7

papers

7

all docs

1937685

59 4
citations h-index
7 7
docs citations times ranked

2053705

g-index

77

citing authors



“

# ARTICLE IF CITATIONS

DiSNEP: a Disease-Specific gene Network Enhancement to improve Prioritizing candidate disease genes.

Briefings in Bioinformatics, 2021, 22, .

mirPLS: a partial linear structure identifier method for cancer subtyping using microRNAs. a1 1
Bioinformatics, 2020, 36, 4902-4909. :

Detection of Epigenetic Field Defects Using a Weighted Epigenetic Distance-Based Method. Methods in
Molecular Biology, 2020, 2117, 109-131.

Bi-level feature selection in high dimensional AFT models with applications to a genomic study.

Statistical Applications in Genetics and Molecular Biology, 2019, 18, . 0.6 0

Using association signal annotations to boost similarity network fusion. Bioinformatics, 2019, 35,
3718-3726.

Detection of epigenetic field defects using a weighted epigenetic distance-based method. Nucleic Acids 145 9
Research, 2019, 47, e6-e6. :

NEpiC: a network-assisted algorithm for epigenetic studies using mean and variance combined signals.

Nucleic Acids Research, 2016, 44, e134-e134.




