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Analogues of deltorphin | containing conformationally restricted amino acids in position 2:

structure and opioid activity. Journal of Peptide Science, 2015, 21, 120-125.

The solution structure of the MANEC-type domain from hepatocyte growth factor activator

inhibitor-1 reveals an unexpected PAN/apple domain-type fold. Biochemical Journal, 2015, 466, 299-309. 3.7 15

Applications of high dimensionality experiments to biomolecular NMR. Progress in Nuclear Magnetic
Resonance Spectroscopy, 2015, 90-91, 49-73.

Complex formation of fenchone with T+-cyclodextrin: NMR titrations. Journal of Inclusion Phenomena 16 29
and Macrocyclic Chemistry, 2014, 79, 337-342. )

NMR structural studies of the first catalytic half-domain of ubiquitin activating enzyme. Journal of
Structural Biology, 2014, 185, 69-78.

Selective diagonal-free 13C,13C-edited aliphatica€“aromatic NOESY experiment with non-uniform 0.8 ;
sampling. Journal of Biomolecular NMR, 2013, 56, 217-226. :

Impact of Calcium Binding and Thionylation of S100A1 Protein on Its Nuclear Magnetic
Resonance-Derived Structure and Backbone Dynamics. Biochemistry, 2013, 52, 1149-1159.

Sialorphin and its analog as ligands for copper(ll) ions. Polyhedron, 2013, 55, 216-224. 2.2 3

Solution NMR structure and dynamics of human apo-S100A1 protein. Journal of Structural Biology,
2011, 174, 391-399.

<i>N«[i>a€fureidoethyl)amides of cyclic enkephalin analogs. Journal of Peptide Science, 2009, 15, 312-318. 14 13

Complexation of aminoglutethimide with native and modified cyclodextrins. Journal of Physical
Organic Chemistry, 2009, 22, 948-953.

New Analogues of the Potent Cytotoxic Saponin OSW-1. Journal of Medicinal Chemistry, 2007, 50,
3667-3673. 6.4 40

Ureido group containing cyclic dermorphin(14€“7) analogues: synthesis, biology and conformation.

Journal of Peptide Science, 2007, 13, 519-528.

Determination of association constants at moderately fast chemical exchange: Complexation of

camphor enantiomers by Ix-cyclodextrin. Journal of Magnetic Resonance, 2006, 181, 304-309. 21 1



