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k Paper IF Citations

238 tLhumanLgutLmicrobialLgeneLcatalogueLestablishedLbyLmetagenomicLsequencingaLNatureXL2010XLgigXLhlZih50.4 7044

237 StructureXLfunctionLandLdiversityLofLtheLhealthyLhumanLmicrobiomeaLNatureXL2012XLgkiXLecjZdg 50.4 6938

236 xnterotypesLofLtheLhumanLgutLmicrobiomeaLNatureXL2011XLgjfXLdjgZkc 50.4 4240

235 tLmetagenomeZwideLassociationLstudyLofLgutLmicrobiotaLinLtypeLeLdiabetesaLNatureXL2012XLglcXLhhZic 50.4 3779

234 RichnessLofLhumanLgutLmicrobiomeLcorrelatesLwithLmetabolicLmarkersaLNatureXL2013XLhccXLhgdZi 50.4 2584

233 tLframeworkLforLhumanLmicrobiomeLresearchaLNatureXL2012XLgkiXLedhZed 50.4 1722

232 MicrobialLinteractionsmLfromLnetworksLtoLmodelsaLNaturefReviewsfMicrobiologyXL2012XLdcXLhfkZhc 22.2 1607

231 OceanLplanktonaLStructureLandLfunctionLofLtheLglobalLoceanLmicrobiomeaLScienceXL2015XLfgkXLdeidfhl 33.3 1261

230 PopulationZlevelLanalysisLofLgutLmicrobiomeLvariationaLScienceXL2016XLfheXLhicZg 33.3 1120

229 wisentanglingLtypeLeLdiabetesLandLmetforminLtreatmentLsignaturesLinLtheLhumanLgutLmicrobiotaaL
NatureXL2015XLhekXLeieZeii 50.4 1107

228 OceanLplanktonaLxukaryoticLplanktonLdiversityLinLtheLsunlitLoceanaLScienceXL2015XLfgkXLdeidich 33.3 990

227 ’umanLgutLmicrobesLimpactLhostLserumLmetabolomeLandLinsulinLsensitivityaLNatureXL2016XLhfhXLfjiZkd 50.4 977

226 PopulationZbasedLmetagenomicsLanalysisLrevealsLmarkersLforLgutLmicrobiomeLcompositionLandL
diversityaLScienceXL2016XLfheXLhihZl 33.3 929

225 MicrobialLcoZoccurrenceLrelationshipsLinLtheLhumanLmicrobiomeaLPLoSfComputationalfBiologyXL2012XL
kXLedcceici 5 914

224 ’owLinformativeLisLtheLmouseLforLhumanLgutLmicrobiotaLresearchraLDMMfDiseasefModelsfandf
MechanismsXL2015XLkXLdZdi 4.1 691

223 ModelingLgeneLandLgenomeLduplicationsLinLeukaryotesaLProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaXL2005XLdceXLhghgZl 11.5 670

222 TheLneuroactiveLpotentialLofLtheLhumanLgutLmicrobiotaLinLqualityLofLlifeLandLdepressionaLNaturef
MicrobiologyXL2019XLgXLiefZife 26.6 651
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221 SupplementationLwithLtkkermansiaLmuciniphilaLinLoverweightLandLobeseLhumanLvolunteersmLaL
proofZofZconceptLexploratoryLstudyaLNaturefMedicineXL2019XLehXLdcliZddcf 50.5 650

220  dentificationLandLassemblyLofLgenomesLandLgeneticLelementsLinLcomplexLmetagenomicLsamplesL
withoutLusingLreferenceLgenomesaLNaturefBiotechnologyXL2014XLfeXLkeeZk 44.5 624

219 wuplicationLandLdivergencemLtheLevolutionLofLnewLgenesLandLoldLideasaLAnnualfReviewfoffGeneticsXL
2004XLfkXLidhZgf 14.5 620

218 zenomeZwideLcharacterizationLofLtheLlignificationLtoolboxLinLtrabidopsisaLPlantfPhysiologyXL2003XL
dffXLdchdZjd 6.6 564

217 OceanLplanktonaLweterminantsLofLcommunityLstructureLinLtheLglobalLplanktonLinteractomeaLScienceXL
2015XLfgkXLdeiecjf 33.3 496

216 StoolLconsistencyLisLstronglyLassociatedLwithLgutLmicrobiotaLrichnessLandLcompositionXLenterotypesL
andLbacterialLgrowthLratesaLGutXL2016XLihXLhjZie 19.2 488

215 QuantitativeLmicrobiomeLprofilingLlinksLgutLcommunityLvariationLtoLmicrobialLloadaLNatureXL2017XL
hhdXLhcjZhdd 50.4 475

214 zenomeZwideLanalysisLofLcoreLcellLcycleLgenesLinLtrabidopsisaLPlantfCellXL2002XLdgXLlcfZdi 11.6 450

213 MinimumLinformationLaboutLaLmarkerLgeneLsequenceLTM MtR®SULandLminimumLinformationLaboutL
anyLTxULsequenceLTM xSULspecificationsaLNaturefBiotechnologyXL2011XLelXLgdhZec 44.5 445

212 OceanLplanktonaLPatternsLandLecologicalLdriversLofLoceanLviralLcommunitiesaLScienceXL2015XLfgkXLdeidglk33.3 421

211 TheLhumanLsmallLintestinalLmicrobiotaLisLdrivenLbyLrapidLuptakeLandLconversionLofLsimpleL
carbohydratesaLISMEfJournalXL2012XLiXLdgdhZei 11.9 416

210 TheLresilienceLofLtheLintestinalLmicrobiotaLinfluencesLhealthLandLdiseaseaLNaturefReviewsf
MicrobiologyXL2017XLdhXLifcZifk 22.2 398

209 PlanktonLnetworksLdrivingLcarbonLexportLinLtheLoligotrophicLoceanaLNatureXL2016XLhfeXLgihZgjc 50.4 392

208 xnterotypesLinLtheLlandscapeLofLgutLmicrobialLcommunityLcompositionaLNaturefMicrobiologyXL2018XL
fXLkZdi 26.6 387

207 vorrelationLdetectionLstrategiesLinLmicrobialLdataLsetsLvaryLwidelyLinLsensitivityLandLprecisionaLISMEf
JournalXL2016XLdcXLdiilZkd 11.9 365

206 RegionalLvariationLlimitsLapplicationsLofLhealthyLgutLmicrobiomeLreferenceLrangesLandLdiseaseL
modelsaLNaturefMedicineXL2018XLegXLdhfeZdhfh 50.5 348

205 TheL’umanLzutLMicrobiomemLyromLtssociationLtoLModulationaLCellXL2018XLdjeXLddlkZdedh 56.2 344

204  ntegratedLmetagenomicsbmetaproteomicsLrevealsLhumanLhostZmicrobiotaLsignaturesLofLvrohnSsL
diseaseaLPLoSfONEXL2012XLjXLegldfk 3.7 320

(2012-2019)
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203  nflammationZassociatedLenterotypesXLhostLgenotypeXLcageLandLinterZindividualLeffectsLdriveLgutL
microbiotaLvariationLinLcommonLlaboratoryLmiceaLGenomefBiologyXL2013XLdgXLRg 18.3 293

202 MolecularLecoZsystemsLbiologymLtowardsLanLunderstandingLofLcommunityLfunctionaLNaturefReviewsf
MicrobiologyXL2008XLiXLilfZl 22.2 284

201 tLholisticLapproachLtoLmarineLecoZsystemsLbiologyaLPLoSfBiologyXL2011XLlXLedccddjj 9.7 265

200 QuantitativeLphylogeneticLassessmentLofLmicrobialLcommunitiesLinLdiverseLenvironmentsaLScienceXL
2007XLfdhXLddeiZfc 33.3 259

199 MarineLwαtLViralLMacroZLandLMicrodiversityLfromLPoleLtoLPoleaLCellXL2019XLdjjXLddclZddefaedg 56.2 256

198 PrebioticLinulinZtypeLfructansLinduceLspecificLchangesLinLtheLhumanLgutLmicrobiotaaLGutXL2017XLiiXLdlikZdljg19.2 236

197 MetagenomicsLmeetsLtimeLseriesLanalysismLunravelingLmicrobialLcommunityLdynamicsaLCurrentf
OpinionfinfMicrobiologyXL2015XLehXLhiZii 7.9 236

196 vomputationalLapproachesLtoLpredictLbacteriophageZhostLrelationshipsaLFEMSfMicrobiologyfReviews
XL2016XLgcXLehkZje 15.1 235

195 tLmetagenomicLinsightLintoLourLgutSsLmicrobiomeaLGutXL2013XLieXLdgiZhk 19.2 234

194 voαetLappmLinferenceLofLbiologicalLassociationLnetworksLusingLvytoscapeaLFxwwwResearchXL2016XLhXLdhdl 3.6 231

193  ntestinalLmicrobiotaLandLdietLinL uSmLcausesXLconsequencesXLorLepiphenomenaraLAmericanfJournalfoff
GastroenterologyXL2015XLddcXLejkZkj 0.7 225

192 PredictionLofLeffectiveLgenomeLsizeLinLmetagenomicLsamplesaLGenomefBiologyXL2007XLkXLRdc 18.3 219

191 ’eterogeneityLofLtheLgutLmicrobiomeLinLmicemLguidelinesLforLoptimizingLexperimentalLdesignaLFEMSf
MicrobiologyfReviewsXL2016XLgcXLddjZfe 15.1 217

190 PrimaryLsclerosingLcholangitisLisLcharacterisedLbyLintestinalLdysbiosisLindependentLfromL uwaLGutXL
2016XLihXLdikdZl 19.2 212

189 αonsenseZmediatedLmRαtLdecayLfactorsLactLinLconcertLtoLregulateLcommonLmRαtLtargetsaLRnaXL
2005XLddXLdhfcZgg 5.8 206

188 MetagenomicLdiSLrwαtL lluminaLtagsLareLaLpowerfulLalternativeLtoLampliconLsequencingLtoLexploreL
diversityLandLstructureLofLmicrobialLcommunitiesaLEnvironmentalfMicrobiologyXL2014XLdiXLeihlZjd 5.2 200

187 OpenLscienceLresourcesLforLtheLdiscoveryLandLanalysisLofLTaraLOceansLdataaLScientificfDataXL2015XLeXLdhccef8.2 198

186 MeetingLreportmLtheLterabaseLmetagenomicsLworkshopLandLtheLvisionLofLanLxarthLmicrobiomeL
projectaLStandardsfinfGenomicfSciencesXL2010XLfXLegfZk 187
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185 ïotuSmLanLefficientLandLuserZfriendlyLOTULprocessingLpipelineaLMicrobiomeXL2014XLeXLfc 16.6 186

184 wonorLSpeciesLRichnessLweterminesLyaecalLMicrobiotaLTransplantationLSuccessLinL nflammatoryL
uowelLwiseaseaLJournalfoffCrohnmsfandfColitisXL2016XLdcXLfkjZlg 1.5 183

183 voαetLappmLinferenceLofLbiologicalLassociationLnetworksLusingLvytoscapeaLFxwwwResearchXL2016XLhXLdhdl 3.6 183

182 TowardsLmicrobialLfermentationLmetabolitesLasLmarkersLforLhealthLbenefitsLofLprebioticsaLNutritionf
ResearchfReviewsXL2015XLekXLgeZii 7 173

181 tLglobalLoceanLatlasLofLeukaryoticLgenesaLNaturefCommunicationsXL2018XLlXLfjf 17.4 168

180 tssessmentLofLmetagenomicLassemblyLusingLsimulatedLnextLgenerationLsequencingLdataaLPLoSfONE
XL2012XLjXLefdfki 3.7 157

179 uriefLReportmLwialisterLasLaLMicrobialLMarkerLofLwiseaseLtctivityLinLSpondyloarthritisaLArthritisfandf
RheumatologyXL2017XLilXLddgZded 9.5 150

178 QuantifyingLenvironmentalLadaptationLofLmetabolicLpathwaysLinLmetagenomicsaLProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2009XLdciXLdfjgZl 11.5 148

177 SpeciesZfunctionLrelationshipsLshapeLecologicalLpropertiesLofLtheLhumanLgutLmicrobiomeaLNaturef
MicrobiologyXL2016XLdXLdickk 26.6 145

176 tndLthenLthereLwereLmanymLMtwSLgoesLgenomicaLTrendsfinfPlantfScienceXL2003XLkXLgjhZkf 13.1 145

175 xxploringLnucleoZcytoplasmicLlargeLwαtLvirusesLinLTaraLOceansLmicrobialLmetagenomesaLISMEf
JournalXL2013XLjXLdijkZlh 11.9 142

174 αonrandomLdivergenceLofLgeneLexpressionLfollowingLgeneLandLgenomeLduplicationsLinLtheL
floweringLplantLtrabidopsisLthalianaaLGenomefBiologyXL2006XLjXLRdf 18.3 134

173 TowardLmolecularLtraitZbasedLecologyLthroughLintegrationLofLbiogeochemicalXLgeographicalLandL
metagenomicLdataaLMolecularfSystemsfBiologyXL2011XLjXLgjf 12.2 129

172 zetLtheLmostLoutLofLyourLmetagenomemLcomputationalLanalysisLofLenvironmentalLsequenceLdataaL
CurrentfOpinionfinfMicrobiologyXL2007XLdcXLglcZk 7.9 127

171 ’eritableLcomponentsLofLtheLhumanLfecalLmicrobiomeLareLassociatedLwithLvisceralLfataLGenomef
BiologyXL2016XLdjXLdkl 18.3 124

170 TranscriptomeLanalysisLduringLcellLdivisionLinLplantsaLProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaXL2002XLllXLdgkehZfc 11.5 120

169 MillimeterZscaleLgeneticLgradientsLandLcommunityZlevelLmolecularLconvergenceLinLaLhypersalineL
microbialLmataLMolecularfSystemsfBiologyXL2008XLgXLdlk 12.2 118

168 zeneLxxpressionLvhangesLandLvommunityLTurnoverLwifferentiallyLShapeLtheLzlobalLOceanL
MetatranscriptomeaLCellXL2019XLdjlXLdcikZdckfaeed 56.2 113

(2019-2014)
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167 αonsenseZmediatedLmRαtLdecaymLTargetLgenesLandLfunctionalLdiversificationLofLeffectorsaLTrendsf
infBiochemicalfSciencesXL2006XLfdXLiflZgi 10.3 113

166
weletionsLinvolvingLlongZrangeLconservedLnongenicLsequencesLupstreamLandLdownstreamLofL
yOXïeLasLaLnovelLdiseaseZcausingLmechanismLinLblepharophimosisLsyndromeaLAmericanfJournalfoff
HumanfGeneticsXL2005XLjjXLechZdk

11 112

165 zlobalLTrendsLinLMarineLPlanktonLwiversityLacrossL®ingdomsLofLïifeaLCellXL2019XLdjlXLdckgZdcljaeed 56.2 108

164 αlrpiZLandLtSvZwependentL nflammasomesLwoLαotLShapeLtheLvommensalLzutLMicrobiotaL
vompositionaLImmunityXL2017XLgjXLfflZfgkaeg 32.3 108

163 TheLautomaticLdetectionLofLhomologousLregionsLTtw’oReULandLitsLapplicationLtoLmicrocolinearityL
betweenLtrabidopsisLandLriceaLGenomefResearchXL2002XLdeXLdjleZkcd 9.7 105

162 SoilLmicrobiomeLresponsesLtoLtheLshortZtermLeffectsLofLtmazonianLdeforestationaLMolecularf
EcologyXL2015XLegXLegffZgk 5.7 103

161 vrossZbiomeLcomparisonLofLmicrobialLassociationLnetworksaLFrontiersfinfMicrobiologyXL2015XLiXLdecc 5.7 102

160 MetabolicLyunctionsLofLzutLMicrobesLtssociateLWithLxfficacyLof´ TumorLαecrosisLyactorLtntagonistsL
inLPatientsLWithL nflammatoryLuowelLwiseasesaLGastroenterologyXL2019XLdhjXLdejlZdeleaedd 13.3 101

159 StatinLtherapyLisLassociatedLwithLlowerLprevalenceLofLgutLmicrobiotaLdysbiosisaLNatureXL2020XLhkdXLfdcZfdh50.4 100

158 OceanLplanktonaLxnvironmentalLcharacteristicsLofLtgulhasLringsLaffectLinteroceanLplanktonL
transportaLScienceXL2015XLfgkXLdeidggj 33.3 100

157  dentifyingLgenomicLandLmetabolicLfeaturesLthatLcanLunderlieLearlyLsuccessionalLandLopportunisticL
lifestylesLofLhumanLgutLsymbiontsaLGenomefResearchXL2012XLeeXLdljgZkg 9.7 97

156 MicrobiologyLMeetsLuigLwatamLTheLvaseLofLzutLMicrobiotaZwerivedLTrimethylamineaLAnnualfReviewf
offMicrobiologyXL2015XLilXLfchZed 17.5 94

155 PracticalLconsiderationsLforLlargeZscaleLgutLmicrobiomeLstudiesaLFEMSfMicrobiologyfReviewsXL2017XL
gdXLSdhgZSdij 15.1 93

154  nductionLofLboneLlossLbyLpathobiontZmediatedLαoddLsignalingLinLtheLoralLcavityaLCellfHostfandf
MicrobeXL2013XLdfXLhlhZicd 23.4 93

153 ViralLtoLmetazoanLmarineLplanktonLnucleotideLsequencesLfromLtheLTaraLOceansLexpeditionaL
ScientificfDataXL2017XLgXLdjcclf 8.2 89

152 zenomewideLstructuralLannotationLandLevolutionaryLanalysisLofLtheLtypeL LMtwSZboxLgenesLinL
plantsaLJournalfoffMolecularfEvolutionXL2003XLhiXLhjfZki 3.1 89

151 ïargeZscaleLassociationLanalysesLidentifyLhostLfactorsLinfluencingLhumanLgutLmicrobiomeL
compositionaLNaturefGeneticsXL2021XLhfXLdhiZdih 36.3 80

150 vommensalLmicrobiotaLinfluenceLsystemicLautoimmuneLresponsesaLEMBOfJournalXL2015XLfgXLgiiZjg 13 79
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149 PopulationZlevelLanalysisLofLsubtypeLprevalenceLandLvariationLinLtheLhumanLgutLmicrobiotaaLGutXL
2019XLikXLddkcZddkl 19.2 79

148 tecLcontrolsLintestinalLhomeostasisLthroughLcellZspecificLactivitiesaLNaturefCommunicationsXL2014XLhXLhdcf17.4 78

147 SmashvommunitymLaLmetagenomicLannotationLandLanalysisLtoolaLBioinformaticsXL2010XLeiXLeljjZk 7.2 77

146 MicrogliaLRequireLvwg´ TLvellsLtoLvompleteLtheLyetalZtoZtdultLTransitionaLCellXL2020XLdkeXLiehZigcaeeg 56.2 77

145 TheLzutLMicrobiomeLandLMentalL’ealthmL mplicationsLforLtnxietyZLandLTraumaZRelatedLwisordersaL
OMICSfAfJournalfoffIntegrativefBiologyXL2018XLeeXLlcZdcj 3.8 76

144 TheLTORαtwOdLandLTORαtwOeLgenesLfunctionLinLseveralLpatterningLprocessesLduringLearlyLleafL
developmentLinLtrabidopsisLthalianaaLPlantfCellXL2006XLdkXLkheZii 11.6 74

143 ïinkingLgutLmicrobiotaXLmetabolicLsyndromeLandLeconomicLstatusLbasedLonLaLpopulationZlevelL
analysisaLMicrobiomeXL2018XLiXLdje 16.6 72

142 QuantitativeLmicrobiomeLprofilingLdisentanglesLinflammationZLandLbileLductLobstructionZassociatedL
microbiotaLalterationsLacrossLPSvb uwLdiagnosesaLNaturefMicrobiologyXL2019XLgXLdkeiZdkfd 26.6 71

141 tLlowZglutenLdietLinducesLchangesLinLtheLintestinalLmicrobiomeLofLhealthyLwanishLadultsaLNaturef
CommunicationsXL2018XLlXLgifc 17.4 69

140 QuantitativeLassessmentLofLproteinLfunctionLpredictionLfromLmetagenomicsLshotgunLsequencesaL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2007XLdcgXLdfldfZk 11.5 66

139 SyntheticLecologyLofLtheLhumanLgutLmicrobiotaaLNaturefReviewsfMicrobiologyXL2019XLdjXLjhgZjif 22.2 64

138 UniversallyLdistributedLsingleZcopyLgenesLindicateLaLconstantLrateLofLhorizontalLtransferaLPLoSfONEXL
2011XLiXLeeecll 3.7 61

137 yaecalLMetaproteomicLtnalysisLRevealsLaLPersonalizedLandLStableLyunctionalLMicrobiomeLandL
ïimitedLxffectsLofLaLProbioticL nterventionLinLtdultsaLPLoSfONEXL2016XLddXLecdhfelg 3.7 59

136 MultiZstabilityLandLtheLoriginLofLmicrobialLcommunityLtypesaLISMEfJournalXL2017XLddXLedhlZedii 11.9 57

135 TheLProbioticLReducesLyeedLvonversionLandLProtectsLfromLPotentiallyL’armfulL ntestinalL
MicroorganismsLandLαecroticLxnteritisLinLuroilersaLFrontiersfinfMicrobiologyXL2016XLjXLdgdi 5.7 56

134 zenomeZwideLassociationsLofLhumanLgutLmicrobiomeLvariationLandLimplicationsLforLcausalL
inferenceLanalysesaLNaturefMicrobiologyXL2020XLhXLdcjlZdckj 26.6 55

133 SingleZcellLgenomicsLofLmultipleLunculturedLstramenopilesLrevealsLunderestimatedLfunctionalL
diversityLacrossLoceansaLNaturefCommunicationsXL2018XLlXLfdc 17.4 55

132 zutLmicrobiotaLaffectsLsensitivityLtoLacuteLwSSZinducedLcolitisLindependentlyLofLhostLgenotypeaL
InflammatoryfBowelfDiseasesXL2013XLdlXLehicZj 4.5 54

(2013-2019)
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131 vaspaseLdeficiencyLaltersLtheLmurineLgutLmicrobiomeaLCellfDeathfandfDiseaseXL2011XLeXLeeec 9.8 54

130 MetaZanalysisLofLhumanLgenomeZmicrobiomeLassociationLstudiesmLtheLMiuiozenLconsortiumL
initiativeaLMicrobiomeXL2018XLiXLdcd 16.6 53

129 MonocyteZdrivenLatypicalLcytokineLstormLandLaberrantLneutrophilLactivationLasLkeyLmediatorsLofL
vOV wZdlLdiseaseLseverityaLNaturefCommunicationsXL2021XLdeXLgddj 17.4 53

128 ïocalLimmuneLresponseLtoLfoodLantigensLdrivesLmealZinducedLabdominalLpainaLNatureXL2021XLhlcXLdhdZdhi50.4 53

127 vyanobacterialLsymbiontsLdivergedLinLtheLlateLvretaceousLtowardsLlineageZspecificLnitrogenL
fixationLfactoriesLinLsingleZcelledLphytoplanktonaLNaturefCommunicationsXL2016XLjXLddcjd 17.4 51

126 vombinedLuseLofLnetworkLinferenceLtoolsLidentifiesLecologicallyLmeaningfulLbacterialLassociationsL
inLaLpaddyLsoilaLSoilfBiologyfandfBiochemistryXL2017XLdchXLeejZefh 7.5 50

125 wiscoveringLfunctionalLnoveltyLinLmetagenomesmLexamplesLfromLlightZmediatedLprocessesaLJournalf
offBacteriologyXL2009XLdldXLfeZgd 3.5 50

124  nvestigatingLancientLduplicationLeventsLinLtheLtrabidopsisLgenomeaLJournalfoffStructuralfandf
FunctionalfGenomicsXL2003XLfXLddjZdel 49

123 RichnessLandLecosystemLdevelopmentLacrossLfaecalLsnapshotsLofLtheLgutLmicrobiotaaLNaturef
MicrobiologyXL2018XLfXLheiZhek 26.6 48

122 uutyrateLProducersLasLPotentialLαextZzenerationLProbioticsmLSafetyLtssessmentLofLtheL
tdministrationLofLtoL’ealthyLVolunteersaLMSystemsXL2018XLfXL 7.6 45

121 yunctionalLdivergenceLofLproteinsLthroughLframeshiftLmutationsaLTrendsfinfGeneticsXL2005XLedXLgekZfd 8.5 43

120 tssessmentLofLfaecalLmicrobialLtransferLinLirritableLbowelLsyndromeLwithLsevereLbloatingaLGutXL2017
XLiiXLlkcZlke 19.2 42

119 vommunityZïevelLResponsesLtoL ronLtvailabilityLinLOpenLOceanLPlanktonLxcosystemsaLGlobalf
BiogeochemicalfCyclesXL2019XLffXLfldZgdl 5.9 42

118 ShortLchainLfattyLacidsLandLitsLproducingLorganismsmLtnLoverlookedLtherapyLforL uwraLEBioMedicineXL
2021XLiiXLdcfelf 8.8 41

117 ReconciliationLbetweenLoperationalLtaxonomicLunitsLandLspeciesLboundariesaLFEMSfMicrobiologyf
EcologyXL2017XLlfXL 4.3 40

116 TowardsLbiomeZspecificLanalysisLofLmetaZomicsLdataaLISMEfJournalXL2016XLdcXLdcehZk 11.9 40

115 tLwebLapplicationLforLsampleLsizeLandLpowerLcalculationLinLcaseZcontrolLmicrobiomeLstudiesaL
BioinformaticsXL2016XLfeXLecfkZgc 7.2 38

114  nterindividualLdifferencesLinLresponseLtoLtreatmentLwithLbutyrateZproducingLuutyricicoccusL
pullicaecorumLehZfTLstudiedLinLanLinLvitroLgutLmodelaLFEMSfMicrobiologyfEcologyXL2015XLldXL 4.3 37
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113 MolecularLcharacterizationLofLtrabidopsisLP’OkcZlikeLproteinsXLaLnovelLclassLofLvw®tndZinteractingL
cyclinsaLCellularfandfMolecularfLifefSciencesXL2004XLidXLdgkhZlj 10.3 37

112 TappingLintoLtheLmaizeLrootLmicrobiomeLtoLidentifyLbacteriaLthatLpromoteLgrowthLunderLchillingL
conditionsaLMicrobiomeXL2020XLkXLhg 16.6 37

111 vtTvhXLanLensembleLclassifierLforLchimeraLdetectionLinLdiSLrRαtLsequencingLstudiesaLAppliedfandf
EnvironmentalfMicrobiologyXL2015XLkdXLdhjfZkg 4.8 35

110 yromLreadsLtoLoperationalLtaxonomicLunitsmLanLensembleLprocessingLpipelineLforLMiSeqLampliconL
sequencingLdataaLGigaScienceXL2017XLiXLdZdc 7.6 35

109 tLcomparativeLanalysisLofLtheLintestinalLmetagenomesLpresentLinLguineaLpigsLTvaviaLporcellusULandL
humansLT’omoLsapiensUaLBMCfGenomicsXL2012XLdfXLhdg 4.5 35

108 ProteinLfunctionLspacemLviewingLtheLlimitsLorLlimitedLbyLourLviewraLCurrentfOpinionfinfStructuralf
BiologyXL2007XLdjXLfieZl 8.1 34

107  ntegratedLculturingXLmodelingLandLtranscriptomicsLuncoversLcomplexLinteractionsLandLemergentL
behaviorLinLaLthreeZspeciesLsyntheticLgutLcommunityaLELifeXL2018XLjXL 8.9 34

106
yecalLMicrobiotaLTransplantationLReducesLSymptomsLinLSomeLPatientsLWithL rritableLuowelL
SyndromeLWithLPredominantLtbdominalLuloatingmLShortZLandLïongZtermLResultsLyromLaL
PlaceboZvontrolledLRandomizedLTrialaLGastroenterologyXL2021XLdicXLdghZdhjaek

13.3 34

105 ïowLeukaryoticLviralLrichnessLisLassociatedLwithLfaecalLmicrobiotaLtransplantationLsuccessLinL
patientsLwithLUvaLGutXL2018XLijXLdhhkZdhhl 19.2 33

104 MicrobialLcommunitiesLofLtheLhouseLflyLMuscaLdomesticaLvaryLwithLgeographicalLlocationLandL
habitataLMicrobiomeXL2019XLjXLdgj 16.6 33

103  nvestigatingLancientLduplicationLeventsLinLtheLtrabidopsisLgenomeaLJournalfoffStructuralfandf
FunctionalfGenomicsXL2003XLfXLddjZel 32

102 yireLmodifiesLtheLphylogeneticLstructureLofLsoilLbacterialLcoZoccurrenceLnetworksaLEnvironmentalf
MicrobiologyXL2017XLdlXLfdjZfej 5.2 31

101 RedLWineLvonsumptionLtssociatedLWithL ncreasedLzutLMicrobiotaL˛–ZwiversityLinLfL ndependentL
vohortsaLGastroenterologyXL2020XLdhkXLejcZejeaee 13.3 31

100  midazoleLpropionateLisLincreasedLinLdiabetesLandLassociatedLwithLdietaryLpatternsLandLalteredL
microbialLecologyaLNaturefCommunicationsXL2020XLddXLhkkd 17.4 29

99 zutLmicrobiomeLvariationLisLassociatedLtoLMultipleLSclerosisLphenotypicLsubtypesaLAnnalsfoffClinicalf
andfTranslationalfNeurologyXL2020XLjXLgciZgdl 5.3 28

98 MetforminLinducesLweightLlossLassociatedLwithLgutLmicrobiotaLalterationLinLnonZdiabeticLobeseL
womenmLaLrandomizedLdoubleZblindLclinicalLtrialaLEuropeanfJournalfoffEndocrinologyXL2019XLdkcXLdihZdji 6.5 28

97 zeneLduplicationXLtheLevolutionLofLnovelLgeneLfunctionsXLandLdetectingLfunctionalLdivergenceLofL
duplicatesLinLsilicoaLAppliedfBioinformaticsXL2003XLeXLldZdcd 28

96  PxwmLaLhighlyLefficientLdenoisingLtoolLforL lluminaLMiSeqLPairedZendLdiSLrRαt´ geneLampliconL
sequencingLdataaLBMCfBioinformaticsXL2016XLdjXLdle 3.6 25
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95 zoLwithLtheLflowLorLsolitaryLconfinementmLaLlookLinsideLtheLsingleZcellLtoolboxLforLisolationLofLrareL
andLunculturedLmicrobesaLCurrentfOpinionfinfMicrobiologyXL2018XLggXLdZk 7.9 25

94 TranslatingLtheLhumanLmicrobiomeaLNaturefBiotechnologyXL2013XLfdXLfcgZk 44.5 25

93 PredictionLandLidentificationLofLsequencesLcodingLforLorphanLenzymesLusingLgenomicLandL
metagenomicLneighboursaLMolecularfSystemsfBiologyXL2012XLkXLhkd 12.2 25

92 tnLimprovedLstatisticalLmethodLforLdetectingLheterotachyLinLnucleotideLsequencesaLMolecularf
BiologyfandfEvolutionXL2006XLefXLdfljZgch 8.3 24

91  ncreasedL ïZdcZproducingLregulatoryLTLcellsLareLcharacteristicLofLsevereLcasesLofLvOV wZdlaLClinicalf
andfTranslationalfImmunologyXL2020XLlXLedecg 6.8 24

90 MetaZomicsLinL nflammatoryLuowelLwiseaseLResearchmLtpplicationsXLvhallengesXLandLzuidelinesaL
JournalfoffCrohnmsfandfColitisXL2016XLdcXLjfhZgi 1.5 23

89 SpeciesZsortingLandLmassZtransferLparadigmsLcontrolLmanagedLnaturalLmetacommunitiesaL
EnvironmentalfMicrobiologyXL2016XLdkXLgkieZgkjj 5.2 23

88 PrebioticLWheatLuranLyractionsL nduceLSpecificLMicrobiotaLvhangesaLFrontiersfinfMicrobiologyXL2018XL
lXLfd 5.7 22

87
 ntroducingLinsolubleLwheatLbranLasLaLgutLmicrobiotaLnicheLinLanLinLvitroLdynamicLgutLmodelL
stimulatesLpropionateLandLbutyrateLproductionLandLinducesLcolonLregionLspecificLshiftsLinLtheL
luminalLandLmucosalLmicrobialLcommunityaLEnvironmentalfMicrobiologyXL2018XLecXLfgciZfgei

5.2 22

86 zutLmicrobiotaLdynamicsLandLuraemicLtoxinsmLoneLsizeLdoesLnotLfitLallaLGutXL2019XLikXLeehjZeeic 19.2 22

85 RelationshipLbetweenLgenomeLandLepigenomeZZchallengesLandLrequirementsLforLfutureLresearchaL
BMCfGenomicsXL2014XLdhXLgkj 4.5 21

84 SmashvellmLaLsoftwareLframeworkLforLtheLanalysisLofLsingleZcellLamplifiedLgenomeLsequencesaL
BioinformaticsXL2010XLeiXLeljlZkc 7.2 21

83  nLsilicoLanalysesLofLpericycleLcellLpopulationsLreinforceLtheirLrelationLwithLassociatedLvasculatureLinL
trabidopsisaLPhilosophicalfTransactionsfoffthefRoyalfSocietyfB:fBiologicalfSciencesXL2012XLfijXLdgjlZkk 5.8 21

82 tLnitrileLhydrataseLinLtheLeukaryoteLMonosigaLbrevicollisaLPLoSfONEXL2008XLfXLeflji 3.7 21

81 TheLhumanLmicrobiomeLinLhealthLandLdiseasemLhypeLorLhopeaLActafClinicafBelgicaXL2019XLjgXLhfZig 1.8 20

80 wesignLofLsyntheticLmicrobialLconsortiaLforLgutLmicrobiotaLmodulationaLCurrentfOpinionfinf
PharmacologyXL2019XLglXLheZhl 5.1 20

79 tdditionLofLacaciaLgumLtoLaLyOSbinulinLblendLimprovesLitsLfermentationLprofileLinLtheLSimulatorLofL
theL’umanL ntestinalLMicrobialLxcosystemLTS’ Mx´fiUaLJournalfoffFunctionalfFoodsXL2015XLdiXLeddZeee 5.1 19

78 ReportingLguidelinesLforLhumanLmicrobiomeLresearchmLtheLSTORMSLchecklistaLNaturefMedicineXL2021
XLejXLdkkhZdkle 50.5 19
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77 wepressionLandLsuicidalitymLtLlinkLtoLprematureLTLhelperLcellLagingLandLincreasedLThdjLcellsaLBrainsf
BehaviorsfandfImmunityXL2020XLkjXLicfZicl 16.6 19

76 MultiomicsLtnalysesLtoLweliverLtheLMostLxffectiveLTreatmentLtoLxveryLPatientLWithL nflammatoryL
uowelLwiseaseaLGastroenterologyXL2018XLdhhXLedZeg 13.3 18

75 MetabolicLtrchitectureLofLtheLweepLOceanLMicrobiome 17

74 weepLoceanLmetagenomesLprovideLinsightLintoLtheLmetabolicLarchitectureLofLbathypelagicL
microbialLcommunitiesaLCommunicationsfBiologyXL2021XLgXLicg 6.7 17

73 isLaLnewlyLisolatedLhumanLcommensalLbacteriumLpreventingLdietZinducedLobesityLandLmetabolicL
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72 MicrobiomeZbasedLcompanionLdiagnosticsmLnoLlongerLscienceLfictionraLGutXL2016XLihXLkliZj 19.2 16

71 TheLchemicalLinteractomeLspaceLbetweenLtheLhumanLhostLandLtheLgeneticallyLdefinedLgutL
metabotypesaLISMEfJournalXL2013XLjXLjfcZge 11.9 16

70
tLProposalLforLaLStudyLonLTreatmentLSelectionLandLïifestyleLRecommendationsLinLvhronicL
 nflammatoryLwiseasesmLtLwanishLMultidisciplinaryLvollaborationLonLPrognosticLyactorsLandL
PersonalisedLMedicineaLNutrientsXL2017XLlXL

6.7 16

69 tLmolecularLstudyLofLmicrobeLtransferLbetweenLdistantLenvironmentsaLPLoSfONEXL2008XLfXLeeicj 3.7 16

68 zeneyarmXLstructuralLandLfunctionalLannotationLofLtrabidopsisLgeneLandLproteinLfamiliesLbyLaL
networkLofLexpertsaLNucleicfAcidsfResearchXL2005XLffXLwigdZi 20.1 15

67 αovelLinsightsLintoLtheLgeneticallyLobeseLTobbobULandLdiabeticLTdbbdbULmicemLtwoLsidesLofLtheLsameL
coinaLMicrobiomeXL2021XLlXLdgj 16.6 15

66
tLcombinatorialLapproachLtoLtheLstructureLelucidationLofLaLpyoverdineLsiderophoreLproducedLbyLaL
PseudomonasLputidaLisolateLandLtheLuseLofLpyoverdineLasLaLtaxonomicLmarkerLforLtypingLPaLputidaL
subspeciesaLBioMetalsXL2013XLeiXLhidZjh

3.4 14

65 αowemLaLfastLerrorZcorrectionLalgorithmLforLpyrosequencingLampliconLreadsaLBMCfBioinformaticsXL
2015XLdiXLkk 3.6 13

64 ’umanLandLpreclinicalLstudiesLofLtheLhostZgutLmicrobiomeLcoZmetaboliteLhippurateLasLaLmarkerLandL
mediatorLofLmetabolicLhealthaLGutXL2021XLjcXLedchZeddg 19.2 13

63 TheLskinLmicrobiomeLofLcaspaseZdgZdeficientLmiceLshowsLmildLdysbiosisaLExperimentalfDermatologyXL
2014XLefXLhidZj 4 11

62 SmallZScaleLzeneLwuplicationsL2005XLeklZfej 11

61 vombinatorialXLadditiveLandLdoseZdependentLdrugZmicrobiomeLassociationsaLNatureXL2021XL 50.4 11

60
 mpactLofLredLandLprocessedLmeatLandLfibreLintakeLonLtreatmentLoutcomesLamongLpatientsLwithL
chronicLinflammatoryLdiseasesmLprotocolLforLaLprospectiveLcohortLstudyLofLprognosticLfactorsLandL
personalisedLmedicineaLBMJfOpenXL2018XLkXLecdkdii

3 11
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59 ’ostZmicrobeLinteractionmLRulesLofLtheLgameLforLmicrobiotaaLNatureXL2016XLhfgXLdkeZf 50.4 10

58 TemporalLvariabilityLinLquantitativeLhumanLgutLmicrobiomeLprofilesLandLimplicationsLforLclinicalL
researchaLNaturefCommunicationsXL2021XLdeXLijgc 17.4 10

57 WorldwideLtrendsLinLscientificLpublicationsLonLassociationLofLgutLmicrobiotaLwithLobesityaLIranianf
JournalfoffBasicfMedicalfSciencesXL2019XLeeXLihZjd 1.8 10

56 vompendiumLofLhfcLmetagenomeZassembledLbacterialLandLarchaealLgenomesLfromLtheLpolarLtrcticL
OceanaLNaturefMicrobiologyXL2021XLiXLdhidZdhjg 26.6 9

55 vlinicalLpracticesLunderlieLvOV wZdlLpatientLrespiratoryLmicrobiomeLcompositionLandLitsL
interactionsLwithLtheLhostaLNaturefCommunicationsXL2021XLdeXLiegf 17.4 9

54 ïargeZscaleLassociationLanalysesLidentifyLhostLfactorsLinfluencingLhumanLgutLmicrobiomeLcomposition 9

53 wuodenalLwysbiosisLandLRelationLtoLtheLxfficacyLofLProtonLPumpL nhibitorsLinLyunctionalLwyspepsiaaaL
InternationalfJournalfoffMolecularfSciencesXL2021XLeeXL 6.3 9

52 wietaryLxmulsifiersLtlterLvompositionLandLtctivityLofLtheL’umanLzutLMicrobiotaLXL rrespectiveLofL
vhemicalLorLαaturalLxmulsifierLOriginaLFrontiersfinfMicrobiologyXL2020XLddXLhjjgjg 5.7 8

51 WaterLactivityLdoesLnotLshapeLtheLmicrobiotaLinLtheLhumanLcolonaLGutXL2017XLiiXLdkihZdkii 19.2 8

50 uenchmarkingLmicrobiomeLtransformationsLfavorsLexperimentalLquantitativeLapproachesLtoL
addressLcompositionalityLandLsamplingLdepthLbiasesaLNaturefCommunicationsXL2021XLdeXLfhie 17.4 8

49
tnalysisLofLtheLdraftLgenomeLofLPseudomonasLfluorescensLtTvvdjgccLindicatesLaLcapacityLtoLtakeL
upLironLfromLaLwideLrangeLofLsourcesXLincludingLdifferentLexogenousLpyoverdinesaLBioMetalsXL2014XL
ejXLiffZgg

3.4 7

48  solationLofLwheatLbranZcolonizingLandLmetabolizingLspeciesLfromLtheLhumanLfecalLmicrobiotaaL
PeerJXL2019XLjXLeielf 3.1 7

47 SuccessionalLStagesLinL nfantLzutLMicrobiotaLMaturationaaLMBioXL2021XLecdkhjed 7.8 7

46 vorrectionmLïotuSmLanLefficientLandLuserZfriendlyLOTULprocessingLpipelineaLMicrobiomeXL2014XLeXLfj 16.6 6

45 TheLzenomicLSequenceLofLtheLOralLPathobiontLStrainLα dcicLRevealsLUniqueLStrategiesLforL
uacterialLvompetitionLandLPathogenicityaLPLoSfONEXL2016XLddXLecdhkkii 3.7 6

44 yunctionalLrepertoireLconvergenceLofLdistantlyLrelatedLeukaryoticLplanktonLlineagesLabundantLinL
theLsunlitLoceanaLCellfGenomicsXL2022XLeXLdccdef 6

43  mpairmentLofLgutLmicrobialLbiotinLmetabolismLandLhostLbiotinLstatusLinLsevereLobesitymLeffectLofL
biotinLandLprebioticLsupplementationLonLimprovedLmetabolismaaLGutXL2022XL 19.2 5

42  nvestigatingLancientLduplicationLeventsLinLtheLtrabidopsisLgenomeL2003XLddjZdel 5
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41 xcogenomicsLandLbiogeochemicalLimpactsLofLuncultivatedLgloballyLabundantLoceanLviruses 5

40
vomparisonsLofLgutLmicrobiotaLprofilesLinLwildZtypeLandLgelatinaseLubmatrixL
metalloproteinaseZlZdeficientLmiceLinLacuteLwSSZinducedLcolitisaLNpjfBiofilmsfandfMicrobiomesXL2018
XLgXLdk

8.2 5

39 ZincLinhibitsLlethalLinflammatoryLshockLbyLpreventingLmicrobeZinducedLinterferonLsignatureLinL
intestinalLepitheliumaLEMBOfMolecularfMedicineXL2020XLdeXLeddldj 12 4

38 MicrobiomeLandLmetabolomeLfeaturesLofLtheLcardiometabolicLdiseaseLspectrumaaLNaturefMedicineXL
2022XL 50.5 4

37 VariationLandLtransmissionLofLtheLhumanLgutLmicrobiotaLacrossLmultipleLfamilialLgenerationsaaL
NaturefMicrobiologyXL2021XL 26.6 4

36 TherapeuticLManipulationLofLtheLzutLMicrobiotaLThroughLwietLtoLReduceL ntestinalL nflammationmL
ResultsLfromLtheLy TLTrialaLGastroenterologyXL2017XLdheXLSd 13.3 3

35 tuthorLresponsemL ntegratedLculturingXLmodelingLandLtranscriptomicsLuncoversLcomplexL
interactionsLandLemergentLbehaviorLinLaLthreeZspeciesLsyntheticLgutLcommunityL2018XL 3

34  nLvitroLecologymLaLdiscoveryLengineLforLmicrobiomeLtherapiesaLNaturefReviewsfGastroenterologyfandf
HepatologyXL2020XLdjXLjddZjde 24.2 3

33 MicrobiologymLvrowdsourcingLxarthSsLmicrobesaLNatureXL2017XL 50.4 2

32 TheLgutLmicrobiomeLZLaLnewLtargetLforLunderstandingXLdiagnosingLandLtreatingLdiseaseaLArchivesfoff
PublicfHealthXL2014XLjeXL 2.6 2

31 vαvML ZfilcLdecreasesLsubjectiveLacademicLstressLinLhealthyLadultsmLaLrandomizedL
placeboZcontrolledLtrialaaLGutfMicrobesXL2022XLdgXLecfdilh 8.8 2

30
xxploringLtheLrelationshipLbetweenLtheLgutLmicrobiomeLandLmentalLhealthLoutcomesLinLaL
posttraumaticLstressLdisorderLcohortLrelativeLtoLtraumaZexposedLcontrolsaaLEuropeanf
NeuropsychopharmacologyXL2021XLhiXLegZfk

1.2 2

29 SuccessionalLStagesLinL nfantLzutLMicrobiotaLMaturation 2

28 UnstableLregulatoryLTLcellsXLenrichedLforLnaˆflveLandLαrpdLcellsXLareLpurgedLafterLfateLchallengeaL
SciencefImmunologyXL2021XLiXL 28 2

27 MacroscaleLpatternsLofLoceanicLzooplanktonLcompositionLandLsizeLstructureaLScientificfReportsXL2021
XLddXLdhjdg 4.9 2

26 xffectLofLobesityLonLgastrointestinalLtransitXLpressureLandLp’LusingLaLwirelessLmotilityLcapsuleaL
EuropeanfJournalfoffPharmaceuticsfandfBiopharmaceuticsXL2021XLdijXLdZk 5.7 2

25 yecalLMicrobiotaLTransplantationLTyMTULasLanLtdjunctiveLTherapyLforLwepressionZvaseLReportaaL
FrontiersfinfPsychiatryXL2022XLdfXLkdhgee 5 2

24 TheLvirotaLandLitsLtranskingdomLinteractionsLinLtheLhealthyLinfantLgutaaLProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2022XLddlXLeeddgidlddl 11.5 2
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