. 8.0 12

Coexistence patterns of soil methanogens are closely tied to methane generation and community
assembly in rice paddies. Microbiome, 2021, 9, 20.

Soil phosphorus determines the distinct assembly strategies for abundant and rare bacterial

communities during successional reforestation. Soil Ecology Letters, 2021, 3, 342-355. 45 19

Stochastic community assembly decreases soil fungal richness in arid ecosystems. Molecular Ecology,
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Soil pH and temperature regulate assembly processes of abundant and rare bacterial communities in
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Temporal dynamics of soil bacterial communities and multifunctionality are more sensitive to
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Complexity of bacterial communities within the rhizospheres of legumes drives phenanthrene
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Dominant role of abundant rather than rare bacterial taxa in maintaining agro-soil microbiomes
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nutrients in reforested ecosystems. Microbiome, 2018, 6, 146.

Two cultivated legume plants reveal the enrichment process of the microbiome in the
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