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j Paper IF Citations

178 StrikingMlineageMdiversityMofMsevereMacuteMrespiratoryMsyndromeMcoronavirusMfMfromMnonahumanM
sourcesbbMOneiHealthZM2022ZMehZMeddgjg 7.6 1

177 zoodMforMthoughtnMyatingMbeforeMsalivaMcollectionMandMinterferenceMwithMSuRSawoVafMdetectionbbM
JournaliofiMedicaliVirologyZM2022ZM 19.7 2

176 ypidemiologicalMxynamicsMofMSuRSawoVafMVariantsMxuringMSocialMProtestsMinMwaliZMwolombiabbM
FrontiersiiniMedicineZM2022ZMmZMljgmee 4.9 0

175 PhylogeneticMrelationshipsMandMevolutionaryMpatternsMofMtheMgenusMPsammolestesMvergrothZMemeeM
UHemipteranMReduviidaenMTriatominaeVbbMBmciEcologyiandiEvolutionZM2022ZMffZMgd 21 1

174 yvaluationMofMfiveMdifferentMrapidMimmunochromatographicMtestsMforMcanineMleishmaniosisMinMSpainbbM
ActaiTropicaZM2022ZMffmZMedjgke 3.2 0

173 zirstMreportMandMgenomeMsequencingMofMSuRSawoVafMinMaMcatMUzelisMcatusVMinMwolombiabbMMemoriasiDoi
InstitutoiOswaldoiCruzZM2022ZMeekZMefedgki 2.6

172 TheMneveraendingMglobalMemergenceMofMviralMzoonosesMafterMwOVáxaemsMTheMrisingMconcernMofM
monkeypoxMinMyuropeZMNorthMumericaMandMbeyondbMTraveliMedicineiandiInfectiousiDiseaseZM2022ZMhmZMedfgjf8.4 11

171 HumanMurogenitalMmyiasisMcausedMbyMtheMTratatailedTMlarvaeMofMPalpadaMscutellarisMUzabriciusZMeldiVMinM
SantanderZMeasternMwolombianMuMcaseMreportbMParasitologyiInternationalZM2021ZMlkZMedfhmj 2.1 0

170 TheMpotentialMriskMofMenzooticMTrypanosomaMcruziMtransmissionMinsideMfourMtrainingMandMreatrainingM
militaryMbattalionsMUváTyRVMinMwolombiabMParasitesiandiVectorsZM2021ZMehZMiem 4 0

169 xevelopmentMofManMumpliconavasedMNexta enerationMSequencingMProtocolMtoMádentifyMSpeciesMandM
OtherMTrypanosomatidsMinMóeishmaniasisMyndemicMureasbMMicrobiologyiSpectrumZM2021ZMmZMeddjiffe 8.9 2

168  utMmicrobiotaMprofilesMinMdiarrheicMpatientsMwithMcoaoccurrenceMofMwlostridioidesMdifficileMandM
vlastocystisbMPLoSiONEZM2021ZMejZMedfhleli 3.7 5

167 PhylogenomicMyvidenceMofMReinfectionMandMPersistenceMofMSuRSawoVafnMzirstMReportMfromMwolombiabM
VaccinesZM2021ZMmZM 5.3 7

166 RepeataxrivenM enerationMofMuntigenicMxiversityMinMaMMajorMHumanMPathogenZ´ bMFrontiersiiniCellulari
andiInfectioniMicrobiologyZM2021ZMeeZMjehjji 5.9 7

165 uutoantibodiesMagainstMtheMimmunodominantMswhaMepitopeMdiscriminateMtheMriskMofMsuddenMdeathMinM
chronicMwhagasMcardiomyopathybMAnnalsiofitheiNewiYorkiAcademyiofiSciencesZM2021ZMehmkZMfkagl 6.5

164 xecipheringMtheMintroductionMandMtransmissionMofMSuRSawoVafMinMtheMwolombianMumazonMvasinbM
PLoSiNeglectediTropicaliDiseasesZM2021ZMeiZMedddmgfk 4.8 4

163 wharacterizingMSuRSawoVafMgenomeMdiversityMcirculatingMinMSouthMumericanMcountriesnMSignaturesMofM
potentiallyMemergentMlineagessbMInternationaliJournaliofiInfectiousiDiseasesZM2021ZMediZMgfmaggf 10.5 11

162  utMmicrobiotaMcompositionMinMhealthacareMfacilityaandMcommunityaonsetMdiarrheicMpatientsMwithM
wlostridioidesMdifficileMinfectionbMScientificiReportsZM2021ZMeeZMedlhm 4.9 1
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161 yvaluationMofMtheMdiagnosticMperformanceMofMnineMcommercialMRTaPwRMkitsMforMtheMdetectionMofM
SuRSawoVafMinMwolombiabMJournaliofiMedicaliVirologyZM2021ZMmgZMijelaijff 19.7 2

160 RTaPwRcMuóxáaTOzMmassMspectrometryabasedMdetectionMofMSuRSawoVafMinMsalivaMspecimensbMJournali
ofiMedicaliVirologyZM2021ZMmgZMihleaihlj 19.7 10

159 wOVáxaemMandMhelminthMinfectionnMveyondMtheMThecThfMparadigmbMPLoSiNeglectediTropicaliDiseasesZM
2021ZMeiZMedddmhdf 4.8 5

158
wontrastingMSuRSawoVafMRNuMcopiesMandMclinicalMsymptomsMinMaMlargeMcohortMofMwolombianMpatientsM
duringMtheMfirstMwaveMofMtheMwOVáxaemMpandemicbMAnnalsiofiClinicaliMicrobiologyiandiAntimicrobialsZM
2021ZMfdZMgm

6.2 5

157 ypidemiologicalMandMMolecularMwharacterizationMofMánfectionMinMwhildrenMuttendingMxaycareMwentersM
inMMedellˆ›nZMwolombiabMBiologyZM2021ZMedZM 4.9 7

156 SpatialMandMTemporalMVariabilityMofMVisceralMóeishmaniasisMinMwolombiaZMfddkMtoMfdelbMAmericani
JournaliofiTropicaliMedicineiandiHygieneZM2021ZMediZMehhaeii 3.2 0

155 wlinicalMandMypidemiologicalMwharacterizationMofMucuteMwhagasMxiseaseMinMwasanareZMyasternM
wolombiaZMfdefafdfdbMFrontiersiiniMedicineZM2021ZMlZMjlejgi 4.9 4

154 TheMarrivalMandMspreadMofMSuRSawoVafMinMwolombiabMJournaliofiMedicaliVirologyZM2021ZMmgZMeeilaeejg 19.7 22

153 MicrobialMwommunitiesTMwharacterizationMinMUrbanMRecreationalMSurfaceMWatersMUsingMNextM
 enerationMSequencingbMMicrobialiEcologyZM2021ZMleZMlhkaljg 4.4 2

152
SystematicMreviewMonMtheMbiologyZMecologyZMgeneticMdiversityMandMparasiteMtransmissionMpotentialMofM
PanstrongylusMgeniculatusMUóatreilleMeleeVMinMóatinMumericabMMemoriasiDoiInstitutoiOswaldoiCruzZM
2021ZMeejZMefddifl

2.6 1

151 UpdatingMchangesMinMhumanMgutMmicrobialMcommunitiesMassociatedMwithMinfectionbMGutiMicrobesZM
2021ZMegZMemjjfkk 8.8 1

150 óemierreTsMsyndromeMassociatedMwithMhypervirulentMuMcaseMreportMandMgenomicMcharacterizationMofM
theMisolatebMIDCasesZM2021ZMfiZMedeekg 2 1

149 ussociationMbetweenMphysicalMactivityMandMchangesMinMintestinalMmicrobiotaMcompositionnMuM
systematicMreviewbMPLoSiONEZM2021ZMejZMedfhkdgm 3.7 18

148 WillMtheMemergentMSuRSawoVfMvbebebkMlineageMaffectMmolecularMdiagnosisMofMwOVáxaemsbMJournaliofi
MedicaliVirologyZM2021ZMmgZMfijjafijl 19.7 20

147 yvolutionMandMypidemicMSpreadMofMSuRSawoVafMinMwolombianMuMYearMintoMtheMPandemicbMVaccinesZM
2021ZMmZM 5.3 1

146 xescribingMtheMintestinalMmicrobiotaMofMHolsteinMzasciolaapositiveMandManegativeMcattleMfromMaM
hyperendemicMareaMofMfascioliasisMinMcentralMwolombiabMPLoSiNeglectediTropicaliDiseasesZM2021ZMeiZMedddmjil4.8 2

145 wlusterMcharacterizationMofMSuRSawoVafMinMmilitaryMpersonnelMdeployedMtoMygyptMandMsubsequentM
introductionMofMvbebebkMandMwbgjMlineagesMtoMwolombiabMJournaliofiTraveliMedicineZM2021ZMflZM 12.9 1

144 womparativeManalysisMofMtheMtranscriptionalMresponsesMofMfiveMóeishmaniaMspeciesMtoMtrivalentM
antimonybMParasitesiandiVectorsZM2021ZMehZMhem 4

(2021-2021)
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143 ádentificationMofMMultipleMSubtypesMinMxomesticMunimalsMzromMwolombiaMUsingMumpliconavasedM
NextM enerationMSequencingbMFrontiersiiniVeterinaryiScienceZM2021ZMlZMkgfefm 3.1 12

142  eneticMdiversityMandMpopulationMstructureMofMRhipicephalusMsanguineusMsensuMlatoMacrossMdifferentM
regionsMofMwolombiabMParasitesiandiVectorsZM2021ZMehZMhfh 4 2

141 RevisitingMtheMheterogeneousMglobalMgenomicMpopulationMstructureMofbMMicrobialiGenomicsZM2021ZMkZM 4.4 1

140 SuRSawoVafMinMTransitnMwharacterizationMofMSuRSawoVafM enomesMzromMVenezuelanMMigrantsMinM
wolombiabMInternationaliJournaliofiInfectiousiDiseasesZM2021ZMeedZMhedahej 10.5 1

139 PovertyZMMigrationZMandMwhagasMxiseasebMCurrentiTropicaliMedicineiReportsZM2021ZMlZMifail 5 4

138 SuccinateMdehydrogenaseMgeneMasMaMmarkerMforMstudyingMgeneticMdiversitybMHeliyonZM2020ZMjZMediglk 3.6 1

137 ypidemiologicalMcharacterisationMofMasymptomaticMcarriersMofMwOVáxaemMinMwolombianMaM
crossasectionalMstudybMBMJiOpenZM2020ZMedZMedhfeff 3 8

136 xistributionZMtreatmentMoutcomeMandMgeneticMdiversityMofMóeishmaniaMspeciesMinMmilitaryMpersonnelM
fromMwolombiaMwithMcutaneousMleishmaniasisbMBMCiInfectiousiDiseasesZM2020ZMfdZMmgl 4 2

135 SuRSawoVafMspreadMacrossMtheMwolombianaVenezuelanMborderbMInfectionwiGeneticsiandiEvolutionZM
2020ZMljZMedhjej 4.5 8

134 SlightMtemperatureMchangesMcauseMrapidMtranscriptomicMresponsesMinMTrypanosomaMcruziMmetacyclicM
trypomastigotesbMParasitesiandiVectorsZM2020ZMegZMfii 4 4

133 PotentialMnegativeMeffectsMofMtheMfreeMuseMofMchloroquineMtoMmanageMwOVáxaemMinMwolombiabMJournali
ofiMedicaliVirologyZM2020ZMmfZMffihaffij 19.7 3

132 TaxonomyZMyvolutionZMandMviogeographyMofMtheMRhodniiniMTribeMUHemipteranMReduviidaeVbMDiversityZM
2020ZMefZMmk 2.5 7

131 ántraspecificM enomicMxivergenceMandMMinorMStructuralMVariationsMinbMGenesZM2020ZMeeZM 4.2 6

130 unMinteractiveMdatabaseMofMóeishmaniaMspeciesMdistributionMinMtheMumericasbMScientificiDataZM2020ZMkZMeed 8.2 12

129 OccurrenceMofMinMPatientsMwithMánfectionbMPathogensZM2020ZMmZM 4.5 6

128 HumanMPapillomavirusMUHPVjmcHPVkgVMwoinfectionMassociatedMwithMSimultaneousMSquamousMwellM
warcinomaMofMtheMunusMandMPresumedMóungMMetastasisbMVirusesZM2020ZMefZM 6.2 2

127
PresumptiveMasymptomaticMwOVáxaemMcarriersTMestimationMandMexpectedMpersonatoapersonM
spreadingMamongMrepatriatedMpassengersMreturningMfromMwhinabMTraveliMedicineiandiInfectiousi
DiseaseZM2020ZMgkZMedejll

8.4 5

126 UsefulnessMofMautocidalMgravidMovitrapsMforMtheMsurveillanceMandMcontrolMofMuedesMUStegomyiaVM
aegyptiMUxipteranMwulicidaeVMinMeasternMwolombiabMMedicaliandiVeterinaryiEntomologyZM2020ZMghZMgkmaglh 2.4 2
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125 wultureafreeMgenomeawideMlocusMsequenceMtypingMU óSTVMprovidesMnewMperspectivesMonM
TrypanosomaMcruziMdispersalMandMinfectionMcomplexitybMPLoSiGeneticsZM2020ZMejZMeeddmekd 6 2

124 SuRSawoVafMinMtheMumazonMregionnMuMharbingerMofMdoomMforMumerindiansbMPLoSiNeglectediTropicali
DiseasesZM2020ZMehZMedddljlj 4.8 11

123 SpeciesadependentMvariationMofMtheMgutMbacterialMcommunitiesMacrossMTrypanosomaMcruziMinsectM
vectorsbMPLoSiONEZM2020ZMeiZMedfhdmej 3.7 3

122 MinorMtemperatureMshiftsMdoMnotMaffectMchromosomalMploidyMbutMcauseMtranscriptomicMchangesMinM
óeishmaniaMbraziliensisMpromastigotesMinMvitrobMMemoriasiDoiInstitutoiOswaldoiCruzZM2020ZMeeiZMeemdheg 2.6 1

121 PersistenceMofMwlonalMuzoleaResistantMásolatesMofMfromMaMPatientMwithMwhronicMMucocutaneousM
wandidiasisMinMwolombiabMJournaliofiGlobaliInfectiousiDiseasesZM2020ZMefZMejafd 2.8 3

120 MolecularMdetectionMandMgenotypingMofMintestinalMprotozoaMfromMdifferentMbiogeographicalMregionsM
ofMwolombiabMPeerJZM2020ZMlZMeliih 3.1 18

119 TranscriptomicMchangesMacrossMtheMlifeMcycleMofbMPeerJZM2020ZMlZMelmhk 3.1 3

118  enomicManalysesMrevealMmoderateMlevelsMofMploidyZMhighMheterozygosityMandMstructuralMvariationsMinM
aMwolombianMisolateMofMóeishmaniaMUóeishmaniaVMamazonensisbMActaiTropicaZM2020ZMfdgZMedifmj 3.2 4

117 MicrobiotaMcharacterizationMinMvlastocystisacolonizedMandMvlastocystisafreeMschoolaageMchildrenM
fromMwolombiabMParasitesiandiVectorsZM2020ZMegZMife 4 4

116 womplexMecologicalMinteractionsMacrossMaMfocusMofMcutaneousMleishmaniasisMinMyasternMwolombianM
novelMdescriptionMofMspeciesZMhostsMandMphlebotomineMfaunabMRoyaliSocietyiOpeniScienceZM2020ZMkZMfddfjj3.3 1

115 UnderstandingMtheMoralMtransmissionMofMTrypanosomaMcruziMasMaMveterinaryMandMmedicalMfoodborneM
zoonosisbMResearchiiniVeterinaryiScienceZM2020ZMegfZMhhlahje 2.5 5

114 HumanMwhagasazlowMuTyaág eMforMadvancedMuniversalMandMTrypanosomaMcruziMxiscreteMTypingM
UnitsaspecificMserodiagnosisMofMwhagasMdiseasebMScientificiReportsZM2020ZMedZMegfmj 4.9 3

113  eneticMxiversityMumongMSuRSawoVfMStrainsMinMSouthMumericaMmayMámpactMPerformanceMofM
MolecularMxetectionbMPathogensZM2020ZMmZM 4.5 16

112 TranscriptionalMremodelingMduringMmetacyclogenesisMinMábMVirulenceZM2020ZMeeZMmjmamld 4.7 6

111  enomicMxiversificationZMStructuralMPlasticityZMandMHybridizationMinbMFrontiersiiniCellulariandiInfectioni
MicrobiologyZM2020ZMedZMilfemf 5.9 10

110 ádentificationMofMbloodafeedingMsourcesMinMPanstrongylusZMPsammolestesZMRhodniusMandMTriatomaM
usingMampliconabasedMnextagenerationMsequencingbMParasitesiandiVectorsZM2020ZMegZMhgh 4 11

109 ádentificationMofMuedesMUxipteranMwulicidaeVMSpeciesMandMurbovirusesMwirculatingMinMuraucaZMyasternM
wolombiabMFrontiersiiniEcologyiandiEvolutionZM2020ZMlZM 3.7 1

108
TemporalMVariationMofMtheMPresenceMofMRhodniusMprolixusMUHemipteranMReduviidaeVMántoMRuralM
xwellingsMinMtheMxepartmentMofMwasanareZMyasternMwolombiabMJournaliofiMedicaliEntomologyZM2020ZM
ikZMekgaeld

2.2 3

(2020-2020)
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107 yvaluationMofMfourMrapidMdiagnosticMtestsMforMcanineMandMhumanMvisceralMóeishmaniasisMinMwolombiabM
BMCiInfectiousiDiseasesZM2019ZMemZMkhk 4 10

106 uMsummaryMofMvlastocystisMsubtypesMinMNorthMandMSouthMumericabMParasitesiandiVectorsZM2019ZMefZMgkj 4 55

105
xevelopmentMofMaMxigitalMxropletMPolymeraseMwhainMReactionMUddPwRVMassayMtoMdetectMóeishmaniaM
xNuMinMsamplesMfromMwutaneousMóeishmaniasisMpatientsbMInternationaliJournaliofiInfectiousiDiseasesZM
2019ZMkmZMeag

10.5 7

104 HighMfrequencyMofMtoxigenicMandMcoinfectionMamongMdiarrheicMpatientsMatMhealthMcareMfacilityaonsetM
UHwzOVMandMcommunityaonsetMUwOVMcentersMinMvogotˆ¡ZMwolombiabMGutiPathogensZM2019ZMeeZMfk 5.4 3

103 yvaluationMofMtheMmultispeciesMcoalescentMmethodMtoMexploreMintraaTrypanosomaMcruziMáM
relationshipsMandMgeneticMdiversitybMParasitologyZM2019ZMehjZMedjgaedkh 2.7 5

102 ResurgenceMofMVaccineaPreventableMxiseasesMinMVenezuelaMasMaMRegionalMPublicMHealthMThreatMinMtheM
umericasbMEmergingiInfectiousiDiseasesZM2019ZMfiZMjfiajgf 10.2 55

101 MolecularMandMdescriptiveMepidemiologyMofMintestinalMprotozoanMparasitesMofMchildrenMandMtheirMpetsM
inMwaucaZMwolombianMaMcrossasectionalMstudybMBMCiInfectiousiDiseasesZM2019ZMemZMemd 4 32

100
TaxonomicalMoverMsplittingMinMtheMRhodniusMprolixusMUánsectanMHemipteranMReduviidaeVMcladenMureMRbM
taquarussuensisMUdaMRosaMetMalbZMfdekVMandMRbMneglectusMUóentZMemihVMtheMsameMspeciessbMPLoSiONEZM
2019ZMehZMedfeefli

3.7 32

99 TrypanosomaMcruziMinfectionZMdiscreteMtypingMunitsMandMfeedingMsourcesMamongMPsammolestesM
arthuriMUReduviidaenMTriatominaeVMcollectedMinMeasternMwolombiabMParasitesiandiVectorsZM2019ZMefZMeik 4 14

98 ántegratedMgenomicMepidemiologyMandMphenotypicMprofilingMofMwlostridiumMdifficileMacrossM
intraahospitalMandMcommunityMpopulationsMinMwolombiabMScientificiReportsZM2019ZMmZMeefmg 4.9 5

97 ycologicalMnicheMmodellingMforMpredictingMtheMriskMofMcutaneousMleishmaniasisMinMtheMNeotropicalM
moistMforestMbiomebMPLoSiNeglectediTropicaliDiseasesZM2019ZMegZMedddkjfm 4.8 17

96 MajorMchangesMinMchromosomalMsomyZMgeneMexpressionMandMgeneMdosageMdrivenMbyMSbMinMóeishmaniaM
braziliensisMandMóeishmaniaMpanamensisbMScientificiReportsZM2019ZMmZMmhli 4.9 25

95 TranscriptionalMresponsesMofMóeishmaniaMUóeishmaniaVMamazonensisMinMtheMpresenceMofMtrivalentM
sodiumMstibogluconatebMParasitesiandiVectorsZM2019ZMefZMghl 4 15

94 womparativeMgenomicsMidentifiesMpotentialMvirulenceMfactorsMinMandbMVirulenceZM2019ZMedZMjikajkj 4.7 7

93 xissectingMtheMHeterogeneousMPopulationM eneticMStructureMofMnMóimitationsMandMwonstraintsMofMtheM
MultilocusMSequenceMTypingMSchemebMFrontiersiiniMicrobiologyZM2019ZMedZMedif 5.7 4

92  eneticMdiversificationMofMPanstrongylusMgeniculatusMUReduviidaenMTriatominaeVMinMnorthernMSouthM
umericabMPLoSiONEZM2019ZMehZMedffgmjg 3.7 9

91  enomicMepidemiologyMsupportsMmultipleMintroductionsMandMcrypticMtransmissionMofMZikaMvirusMinM
wolombiabMBMCiInfectiousiDiseasesZM2019ZMemZMmjg 4 7

90 VenezuelaTsMhumanitarianMcrisisZMresurgenceMofMvectoraborneMdiseasesZMandMimplicationsMforMspilloverM
inMtheMregionbMLancetiInfectiousiDiseaseswiTheZM2019ZMemZMeehmaeeje 25.5 79
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89 uMsystematicMreviewMofMtheMTrypanosomaMcruziMgeneticMheterogeneityZMhostMimmuneMresponseMandM
geneticMfactorsMasMplausibleMdriversMofMchronicMchagasicMcardiomyopathybMParasitologyZM2019ZMehjZMfjmaflg2.7 11

88 MolecularMepidemiologyMofMdengueZMyellowMfeverZMZikaMandMwhikungunyaMarbovirusesnMunMupdatebM
ActaiTropicaZM2019ZMemdZMmmaeee 3.2 30

87 womparisonMofMparasiteMloadsMinMserumMandMbloodMsamplesMfromMpatientsMinMacuteMandMchronicM
phasesMofMwhagasMdiseasebMParasitologyZM2018ZMehiZMelgkaelhg 2.7 7

86 ádentificationMofMbatMtrypanosomesMfromMMinasM eraisMstateZMvrazilZMbasedMonMelSMrxNuMandM
wathepsinaóalikeMtargetsbMParasitologyiResearchZM2018ZMeekZMkgkakhj 2.4 4

85 TrypanosomaMcruziMánMTowardsMtheMneedMofMgeneticMsubdivisionsZMPartMáábMActaiTropicaZM2018ZMelhZMigail 3.2 12

84 ystimatingMtheMántraataxaMxiversityZMPopulationM eneticMStructureZMandMyvolutionaryMPathwaysMofM
andbMFrontiersiiniGeneticsZM2018ZMmZMehl 4.5 12

83 NewMánsightsMintoMUwxVMánfectionMinMóatinMumericanMNovelMxescriptionMofMToxigenicMProfilesMofM
xiarrheaaussociatedMtoMwxMinMvogotˆ¡ZMwolombiabMFrontiersiiniMicrobiologyZM2018ZMmZMkh 5.7 10

82 TheMeffectMofMtemperatureMincreaseMonMtheMdevelopmentMofMRhodniusMprolixusMandMtheMcourseMofM
TrypanosomaMcruziMmetacyclogenesisbMPLoSiNeglectediTropicaliDiseasesZM2018ZMefZMedddjkgi 4.8 17

81
unalyticalMPerformanceMofMaMóoopaMediatedMásothermalMumplificationMussayMforMxNuMxetectionMinM
SandfliesMandMxirectMSmearsMofMPatientsMwithMwutaneousMóeishmaniasisbMAmericaniJournaliofiTropicali
MedicineiandiHygieneZM2018ZMmlZMegfiaegge

3.2 6

80 TheMwolombianMpeaceMdealMandMitsMimpactMonMtheMevolutionMofMtropicalMdiseasesMagentsbMInfectionwi
GeneticsiandiEvolutionZM2018ZMikZMehiaeid 4.5 4

79
yvaluationMofMtheManalyticalMandMdiagnosticMperformanceMofMaMdigitalMdropletMpolymeraseMchainM
reactionMUddPwRVMassayMtoMdetectMTrypanosomaMcruziMxNuMinMbloodMsamplesbMPLoSiNeglectediTropicali
DiseasesZM2018ZMefZMedddkdjg

4.8 13

78 UnveilingMtheMMultilocusMSequenceMTypingMUMóSTVMSchemesMandMworeM enomeMPhylogeniesMforM
 enotypingbMFrontiersiiniMicrobiologyZM2018ZMmZMelih 5.7 13

77 MolecularMdetectionMandMgenotypingMofMpathogenicMprotozoanMparasitesMinMrawMandMtreatedMwaterM
samplesMfromMsouthwestMwolombiabMParasitesiandiVectorsZM2018ZMeeZMijg 4 14

76  eospatialatemporalMdistributionMofMTegumentaryMóeishmaniasisMinMwolombiaMUfddkafdejVbMPLoSi
NeglectediTropicaliDiseasesZM2018ZMefZMedddjhem 4.8 7

75 xescriptionMofMóeishmaniaMspeciesMamongMdogsMandMhumansMinMwolombianMVisceralMóeishmaniasisM
outbreaksbMInfectionwiGeneticsiandiEvolutionZM2018ZMjhZMegiaegl 4.5 4

74 ycologyMofMTrypanosomaMcruziMáMgenotypesMacrossMRhodniusMprolixusMcapturedMinMuttaleaMbutyraceaM
palmsbMInfectionwiGeneticsiandiEvolutionZM2017ZMhmZMehjaeid 4.5 3

73 RNuaseqMinMkinetoplastidsnMuMpowerfulMtoolMforMtheMunderstandingMofMtheMbiologyMandMhostapathogenM
interactionsbMInfectionwiGeneticsiandiEvolutionZM2017ZMhmZMfkgaflf 4.5 25

72 yvaluationMofMaMMultilocusMSequenceMTypingMUMóSTVMschemeMforMóeishmaniaMUVianniaVMbraziliensisMandM
óeishmaniaMUVianniaVMpanamensisMinMwolombiabMParasitesiandiVectorsZM2017ZMedZMfgj 4 22

(2017-2019)
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71
MolecularMandMserologicalMdetectionMofMTrypanosomaMcruziMinMdogsMUwanisMlupusMfamiliarisVMsuggestsM
potentialMtransmissionMriskMinMareasMofMrecentMacuteMwhagasMdiseaseMoutbreaksMinMwolombiabM
PreventiveiVeterinaryiMedicineZM2017ZMeheZMeaj

3.1 14

70 wommunityaacquiredMinfectionMwithMhypervirulentMisolatesMthatMcarryMdifferentMtoxinMandMantibioticM
resistanceMlocinMaMcaseMreportbMGutiPathogensZM2017ZMmZMjg 5.4 3

69 óeishmaniaMinfectionMinMbatsMfromMaMnonaendemicMregionMofMóeishmaniasisMinMvrazilbMParasitologyZM
2017ZMehhZMemldaemlj 2.7 11

68
PurificationMofMTrypanosomaMcruziMmetacyclicMtrypomastigotesMbyMionMexchangeMchromatographyMinM
sepharoseaxyuyZMaMnovelMmethodologyMforMhostapathogenMinteractionMstudiesbMJournaliofi
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