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n Paper IF Citations

155
zirstLconfirmedLdetectionLofLSuRS_woV_eLinLuntreatedLwastewaterLinLuustralianLuLproofLofLconceptL
forLtheLwastewaterLsurveillanceLofLwOVIx_dmLinLtheLcommunityaLScienceeofetheeTotaleEnvironmentZL
2020ZLkelZLdflkig

10.2 829

154 SuRS_woV_eLinLwastewaternLStateLofLtheLknowledgeLandLresearchLneedsaLScienceeofetheeTotale
EnvironmentZL2020ZLkfmZLdfmcki 10.2 351

153 zirstLdetectionLofLSuRS_woV_eLRNuLinLwastewaterLinLNorthLumericanLuLstudyLinLLouisianaZLUSuaL
ScienceeofetheeTotaleEnvironmentZL2020ZLkgfZLdgcied 10.2 228

152
womparisonLofLvirusLconcentrationLmethodsLforLtheLRT_qPwR_basedLrecoveryLofLmurineLhepatitisL
virusZLaLsurrogateLforLSuRS_woV_eLfromLuntreatedLwastewateraLScienceeofetheeTotaleEnvironmentZL
2020ZLkfmZLdfmmic

10.2 225

151 PersistenceLofLSuRS_woV_eLinLWaterLandLWastewateraLEnvironmentaleScienceeandeTechnologyeLettersZL
2020ZLkZLmfk_mge 11 169

150 xecayLofLSuRS_woV_eLandLsurrogateLmurineLhepatitisLvirusLRNuLinLuntreatedLwastewaterLtoLinformL
applicationLinLwastewater_basedLepidemiologyaLEnvironmentaleResearchZL2020ZLdmdZLddccme 7.9 156

149 Real_timeLPwRLdetectionLofLpathogenicLmicroorganismsLinLroof_harvestedLrainwaterLinLSoutheastL
QueenslandZLuustraliaaLAppliedeandeEnvironmentaleMicrobiologyZL2008ZLkgZLhgmc_i 4.8 121

148 SewageLpollutionLinLurbanLstormwaterLrunoffLasLevidentLfromLtheLwidespreadLpresenceLofLmultipleL
microbialLandLchemicalLsourceLtrackingLmarkersaLScienceeofetheeTotaleEnvironmentZL2013ZLgif_gigZLgll_mi10.2 120

147 MicrobiologicalLqualityLofLroof_harvestedLrainwaterLandLhealthLrisksnLaLreviewaLJournaleofe
EnvironmentaleQualityZL2011ZLgcZLdf_ed 3.4 112

146
HealthLriskLfromLtheLuseLofLroof_harvestedLrainwaterLinLSoutheastLQueenslandZLuustraliaZLasL
potableLorLnonpotableLwaterZLdeterminedLusingLquantitativeLmicrobialLriskLassessmentaLAppliedeande
EnvironmentaleMicrobiologyZL2010ZLkiZLkfle_md

4.8 105

145 PrevalenceLofLhumanLpathogensLandLindicatorsLinLstormwaterLrunoffLinLvrisbaneZLuustraliaaLWatere
ResearchZL2012ZLgiZLiihe_ic 12.5 102

144 SuRS_woV_eLRNuLmonitoringLinLwastewaterLasLaLpotentialLearlyLwarningLsystemLforLwOVIx_dmL
transmissionLinLtheLcommunitynLuLtemporalLcaseLstudyaLScienceeofetheeTotaleEnvironmentZL2021ZLkidZLdggedi10.2 85

143
PerformanceLcharacteristicsLofLqPwRLassaysLtargetingLhuman_LandLruminant_associatedL
bacteroidetesLforLmicrobialLsourceLtrackingLacrossLsixteenLcountriesLonLsixLcontinentsaL
EnvironmentaleScienceekamp;eTechnologyZL2013ZLgkZLlhgl_hi

10.3 84

142 womparisonLofLconcentrationLmethodsLforLquantitativeLdetectionLofLsewage_associatedLviralL
markersLinLenvironmentalLwatersaLAppliedeandeEnvironmentaleMicrobiologyZL2015ZLldZLecge_m 4.8 82

141
xetectionLofLSuRS_woV_eLRNuLinLcommercialLpassengerLaircraftLandLcruiseLshipLwastewaternLaL
surveillanceLtoolLforLassessingLtheLpresenceLofLwOVIx_dmLinfectedLtravellersaLJournaleofeTravele
MedicineZL2020ZLekZL

12.9 81

140 PrevalenceLandLoccurrenceLofLzoonoticLbacterialLpathogensLinLsurfaceLwatersLdeterminedLbyL
quantitativeLPwRaLWatereResearchZL2009ZLgfZLgmdl_el 12.5 79

139 yvidenceLofLsepticLsystemLfailureLdeterminedLbyLaLbacterialLbiochemicalLfingerprintingLmethodaL
JournaleofeAppliedeMicrobiologyZL2005ZLmlZLmdc_ec 4.7 78
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138 wurrentLStatusLofLMarkerLGenesLofLvacteroidesLandLRelatedLTaxaLforLIdentifyingLSewageLPollutionL
inLynvironmentalLWatersaLWateremSwitzerlandnZL2016ZLlZLefd 3 75

137
SurveillanceLofLSuRS_woV_eLRNuLinLwastewaternLMethodsLoptimisationLandLqualityLcontrolLareL
crucialLforLgeneratingLreliableLpublicLhealthLinformationaLCurrenteOpinioneineEnvironmentaleSciencee
andeHealthZL2020ZLdkZLle_le

8.1 66

136 OpportunisticLpathogensLinLroof_capturedLrainwaterLsamplesZLdeterminedLusingLquantitativeLPwRaL
WatereResearchZL2014ZLhfZLfid_m 12.5 64

135 zecalLindicatorsLandLzoonoticLpathogensLinLhouseholdLdrinkingLwaterLtapsLfedLfromLrainwaterLtanksL
inLSoutheastLQueenslandZLuustraliaaLAppliedeandeEnvironmentaleMicrobiologyZL2012ZLklZLedm_ei 4.8 62

134 yvaluationLofLtheLnovelLcrussphageLmarkerLforLsewageLpollutionLtrackingLinLstormLdrainLoutfallsLinL
TampaZLzloridaaLWatereResearchZL2018ZLdfdZLdge_dhc 12.5 61

133 PrecipitationLinfluencesLpathogenicLbacteriaLandLantibioticLresistanceLgeneLabundanceLinLstormL
drainLoutfallsLinLcoastalLsub_tropicalLwatersaLEnvironmenteInternationalZL2018ZLddiZLfcl_fdl 12.9 61

132 yvaluationLofLvacteroidesLmarkersLforLtheLdetectionLofLhumanLfaecalLpollutionaLLetterseineAppliede
MicrobiologyZL2008ZLgiZLefk_ge 2.9 60

131
QuantitativeLmicrobialLriskLassessmentLofLmicrobialLsourceLtrackingLmarkersLinLrecreationalLwaterL
contaminatedLwithLfreshLuntreatedLandLsecondaryLtreatedLsewageaLEnvironmenteInternationalZL2018
ZLddkZLegf_egm

12.9 57

130 HumanLandLbovineLadenovirusesLforLtheLdetectionLofLsource_specificLfecalLpollutionLinLcoastalL
watersLinLuustraliaaLWatereResearchZL2010ZLggZLgiie_kf 12.5 56

129
HostLspecies_specificLmetabolicLfingerprintLdatabaseLforLenterococciLandLyscherichiaLcoliLandLitsL
applicationLtoLidentifyLsourcesLofLfecalLcontaminationLinLsurfaceLwatersaLAppliedeandeEnvironmentale
MicrobiologyZL2005ZLkdZLggid_l

4.8 56

128 ToolboxLupproachesLUsingLMolecularLMarkersLandLdiSLrRNuLGeneLumpliconLxataLSetsLforL
IdentificationLofLzecalLPollutionLinLSurfaceLWateraLAppliedeandeEnvironmentaleMicrobiologyZL2015ZLldZLkcik_kk4.8 55

127 NovelLcrussphageLmarkerLgenesLascertainLsewageLpollutionLinLaLrecreationalLlakeLreceivingLurbanL
stormwaterLrunoffaLWatereResearchZL2018ZLdghZLkim_kkl 12.5 54

126 ImplicationsLofLfaecalLindicatorLbacteriaLforLtheLmicrobiologicalLassessmentLofLroof_harvestedL
rainwaterLqualityLinLsoutheastLQueenslandZLuustraliaaLCanadianeJournaleofeMicrobiologyZL2010ZLhiZLgkd_m 3.2 54

125 womparisonLofLmolecularLmarkersLtoLdetectLfreshLsewageLinLenvironmentalLwatersaLWatereResearchZL
2009ZLgfZLgmcl_dk 12.5 54

124 yvaluationLofLmultipleLsewage_associatedLvacteroidesLPwRLmarkersLforLsewageLpollutionLtrackingaL
WatereResearchZL2009ZLgfZLglke_k 12.5 51

123 GlobalLxistributionLofLHuman_ussociatedLzecalLGeneticLMarkersLinLReferenceLSamplesLfromLSixL
wontinentsaLEnvironmentaleScienceekamp;eTechnologyZL2018ZLheZLhcki_hclg 10.3 49

122 RelativeLinactivationLofLfaecalLindicatorLbacteriaLandLsewageLmarkersLinLfreshwaterLandLseawaterL
microcosmsaLLetterseineAppliedeMicrobiologyZL2014ZLhmZLfgl_hg 2.9 49

121 uLReviewLofLunalyticalLTechniquesLandLTheirLupplicationLinLxiseaseLxiagnosisLinLvreathomicsLandL
SalivaomicsLResearchaLInternationaleJournaleofeMoleculareSciencesZL2016ZLdlZL 6.3 49

(2016-2016)
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120 OccurrenceLofLvirulenceLgenesLassociatedLwithLxiarrheagenicLpathotypesLinLyscherichiaLcoliLisolatesL
fromLsurfaceLwateraLAppliedeandeEnvironmentaleMicrobiologyZL2013ZLkmZLfel_fh 4.8 49

119
wross_womparisonLofLHumanLWastewater_ussociatedLMolecularLMarkersLinLRelationLtoLzecalL
IndicatorLvacteriaLandLyntericLVirusesLinLRecreationalLveachLWatersaLAppliedeandeEnvironmentale
MicrobiologyZL2017ZLlfZL

4.8 45

118 PrevalenceLandLpersistenceLofLyscherichiaLcoliLstrainsLwithLuropathogenicLvirulenceLcharacteristicsL
inLsewageLtreatmentLplantsaLAppliedeandeEnvironmentaleMicrobiologyZL2010ZLkiZLhlle_i 4.8 44

117 HumanLhealthLrisksLforLLegionellaLandLMycobacteriumLaviumLcomplexLTMuwULfromLpotableLandL
non_potableLusesLofLroof_harvestedLrainwateraLWatereResearchZL2017ZLddmZLell_fcf 12.5 43

116 upplicationLofLSourceTrackerLforLuccurateLIdentificationLofLzecalLPollutionLinLRecreationalL
zreshwaternLuLxouble_vlindedLStudyaLEnvironmentaleScienceekamp;eTechnologyZL2018ZLheZLgeck_gedk 10.3 42

115 uLreviewLonLmicrobialLcontaminantsLinLstormwaterLrunoffLandLoutfallsnLPotentialLhealthLrisksLandL
mitigationLstrategiesaLScienceeofetheeTotaleEnvironmentZL2019ZLimeZLdfcg_dfed 10.2 42

114 QuantitativeLPwRLassayLofLsewage_associatedLvacteroidesLmarkersLtoLassessLsewageLpollutionLinLanL
urbanLlakeLinLxhakaZLvangladeshaLCanadianeJournaleofeMicrobiologyZL2010ZLhiZLlfl_gh 3.2 42

113 SourcingLfaecalLpollutionnLaLcombinationLofLlibrary_dependentLandLlibrary_independentLmethodsLtoL
identifyLhumanLfaecalLpollutionLinLnon_seweredLcatchmentsaLWatereResearchZL2007ZLgdZLfkkd_m 12.5 42

112
yvaluationLofLbovineLfeces_associatedLmicrobialLsourceLtrackingLmarkersLandLtheirLcorrelationsLwithL
fecalLindicatorsLandLzoonoticLpathogensLinLaLvrisbaneZLuustraliaZLreservoiraLAppliedeande
EnvironmentaleMicrobiologyZL2013ZLkmZLeile_md

4.8 41

111 yvaluatingLsewage_associatedLJwVLandLvKVLpolyomavirusesLforLsourcingLhumanLfecalLpollutionLinLaL
coastalLriverLinLSoutheastLQueenslandZLuustraliaaLJournaleofeEnvironmentaleQualityZL2010ZLfmZLdkgf_hc 3.4 41

110 OutbreaksLofLLegionnairesSLxiseaseLandLPontiacLzeverLecci_ecdkaLCurrenteEnvironmentaleHealthe
ReportsZL2018ZLhZLeif_ekd 6.5 39

109 womparativeLdecayLofLsewage_associatedLmarkerLgenesLinLbeachLwaterLandLsedimentLinLaL
subtropicalLregionaLWatereResearchZL2019ZLdgmZLhdd_hed 12.5 39

108 zaecalLpollutionLalongLtheLsoutheasternLcoastLofLzloridaLandLinsightLintoLtheLuseLofLpepperLmildL
mottleLvirusLasLanLindicatoraLJournaleofeAppliedeMicrobiologyZL2016ZLdedZLdgim_dgld 4.7 36

107 xistributionsLofLzecalLMarkersLinLWastewaterLfromLxifferentLwlimaticLZonesLforLHumanLzecalL
PollutionLTrackingLinLuustralianLSurfaceLWatersaLAppliedeandeEnvironmentaleMicrobiologyZL2016ZLleZLdfdi_dfef4.8 36

106 SynergyLbetweenLquantitativeLmicrobialLsourceLtrackingLTqMSTULandLquantitativeLmicrobialLriskL
assessmentLTQMRuUnLuLreviewLandLprospectusaLEnvironmenteInternationalZL2019ZLdfcZLdcgkcf 12.9 36

105 uLwommunityLMulti_OmicsLupproachLtowardsLtheLussessmentLofLSurfaceLWaterLQualityLinLanLUrbanL
RiverLSystemaLInternationaleJournaleofeEnvironmentaleResearcheandePubliceHealthZL2017ZLdgZL 4.6 36

104 wonsistencyLinLtheLhostLspecificityLandLhostLsensitivityLofLtheLvacteroidesLHzdlfLmarkerLforLsewageL
pollutionLtrackingaLLetterseineAppliedeMicrobiologyZL2012ZLhhZLelf_m 2.9 36

103 xetectionLandLsourceLidentificationLofLfaecalLpollutionLinLnon_seweredLcatchmentLbyLmeansLofL
host_specificLmolecularLmarkersaLWatereScienceeandeTechnologyZL2008ZLhlZLhkm_li 2.2 36
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102 MinimizingLerrorsLinLRT_PwRLdetectionLandLquantificationLofLSuRS_woV_eLRNuLforLwastewaterL
surveillanceaLScienceeofetheeTotaleEnvironmentZL2022ZLlchZLdgmlkk 10.2 36

101 yscherichiaLcoliLvirulenceLgenesLprofileLofLsurfaceLwatersLasLanLindicatorLofLwaterLqualityaLWatere
ResearchZL2011ZLghZLifed_ff 12.5 34

100 uLglobalLreviewLofLtheLmicrobiologicalLqualityLandLpotentialLhealthLrisksLassociatedLwithL
roof_harvestedLrainwaterLtanksaLNpjeCleaneWaterZL2019ZLeZL 11.2 33

99
OccurrenceLofLintestinalLandLextraintestinalLvirulenceLgenesLinLyscherichiaLcoliLisolatesLfromL
rainwaterLtanksLinLSoutheastLQueenslandZLuustraliaaLAppliedeandeEnvironmentaleMicrobiologyZL2011ZL
kkZLkfmg_gcc

4.8 33

98 HostLSpecificityLandLSensitivityLofLystablishedLandLNovelLSewage_ussociatedLMarkerLGenesLinL
HumanLandLNonhumanLzecalLSamplesaLAppliedeandeEnvironmentaleMicrobiologyZL2019ZLlhZL 4.8 32

97
yvaluationLofLtheLnifHLgeneLmarkerLofLMethanobrevibacterLsmithiiLforLtheLdetectionLofLsewageL
pollutionLinLenvironmentalLwatersLinLSoutheastLQueenslandZLuustraliaaLEnvironmentaleScienceekamp;e
TechnologyZL2012ZLgiZLhgf_hc

10.3 32

96 QuantitativeLPwRLmeasurementsLofLyscherichiaLcoliLincludingLshigaLtoxin_producingLyaLcoliLTSTywULinL
animalLfecesLandLenvironmentalLwatersaLEnvironmentaleScienceekamp;eTechnologyZL2015ZLgmZLfclg_mc 10.3 31

95 unLattemptLtoLidentifyLtheLlikelyLsourcesLofLyscherichiaLcoliLharboringLtoxinLgenesLinLrainwaterL
tanksaLEnvironmentaleScienceekamp;eTechnologyZL2012ZLgiZLhdmf_k 10.3 30

94 Sewage_associatedLmarkerLgenesLillustrateLtheLimpactLofLwetLweatherLoverflowsLandLdryLweatherL
leakageLinLurbanLestuarineLwatersLofLSydneyZLuustraliaaLScienceeofetheeTotaleEnvironmentZL2020ZLkchZLdfhfmc10.2 30

93 PublicLhealthLimplicationsLofLucanthamoebaLandLmultipleLpotentialLopportunisticLpathogensLinL
roof_harvestedLrainwaterLtanksaLEnvironmentaleResearchZL2016ZLdhcZLfec_fek 7.9 29

92 umplicon_basedLtaxonomicLcharacterizationLofLbacteriaLinLurbanLandLperi_urbanLroof_harvestedL
rainwaterLstoredLinLtanksaLScienceeofetheeTotaleEnvironmentZL2017ZLhkiZLfei_ffg 10.2 29

91 IntradayLvariabilityLofLindicatorLandLpathogenicLvirusesLinLd_hLandLeg_hLcompositeLwastewaterL
samplesnLImplicationsLforLwastewater_basedLepidemiologyaLEnvironmentaleResearchZL2021ZLdmfZLddchfd 7.9 29

90 ImpactsLofLaLchangingLearthLonLmicrobialLdynamicsLandLhumanLhealthLrisksLinLtheLcontinuumL
betweenLbeachLwaterLandLsandaLWatereResearchZL2019ZLdieZLghi_gkc 12.5 28

89 umplicon_basedLprofilingLofLbacteriaLinLrawLandLsecondaryLtreatedLwastewaterLfromLtreatmentL
plantsLacrossLuustraliaaLAppliedeMicrobiologyeandeBiotechnologyZL2017ZLdcdZLdehf_deii 5.7 26

88 xetectionLofLvirulenceLgenesLinLyscherichiaLcoliLofLanLexistingLmetabolicLfingerprintLdatabaseLtoL
predictLtheLsourcesLofLpathogenicLyaLcoliLinLsurfaceLwatersaLWatereResearchZL2007ZLgdZLfklh_md 12.5 26

87 MonitoringLofLoilLpollutionLatLGemsaLvayLandLbioremediationLcapacityLofLbacterialLisolatesLwithL
biosurfactantsLandLnanoparticlesaLMarineePollutioneBulletinZL2014ZLlkZLdmd_ecc 6.7 25

86
yvaluationLofLtheLhost_specificityLandLprevalenceLofLenterococciLsurfaceLproteinLTespULmarkerLinL
sewageLandLitsLapplicationLforLsourcingLhumanLfecalLpollutionaLJournaleofeEnvironmentaleQualityZL
2008ZLfkZLdhlf_l

3.4 25

85 UtilityLofLHelicobacterLsppaLassociatedLGzxLmarkersLforLdetectingLavianLfecalLpollutionLinLnaturalL
watersLofLtwoLcontinentsaLWatereResearchZL2016ZLllZLidf_iee 12.5 24

(2016-2022)
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84 andLinLWastewaterLandLSurfaceLWaterLynvironmentsaLJournaleofeEnvironmentaleQualityZL2018ZLgkZLdcci_dcef3.4 24

83
yscherichiaLcoliLandLynterococcusLsppaLinLrainwaterLtankLsamplesnLcomparisonLofLculture_basedL
methodsLandLefSLrRNuLgeneLquantitativeLPwRLassaysaLEnvironmentaleScienceekamp;eTechnologyZL
2012ZLgiZLddfkc_i

10.3 24

82 SeasonalLussessmentLofLOpportunisticLPremiseLPlumbingLPathogensLinLRoof_HarvestedLRainwaterL
TanksaLEnvironmentaleScienceekamp;eTechnologyZL2017ZLhdZLdkge_dkhf 10.3 23

81
uLreal_timeLpolymeraseLchainLreactionLassayLforLquantitativeLdetectionLofLtheLhuman_specificL
enterococciLsurfaceLproteinLmarkerLinLsewageLandLenvironmentalLwatersaLEnvironmentale
MicrobiologyZL2008ZLdcZLfehh_ig

5.2 22

80 ShowLusLtheLxatanLGlobalLwOVIx_dmLWastewaterLMonitoringLyffortsZLyquityZLandLGaps 22

79 yvaluationLofLpepperLmildLmottleLvirusLasLanLindicatorLofLhumanLfaecalLpollutionLinLshellfishLandL
growingLwatersaLWatereResearchZL2019ZLdhgZLfkc_fki 12.5 22

78 SensitiveLdetectionLofLhumanLadenovirusLfromLsmallLvolumeLofLprimaryLwastewaterLsamplesLbyL
quantitativeLPwRaLJournaleofeVirologicaleMethodsZL2013ZLdlkZLfmh_gcc 2.6 21

77 PredatoryLbacteriaLinLcombinationLwithLsolarLdisinfectionLandLsolarLphotocatalysisLforLtheL
treatmentLofLrainwateraLWatereResearchZL2020ZLdimZLddheld 12.5 21

76 RapidLconcentrationLandLsensitiveLdetectionLofLhookwormLovaLfromLwastewaterLmatricesLusingLaL
real_timeLPwRLmethodaLExperimentaleParasitologyZL2015ZLdhmZLh_de 2.1 20

75 VariabilityLinLRT_qPwRLassayLparametersLindicatesLunreliableLSuRS_woV_eLRNuLquantificationLforL
wastewaterLsurveillanceaLWatereResearchZL2021ZLecfZLddkhdi 12.5 20

74 ynhancedLinsightsLfromLhumanLandLanimalLhost_associatedLmolecularLmarkerLgenesLinLaLfreshwaterL
lakeLreceivingLwetLweatherLoverflowsaLScientificeReportsZL2019ZLmZLdehcf 4.9 19

73
QuantitativeLdetectionLofLviableLhelminthLovaLfromLrawLwastewaterZLhumanLfecesZLandL
environmentalLsoilLsamplesLusingLnovelLPMu_qPwRLmethodsaLEnvironmentaleScienceeandePollutione
ResearchZL2016ZLefZLdlifm_gl

5.1 19

72
uLmulti_omicsLbasedLecologicalLanalysisLofLcoastalLmarineLsedimentsLfromLGladstoneZLinLuustraliaSsL
wentralLQueenslandZLandLHeronLIslandZLaLnearbyLfringingLplatformLreefaLScienceeofetheeTotale
EnvironmentZL2017ZLicmZLlge_lhf

10.2 19

71 veyondLMetabolomicsnLuLReviewLofLMulti_Omics_vasedLupproachesL2016ZLelm_fde 19

70 womparisonLofLconcentrationLmethodsLforLrapidLdetectionLofLhookwormLovaLinLwastewaterL
matricesLusingLquantitativeLPwRaLExperimentaleParasitologyZL2015ZLdhmZLdic_k 2.1 18

69
SeasonalLmetabolicLanalysisLofLmarineLsedimentsLcollectedLfromLMoretonLvayLinLSouthLyastL
QueenslandZLuustraliaZLusingLaLmulti_omics_basedLapproachaLScienceeofetheeTotaleEnvironmentZL2018ZL
ifd_ifeZLdfel_dfgd

10.2 18

68 SpeciationLandLfrequencyLofLvirulenceLgenesLofLynterococcusLsppaLisolatedLfromLrainwaterLtankL
samplesLinLSoutheastLQueenslandZLuustraliaaLEnvironmentaleScienceekamp;eTechnologyZL2012ZLgiZLilgf_hc10.3 18

67 ussessmentLofLGeneticLMarkersLforLTrackingLtheLSourcesLofLHumanLWastewaterLussociatedL
yscherichiaLcoliLinLynvironmentalLWatersaLEnvironmentaleScienceekamp;eTechnologyZL2015ZLgmZLmfgd_i 10.3 17
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66 yvidenceLofLuvianLandLPossumLzecalLwontaminationLinLRainwaterLTanksLasLxeterminedLbyLMicrobialL
SourceLTrackingLupproachesaLAppliedeandeEnvironmentaleMicrobiologyZL2016ZLleZLgfkm_gfli 4.8 17

65 xata_drivenLestimationLofLwOVIx_dmLcommunityLprevalenceLthroughLwastewater_basedL
epidemiologyaLScienceeofetheeTotaleEnvironmentZL2021ZLklmZLdgkmgk 10.2 17

64 uLduplexLPwRLassayLforLtheLsimultaneousLquantificationLofLvacteroidesLHzdlfLandLcrussphageL
wPQ_chiLmarkerLgenesLinLuntreatedLsewageLandLstormwateraLEnvironmenteInternationalZL2019ZLdeiZLehe_ehm12.9 16

63 RecycledLwaterLsafetynLwurrentLstatusLofLtraditionalLandLemergingLviralLindicatorsaLCurrenteOpinione
ineEnvironmentaleScienceeandeHealthZL2020ZLdiZLie_ke 8.1 16

62 PrevalenceLofLenterococcusLspeciesLandLtheirLvirulenceLgenesLinLfreshLwaterLpriorLtoLandLafterL
stormLeventsaLEnvironmentaleScienceekamp;eTechnologyZL2014ZLglZLemkm_ll 10.3 16

61 zecalLindicatorsLandLbacterialLpathogensLinLbottledLwaterLfromLxhakaZLvangladeshaLBraziliane
JournaleofeMicrobiologyZL2013ZLggZLmk_dcf 2.2 16

60 InactivationLofLfaecalLindicatorLbacteriaLinLaLroof_capturedLrainwaterLsystemLunderLambientL
meteorologicalLconditionsaLJournaleofeAppliedeMicrobiologyZL2014ZLddiZLdmm_eck 4.7 15

59 womparisonLofLtheLefficacyLofLanLexistingLversusLaLlocallyLdevelopedLmetabolicLfingerprintLdatabaseL
toLidentifyLnon_pointLsourcesLofLfaecalLcontaminationLinLaLcoastalLlakeaLWatereResearchZL2006ZLgcZLeffm_gl12.5 15

58 xevelopmentLofLaLlargeLvolumeLconcentrationLmethodLforLrecoveryLofLcoronavirusLfromL
wastewateraLScienceeofetheeTotaleEnvironmentZL2021ZLkkgZLdghkek 10.2 15

57 PopulationLsimilarityLanalysisLofLindicatorLbacteriaLforLsourceLpredictionLofLfaecalLpollutionLinLaL
coastalLlakeaLMarineePollutioneBulletinZL2008ZLhiZLdgim_kh 6.7 14

56 Within_LandLbetween_xayLVariabilityLofLSuRS_woV_eLRNuLinLMunicipalLWastewaterLduringLPeriodsLofL
VaryingLwOVIx_dmLPrevalenceLandLPositivityaLACSeESkTeWaterZL2021ZLdZLecmk_edcl 14

55 OptimizationLofLsamplingLstrategyLtoLdetermineLpathogenLremovalLefficacyLofLactivatedLsludgeL
treatmentLplantaLEnvironmentaleScienceeandePollutioneResearchZL2017ZLegZLdmccd_dmcdc 5.1 13

54 xifferentiatingLbetweenLtheLpossibilityLandLprobabilityLofLSuRS_woV_eLtransmissionLassociatedLwithL
wastewaternLempiricalLevidenceLisLneededLtoLsubstantiateLriskaLFEMSeMicrobesZL2021ZLeZL 0.8 13

53
vioremediationLofLcrudeLoilLbyLvacillusLlicheniformisLinLtheLpresenceLofLdifferentLconcentrationL
nanoparticlesLandLproducedLbiosurfactantaLInternationaleJournaleofeEnvironmentaleScienceeande
TechnologyZL2017ZLdgZLdicf_didg

3.3 12

52 RainwaterLharvestingLinLumericanLSamoanLcurrentLpracticesLandLindicativeLhealthLrisksaL
EnvironmentaleScienceeandePollutioneResearchZL2017ZLegZLdeflg_defme 5.1 12

51 PopulationLsimilarityLofLenterococciLandLyscherichiaLcoilLinLsurfaceLwatersnLuLpredictiveLtoolLtoLtraceL
theLsourcesLofLfecalLcontaminationaLJournaleofeWatereandeHealthZL2006ZLgZLfgk_hi 2.2 12

50 ycologicalLandLTechnicalLMechanismsLforLwross_ReactionLofLHumanLzecalLIndicatorsLwithLunimalL
HostsaLAppliedeandeEnvironmentaleMicrobiologyZL2020ZLliZL 4.8 11

49 UseLofLyscherichiaLcoliLgenesLassociatedLwithLhumanLsewageLtoLtrackLfecalLcontaminationLsourceLinL
subtropicalLwatersaLScienceeofetheeTotaleEnvironmentZL2019ZLiliZLdcim_dckh 10.2 10

(2019-2016)
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48 untimicrobial_resistantLmicroorganismsLandLtheirLgeneticLdeterminantsLinLstormwaternLuLsystematicL
reviewaLCurrenteOpinioneineEnvironmentaleScienceeandeHealthZL2020ZLdiZLdcd_dde 8.1 10

47 xeterminationLofLuncylostomaLcaninumLovaLviabilityLusingLmetabolicLprofilingaLParasitologye
ResearchZL2016ZLddhZLfglh_me 2.4 10

46 zaecalLsterolsLanalysisLforLtheLidentificationLofLhumanLfaecalLpollutionLinLaLnon_seweredLcatchmentaL
WatereScienceeandeTechnologyZL2010ZLidZLdfhh_id 2.2 10

45 PhenotypicLvariationsLofLenterococciLinLsurfaceLwatersnLanalysisLofLbiochemicalLfingerprintingLdataL
fromLmulti_catchmentsaLJournaleofeAppliedeMicrobiologyZL2008ZLdchZLghe_l 4.7 10

44 MarkerLgenesLofLfecalLindicatorLbacteriaLandLpotentialLpathogensLinLanimalLfecesLinLsubtropicalL
catchmentsaLScienceeofetheeTotaleEnvironmentZL2019ZLihiZLdgek_dgfh 10.2 10

43 xecayLofLsewage_associatedLbacterialLcommunitiesLinLfreshLandLmarineLenvironmentalLwatersLandL
sedimentaLAppliedeMicrobiologyeandeBiotechnologyZL2018ZLdceZLkdhm_kdkc 5.7 9

42 wompositionalLandLtemporalLstabilityLofLfecalLtaxonLlibrariesLforLuseLwithLSourceTrackerLinL
sub_tropicalLcatchmentsaLWatereResearchZL2019ZLdihZLddgmik 12.5 8

41 womparisonLofLRT_qPwRLandLRT_dPwRLPlatformsLforLtheLTraceLxetectionLofLSuRS_woV_eLRNuLinL
WastewateraLACSeESkTeWaterZ 8

40 OccurrenceLofLSuRS_woV_eLRNuLinLSixLMunicipalLWastewaterLTreatmentLPlantsLatLtheLyarlyLStageLofL
wOVIx_dmLPandemicLinLTheLUnitedLStatesaLPathogensZL2021ZLdcZL 4.5 8

39 womparisonLofLculture_basedZLvitalLstainLandLPMu_qPwRLmethodsLforLtheLquantitativeLdetectionLofL
viableLhookwormLovaaLWatereScienceeandeTechnologyZL2017ZLkhZLeidh_eied 2.2 7

38
womparingLmicrobialLrisksLfromLmultipleLsustainableLwasteLstreamsLappliedLforLagriculturalLusenL
viosolidsZLmanureZLandLdivertedLurineaLCurrenteOpinioneineEnvironmentaleScienceeandeHealthZL2020ZL
dgZLfk_hc

8.1 7

37 MicrofluidicLquantificationLofLmultipleLentericLandLopportunisticLbacterialLpathogensLinL
roof_harvestedLrainwaterLtankLsamplesaLEnvironmentaleMonitoringeandeAssessmentZL2018ZLdmcZLdch 3.1 7

36 ubundanceLofLNaegleriaLfowleriLinLroof_harvestedLrainwaterLtankLsamplesLfromLtwoLcontinentsaL
EnvironmentaleScienceeandePollutioneResearchZL2018ZLehZLhkcc_hkdc 5.1 7

35
viotin_LandLGlycoprotein_woatedLMicrospheresLasLSurrogatesLforLStudyingLziltrationLRemovalLofL
wryptosporidiumLparvumLinLaLGranularLLimestoneLuquiferLMediumaLAppliedeandeEnvironmentale
MicrobiologyZL2015ZLldZLgekk_lf

4.8 7

34 yvaluationLofLprocessLlimitLofLdetectionLandLquantificationLvariationLofLSuRS_woV_eLRT_qPwRLandL
RT_dPwRLassaysLforLwastewaterLsurveillanceaaLWatereResearchZL2022ZLedfZLddldfe 12.5 7

33
womparativeLanalysisLofLrapidLconcentrationLmethodsLforLtheLrecoveryLofLSuRS_woV_eLandL
quantificationLofLhumanLentericLvirusesLandLaLsewage_associatedLmarkerLgeneLinLuntreatedL
wastewateraLScienceeofetheeTotaleEnvironmentZL2021ZLkmmZLdgmfli

10.2 7

32 QuantificationLofLhookwormLovaLfromLwastewaterLmatricesLusingLquantitativeLPwRaLJournaleofe
EnvironmentaleSciencesZL2017ZLhkZLefd_efk 6.4 6

31 xetectionLofLtheLOmicronLTvadadahemULvariantLofLSuRS_woV_eLinLaircraftLwastewateraaLScienceeofethee
TotaleEnvironmentZL2022ZLlecZLdhfdkd 10.2 6
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30 Within_xayLVariabilityLofLSuRS_woV_eLRNuLinLMunicipalLWastewaterLInfluentLxuringLPeriodsLofL
VaryingLwOVIx_dmLPrevalenceLandLPositivity 6

29
womparativeLdecayLofLculturableLfaecalLindicatorLbacteriaZLmicrobialLsourceLtrackingLmarkerLgenesZL
andLentericLpathogensLinLlaboratoryLmicrocosmsLthatLmimicLaLsub_tropicalLenvironmentaLScienceeofe
theeTotaleEnvironmentZL2021ZLkhdZLdgdgkh

10.2 6

28 PerformanceLofLviralLandLbacterialLgeneticLmarkersLforLsewageLpollutionLtrackingLinLtropicalL
ThailandaLWatereResearchZL2021ZLdmcZLddikci 12.5 6

27
InterlaboratoryLaccuracyLandLprecisionLamongLresultsLofLthreeLsewage_associatedLmarkerLgenesLinL
urbanLenvironmentalLestuarineLwatersLandLfreshwaterLstreamsaLScienceeofetheeTotaleEnvironmentZL
2020ZLkgdZLdgcckd

10.2 5

26 ynvironmentalLandLudaptiveLwhangesLNecessitateLaLParadigmLShiftLforLIndicatorsLofLzecalL
wontaminationaLMicrobiologyeSpectrumZL2020ZLlZL 8.9 5

25 ussessmentLofLWaterLQualityLinLRoof_HarvestedLRainwaterLvarrelsLinLGreaterLPhiladelphiaaLWatere
mSwitzerlandnZL2018ZLdcZLme 3 5

24 yvaluationLofLmultipleLanalyticalLmethodsLforLSuRS_woV_eLsurveillanceLinLwastewaterLsamplesaL
ScienceeofetheeTotaleEnvironmentZL2021ZLlclZLdhecff 10.2 5

23 WastewaterLsurveillanceLdemonstratesLhighLpredictiveLvalueLforLwOVIx_dmLinfectionLonLboardL
repatriationLflightsLtoLuustraliaaLEnvironmenteInternationalZL2021ZLdhlZLdcimfl 12.9 5

22 unLapproachLtoLreduceLfalseLviabilityLassessmentLofLhookwormLeggsLwithLvitalLstainsaLFoodeande
WaterborneeParasitologyZL2016ZLfZLm_de 6 5

21
wommentLonLNynvironmentalLoccurrenceLofLtheLenterococcalLsurfaceLproteinLTespULgeneLisLanL
unreliableLindicatorLofLhumanLfecalLcontaminationNaLEnvironmentaleScienceekamp;eTechnologyZL2009ZL
gfZLigfg_hoLauthorLreplyLigfi_k

10.3 4

20 GeneralLandLhost_associatedLbacterialLindicatorsLofLfaecalLpollution 4

19
PrevalenceLandLabundanceLofLtraditionalLandLhost_associatedLfecalLindicatorsLinLurbanLestuarineL
sedimentsnLPotentialLimplicationsLforLestuarineLwaterLqualityLmonitoringaLWatereResearchZL2020ZL
dlgZLddidcm

12.5 4

18 yxpressionLofLattackLandLgrowthLphaseLgenesLofLvdellovibrioLbacteriovorusLinLtheLpresenceLofL
Gram_negativeLandLGram_positiveLpreyaLMicrobiologicaleResearchZL2020ZLefhZLdeigfk 5.3 4

17 untibioticLResistanceLandLSewage_ussociatedLMarkerLGenesLinLUntreatedLSewageLandLaLRiverL
wharacterizedLxuringLvaseflowLandLStormflowaLFrontierseineMicrobiologyZL2021ZLdeZLifelhc 5.7 4

16 VirologicalLwharacterizationLofLRoof_HarvestedLRainwaterLofLxenselyLUrbanizedLLow_IncomeL
RegionaLFoodeandeEnvironmentaleVirologyZL2021ZLdfZLgde_gec 4 4

15
yvaluationLofLGlassLWoolLziltersLandLHollow_ziberLUltrafiltrationLwoncentrationLMethodsLforLqPwRL
xetectionLofLHumanLudenovirusesLandLPolyomavirusesLinLRiverLWateraLWaterreAirreandeSoilePollutionZL
2016ZLeekZLfek

2.6 4

14 MicrobialLriskLfromLsource_separatedLurineLusedLasLliquidLfertilizerLinLsub_tropicalLuustraliaaL
MicrobialeRiskeAnalysisZL2017ZLhZLhf_ig 1.6 3

13 IdentificationLofLreliableLmarkerLgenesLforLtheLdetectionLofLcanineLfecalLcontaminationLinL
sub_tropicalLuustraliaaLScienceeofetheeTotaleEnvironmentZL2020ZLkdlZLdfkegi 10.2 3

(2020-)
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12
ProtozoanLpathogensLvlastocystisLandLGiardiaLsppaLinLroof_harvestedLrainwaternLtheLneedLtoL
investigateLtheLroleLofLtheLcommonLbrushtailLpossumLTTrichosurusLvulpeculaULandLotherLpotentialL
sourcesLofLzoonoticLtransmissionaLJournaleofeWatereSanitationeandeHygieneeforeDevelopmentZL2019ZLmZLklc_klh

1.5 3

11 MicrobialLSourceLTrackingnLzieldLStudyLPlanningLandLImplementationL2015ZLfagah_d_fagah_dd 2

10 SourceLTrackingLinLuustraliaLandLNewLZealandnLwaseLStudiesL2011ZLglh_hdf 2

9 PassiveLsamplingLtoLscaleLwastewaterLsurveillanceLofLinfectiousLdiseasenLLessonsLlearnedLfromL
wOVIx_dmaaLScienceeofetheeTotaleEnvironmentZL2022ZLdhhfgk 10.2 2

8 MonitoringLofLSuRS_woV_eLinLsewershedsLwithLlowLwOVIx_dmLcasesLusingLaLpassiveLsamplingL
techniqueaaLWatereResearchZL2022ZLedlZLddlgld 12.5 2

7 InLSituLwalibrationLofLPassiveLSamplersLforLVirusesLinLWastewateraLACSeESkTeWaterZ 1

6 SuperiorLperformanceLofLhumanLwastewater_associatedLviralLmarkersLcomparedLtoLbacterialL
markersLinLtropicalLenvironments 1

5 SeasonalLubundanceLofLzecalLIndicatorsLandLOpportunisticLPathogensLinLRoof_HarvestedLRainwaterL
TanksaLOpeneHealtheDataZL2018ZLhZL 4.5 1

4 WastewaterLmonitoringLforLSuRS_woV_eaLMicrobiologyeAustraliaZL2021ZLgeZLdl 0.8 1

3 upplicationLofLdigitalLPwRLforLpublicLhealth_relatedLwaterLqualityLmonitoringaaLScienceeofetheeTotale
EnvironmentZL2022ZLdhhiif 10.2 1

2 RT_qPwRLandLuTOPlexLsequencingLforLtheLsensitiveLdetectionLofLSuRS_woV_eLRNuLforLwastewaterL
surveillanceaLWatereResearchZL2022ZLddlied 12.5 1

1 xevelopingLaLnovelLvifidobacteriumLphageLquantitativeLpolymeraseLchainLreaction_basedLassayLforL
trackingLuntreatedLwastewateraaLScienceeofetheeTotaleEnvironmentZL2022ZLdhhldh 10.2
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