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l Paper IF Citations

143 “eneObodyOmethylationOisOunderOselectionOinOwrabidopsisOthalianadOGeneticsbO2021bOhgnbO 4 1

142
y””OMethylationOIslandspOwONonconservedOFeatureOofO“rassO“enomesOThatOIsOPositivelyOwssociatedO
withOTransposableOElementsObutONegativelyOwssociatedOwithO“enecxodyOMethylationdOGenomef
BiologyfandfEvolutionbO2021bOgibO

3.9 3

141 “eneOcaptureObyOtransposableOelementsOleadsOtoOepigeneticOconflictOinOmaizedOMolecularfPlantbO2021bO
gjbOhimchkh 14.4 6

140 TheOevolutionaryOgenomicsOofOspeciesWOresponsesOtoOclimateOchangedONaturefEcologyfandfEvolutionbO
2021bOkbOgikfcgilf 12.3 9

139 IntrogressionOamongONorthOwmericanOwildOgrapesOXVitisYOfuelsObioticOandOabioticOadaptationdOGenomef
BiologybO2021bOhhbOhkj 18.3 3

138 ”apSolopOanOoptimizationOapproachOforOremovingOsecondaryOhaplotigsOduringOdiploidOgenomeO
assemblyOandOscaffoldingdOBMCfBioinformaticsbO2021bOhhbOo 3.6 0

137
SaharaOmustardOasOaOmajorOthreatOtoOdesertObiodiversityOinOtheOsouthwestOUnitedOStatesOandOtheO
needOtoOintegrateOcontemporaryOmethodsOtoOunderstandOitsObiologydOEcologyfandfEvolutionbO2020bO
gfbOgjjkicgjjkk

2.8

136 TheOgeneticObasisOofOsexOdeterminationOinOgrapesdONaturefCommunicationsbO2020bOggbOhofh 17.4 46

135 “eneticOMutationsOThatOzriveOEvolutionaryORescueOtoOLethalOTemperatureOinOEscherichiaOcolidO
GenomefBiologyfandfEvolutionbO2020bOghbOhfhochfjj 3.9 0

134 LargeOchromosomalOvariantsOdriveOadaptationOinOsunflowersdONaturefPlantsbO2020bOlbOmijcmik 11.5 2

133 EvolutionaryO“enomicsOofOStructuralOVariationOinOwsianORiceOXOryzaOsativaYOzomesticationdOMolecularf
BiologyfandfEvolutionbO2020bOimbOikfmcikhj 8.3 19

132 “enomicOevidenceOforOrecurrentOgeneticOadmixtureOduringOtheOdomesticationOofOMediterraneanO
oliveOtreesOXOleaOeuropaeaOLdYdOBMCfBiologybO2020bOgnbOgjn 7.3 14

131 PhylogeneticOShiftsOinO“eneOxodyOMethylationOyorrelateOwithO“eneOExpressionOandOReflectOTraitO
yonservationdOMolecularfBiologyfandfEvolutionbO2020bOimbOigcji 8.3 16

130 TheOgenomecwideOdynamicsOofOpurgingOduringOselfingOinOmaizedONaturefPlantsbO2019bOkbOonfcoof 11.5 23

129 TheOpopulationOgeneticsOofOstructuralOvariantsOinOgrapevineOdomesticationdONaturefPlantsbO2019bOkbOolkcomo11.5 110

128 EvoyhromopOtowardsOaOsynthesisOofOchromatinObiologyOandOevolutiondODevelopmentfpCambridgeqbO
2019bOgjlbO 6.6 7

127
zivergenceOwithOgeneOflowOisOdrivenObyOlocalOadaptationOtoOtemperatureOandOsoilOphosphorusO
concentrationOinOteosinteOsubspeciesOXZeaOmaysOparviglumisOandOZeaOmaysOmexicanaYdOMolecularf
EcologybO2019bOhnbOhngjchnif

5.7 21
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126 MultipleOintroductionsOandOpopulationOstructureOduringOtheOrapidOexpansionOofOtheOinvasiveOSaharaO
mustardOXYdOEcologyfandfEvolutionbO2019bOobOmohncmojg 2.8 6

125 LivingOwithOTwoO“enomespO“raftingOandOItsOImplicationsOforOPlantO“enomectoc“enomeOInteractionsbO
PhenotypicOVariationbOandOEvolutiondOAnnualfReviewfoffGeneticsbO2019bOkibOgokchgk 14.5 18

124 EvolutionaryO“enomicsOandOtheOzomesticationOofO“rapesdOCompendiumfoffPlantfGenomesbO2019bOiockk 0.8 13

123 MaizeOtransposableOelementsOcontributeOtoOlongOnonccodingORNwsOthatOareOregulatoryOhubsOforO
abioticOstressOresponsedOBMCfGenomicsbO2019bOhfbOnlj 4.5 27

122 TheOgenomicOdiversificationOofOgrapevineOclonesdOBMCfGenomicsbO2019bOhfbOomh 4.5 32

121 LossOofO“eneOxodyOMethylationOinOEutremaOsalsugineumOIsOwssociatedOwithOReducedO“eneO
ExpressiondOMolecularfBiologyfandfEvolutionbO2019bOilbOgkkcgkn 8.3 18

120 ModelingOInteractionsObetweenOTransposableOElementsOandOtheOPlantOEpigeneticOResponsepOwO
SurprisingORelianceOonOElementORetentiondOGenomefBiologyfandfEvolutionbO2018bOgfbOnficngk 3.9 20

119 NaturalOrubberOandOtheORussianOdandelionOgenomedONationalfSciencefReviewbO2018bOkbOnncno 10.8 0

118 zemographyOandOitsOeffectsOonOgenomicOvariationOinOcropOdomesticationdONaturefPlantsbO2018bOjbOkghckhf11.5 86

117 wOconvergentOoutcomepOsmallOgenomesOinOmangrovesdONewfPhytologistbO2018bOhgmbOkcm 9.8 2

116 zeleteriousOVariantsOinOwsianORiceOandOtheOPotentialOyostOofOzomesticationdOMolecularfBiologyfandf
EvolutionbO2017bOijbOofncohj 8.3 50

115 TheOEvolutionaryOzynamicsOofOOrthologsOThatOShiftOinO“eneOxodyOMethylationObetweenOwrabidopsisO
SpeciesdOMolecularfBiologyfandfEvolutionbO2017bOijbOgjmocgjog 8.3 20

114 yonsiderationsOandOcomplicationsOofOmappingOsmallORNwOhighcthroughputOdataOtoOtransposableO
elementsdOMobilefDNAbO2017bOnbOi 4.4 6

113 EvolutionaryOgenomicsOofOgrapeOXOsspdOYOdomesticationdOProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericabO2017bOggjbOggmgkcggmhf 11.5 142

112 wdaptiveOMutationsOinORNwOPolymeraseOandOtheOTranscriptionalOTerminatorORhoO”aveOSimilarO
EffectsOonOEscherichiaOcoliO“eneOExpressiondOMolecularfBiologyfandfEvolutionbO2017bOijbOhniochnkk 8.3 10

111 ”owOSingleOMoleculeORealcTimeOSequencingOandO”aplotypeOPhasingO”aveOEnabledOReferencec“radeO
ziploidO“enomeOwssemblyOofOWineO“rapesdOFrontiersfinfPlantfSciencebO2017bOnbOnhl 6.2 36

110 SeasonalOyhangesOinOaOMaizecxasedOPolycultureOofOyentralOMexicoOReshapeOtheOyococcurrenceO
NetworksOofOSoilOxacterialOyommunitiesdOFrontiersfinfMicrobiologybO2017bOnbOhjmn 5.7 14

109 EvolutionaryOpatternsOofOgenicOzNwOmethylationOvaryOacrossOlandOplantsdONaturefPlantsbO2016bOhbOgkhhh 11.5 133

(2016-2019)
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108 wOroleOforOpalindromicOstructuresOinOtheOciscregionOofOmaizeOSirevirusOLTRsOinOtransposableOelementO
evolutionOandOhostOepigeneticOresponsedOGenomefResearchbO2016bOhlbOhhlcim 9.7 16

107 MechanisticOandOevolutionaryOquestionsOaboutOepigeneticOconflictsObetweenOtransposableOelementsO
andOtheirOplantOhostsdOCurrentfOpinionfinfPlantfBiologybO2016bOifbOghicii 9.9 24

106 FirstcStepOMutationsOduringOwdaptationORestoreOtheOExpressionOofO”undredsOofO“enesdOMolecularf
BiologyfandfEvolutionbO2016bOiibOhkcio 8.3 35

105 y“OMethylationOyovariesOwithOzifferentialO“eneOExpressionObetweenOLeafOandOFloralOxudOTissuesOofO
xrachypodiumOdistachyondOPLoSfONEbO2016bOggbOefgkfffh 3.7 22

104 TheOjuryOmayObeOoutbObutOitOisOimportantOthatOitOdeliberatespOaOresponseOtoOxesnardOandORubioOdeO
yasasOaboutOoliveOdomesticationdONewfPhytologistbO2016bOhfobOjmgci 9.8 8

103 “enomicsOandOtheOyontrastingOzynamicsOofOwnnualOandOPerennialOzomesticationdOTrendsfinfGeneticsbO
2015bOigbOmfocmgo 8.5 71

102 OliveOdomesticationOandOdiversificationOinOtheOMediterraneanOxasindONewfPhytologistbO2015bOhflbOjilcjjm9.8 133

101 TheOphenotypicOsignatureOofOadaptationOtoOthermalOstressOinOEscherichiaOcolidOBMCfEvolutionaryf
BiologybO2015bOgkbOgmm 3 14

100 EvolutionOIsOanOExperimentpOwssessingOParallelismOinOyropOzomesticationOandOExperimentalO
EvolutionpOXNeiOLecturebOSMxEOhfgjbOPuertoORicoYdOMolecularfBiologyfandfEvolutionbO2015bOihbOgllgcmg 8.3 33

99 EpigeneticsOandOplantOgenomeOevolutiondOCurrentfOpinionfinfPlantfBiologybO2014bOgnbOgcn 9.9 74

98 TheOcomplexOdomesticationOhistoryOofOtheOcommonObeandONaturefGeneticsbO2014bOjlbOllicj 36.3 12

97 ThreeOgroupsOofOtransposableOelementsOwithOcontrastingOcopyOnumberOdynamicsOandOhostO
responsesOinOtheOmaizeOXZeaOmaysOsspdOmaysYOgenomedOPLoSfGeneticsbO2014bOgfbOegffjhon 6 32

96 zifferentOtradeoffsOresultOfromOalternateOgeneticOadaptationsOtoOaOcommonOenvironmentdO
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabO2014bOgggbOghghgcl 11.5 55

95 “eneObodyOmethylationOisOconservedObetweenOplantOorthologsOandOisOofOevolutionaryOconsequencedO
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabO2013bOggfbOgmomcnfh 11.5 163

94 TheOyapsellaOrubellaOgenomeOandOtheOgenomicOconsequencesOofOrapidOmatingOsystemOevolutiondO
NaturefGeneticsbO2013bOjkbOnigck 36.3 274

93 “enomeOsizeOvariationOinOwildOandOcultivatedOmaizeOalongOaltitudinalOgradientsdONewfPhytologistbO
2013bOgoobOhljchml 9.8 75

92 TheOmolecularOdiversityOofOadaptiveOconvergencedOSciencebO2012bOiikbOjkmclg 33.3 511

91 MaizeO”apMaphOidentifiesOextantOvariationOfromOaOgenomeOinOfluxdONaturefGeneticsbO2012bOjjbOnficm 36.3 470
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90 RecentOretrotransposonOinsertionsOareOmethylatedOandOphylogeneticallyOclusteredOinOjaponicaOriceO
XOryzaOsativaOsppdOjaponicaYdOMolecularfBiologyfandfEvolutionbO2012bOhobOigoichfi 8.3 17

89 xodycmethylatedOgenesOinOwrabidopsisOthalianaOareOfunctionallyOimportantOandOevolveOslowlydO
MolecularfBiologyfandfEvolutionbO2012bOhobOhgochm 8.3 155

88 InferencesOfromOtheOhistoricalOdistributionOofOwildOandOdomesticatedOmaizeOprovideOecologicalOandO
evolutionaryOinsightdOPLoSfONEbO2012bOmbOejmlko 3.7 53

87 TheOPatternsOandOyausesOofOVariationOinOPlantONucleotideOSubstitutionORatesdOAnnualfReviewfoff
EcologytfEvolutiontfandfSystematicsbO2011bOjhbOhjkchll 13.5 103

86 “enomeOsizeOandOtransposableOelementOcontentOasOdeterminedObyOhighcthroughputOsequencingOinO
maizeOandOZeaOluxuriansdOGenomefBiologyfandfEvolutionbO2011bOibOhgocho 3.9 136

85 TheOwrabidopsisOlyrataOgenomeOsequenceOandOtheObasisOofOrapidOgenomeOsizeOchangedONaturef
GeneticsbO2011bOjibOjmlcng 36.3 638

84 RetrogenesOinOriceOXOryzaOsativaOLdOsspdOjaponicaYOexhibitOcorrelatedOexpressionOwithOtheirOsourceO
genesdOGenomefBiologyfandfEvolutionbO2011bOibOgikmcln 3.9 43

83
TransposableOelementsOandOsmallORNwsOcontributeOtoOgeneOexpressionOdivergenceObetweenO
wrabidopsisOthalianaOandOwrabidopsisOlyratadOProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericabO2011bOgfnbOhihhcm

11.5 247

82 FactorsOthatOcontributeOtoOvariationOinOevolutionaryOrateOamongOwrabidopsisOgenesdOMolecularf
BiologyfandfEvolutionbO2011bOhnbOhikoclo 8.3 123

81 MappingOsalinityOtoleranceOduringOwrabidopsisOthalianaOgerminationOandOseedlingOgrowthdOPLoSfONE
bO2011bOlbOehhnih 3.7 53

80 LowlyOexpressedOgenesOinOwrabidopsisOthalianaObearOtheOsignatureOofOpossibleOpseudogenizationObyO
promoterOdegradationdOMolecularfBiologyfandfEvolutionbO2011bOhnbOggoichfi 8.3 51

79 “eneticOdiversityOinOdomesticatedOsoybeanOX“lycineOmaxYOandOitsOwildOprogenitorOX“lycineOsojaYOforO
simpleOsequenceOrepeatOandOsinglecnucleotideOpolymorphismOlocidONewfPhytologistbO2010bOgnnbOhjhcki 9.8 140

78 FineOscaleOgeneticOstructureOinOtheOwildOancestorOofOmaizeOXZeaOmaysOsspdOparviglumisYdOMolecularf
EcologybO2010bOgobOgglhcmi 5.7 30

77 IndelcassociatedOmutationOrateOvariesOwithOmatingOsystemOinOfloweringOplantsdOMolecularfBiologyfandf
EvolutionbO2010bOhmbOjfocgl 8.3 33

76 wOtriptychOofOtheOevolutionOofOplantOtransposableOelementsdOTrendsfinfPlantfSciencebO2010bOgkbOjmgcn 13.1 193

75 TheOevolutionOofOtransposableOelementsOinOnaturalOpopulationsOofOselfcfertilizingOwrabidopsisO
thalianaOandOitsOoutcrossingOrelativeOwrabidopsisOlyratadOBMCfEvolutionaryfBiologybO2010bOgfbOgf 3 73

74 EpigeneticOsilencingOofOtransposableOelementspOaOtradecoffObetweenOreducedOtranspositionOandO
deleteriousOeffectsOonOneighboringOgeneOexpressiondOGenomefResearchbO2009bOgobOgjgochn 9.7 429

73 ”istoricalOdivergenceOandOgeneOflowOinOtheOgenusOZeadOGeneticsbO2009bOgngbOgioocjgi 4 133
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72 zoOgeneticOrecombinationOandOgeneOdensityOshapeOtheOpatternOofOzNwOeliminationOinOriceOlongO
terminalOrepeatOretrotransposonsudOGenomefResearchbO2009bOgobOhhhgcif 9.7 123

71 TheOcontributionOofOtransposableOelementsOtoOexpressedOcodingOsequenceOinOwrabidopsisOthalianadO
JournalfoffMolecularfEvolutionbO2009bOlnbOnfco 3.1 55

70 SelectionOonOgrainOshatteringOgenesOandOratesOofOriceOdomesticationdONewfPhytologistbO2009bOgnjbOmfncmhf9.8 107

69 SelectionOonOaminoOacidOsubstitutionsOinOwrabidopsisdOMolecularfBiologyfandfEvolutionbO2008bOhkbOgimkcni 8.3 66

68 SelectionOonOmajorOcomponentsOofOangiospermOgenomesdOSciencebO2008bOihfbOjnjcl 33.3 56

67
zemographyOandOweakOselectionOdriveOpatternsOofOtransposableOelementOdiversityOinOnaturalO
populationsOofOwrabidopsisOlyratadOProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericabO2008bOgfkbOgiolkcmf

11.5 74

66 PatternsOofOpolymorphismOandOdemographicOhistoryOinOnaturalOpopulationsOofOwrabidopsisOlyratadO
PLoSfONEbO2008bOibOehjgg 3.7 144

65 wOweakOeffectOofObackgroundOselectionOonOtrinucleotideOmicrosatellitesOinOmaizedOJournalfoffHeredity
bO2008bOoobOjkckk 2.4 3

64 EmpiricalOwnalysisOofOSelectionOScreensOforOzomesticationOandOImprovementOLociOinOMaizeObyO
ExtendedOzNwOSequencingdOPlantfGenomebO2008bOgbO 4.4 4

63 PhylogeneticOanalysisbOgenomeOevolutionOandOtheOrateOofOgeneOgainOinOtheO”erpesviridaedOMolecularf
PhylogeneticsfandfEvolutionbO2007bOjibOgfllcmk 4.1 21

62 RecombinationpOanOunderappreciatedOfactorOinOtheOevolutionOofOplantOgenomesdONaturefReviewsf
GeneticsbO2007bOnbOmmcnj 30.1 183

61 SpatialOscaleOofOlocalOadaptationOandOpopulationOgeneticOstructureOinOaOminiatureOsucculentbO
wrgyrodermaOpearsoniidONewfPhytologistbO2007bOgmjbOofjcogj 9.8 11

60 LinkageOmappingOofOdomesticationOlociOinOaOlargeOmaizeOteosinteObackcrossOresourcedOGeneticsbO2007bO
gmmbOgogkchn 4 86

59 PatternsOofOselectionOandOtissuecspecificOexpressionOamongOmaizeOdomesticationOandOcropO
improvementOlocidOPlantfPhysiologybO2007bOgjjbOgljhcki 6.6 17

58 MultilocusOanalysisOofOnucleotideOvariationOofOOryzaOsativaOandOitsOwildOrelativespOsevereObottleneckO
duringOdomesticationOofOricedOMolecularfBiologyfandfEvolutionbO2007bOhjbOnmkcnn 8.3 270

57 PopulationOandOevolutionaryOdynamicsOofO”elitronOtransposableOelementsOinOwrabidopsisOthalianadO
MolecularfBiologyfandfEvolutionbO2007bOhjbOhkgkchj 8.3 60

56 PlantOdomesticationbOaOuniqueOopportunityOtoOidentifyOtheOgeneticObasisOofOadaptationdOProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabO2007bOgfjOSupplOgbOnljgcn 11.5 284

55 MolecularOandOfunctionalOdiversityOofOmaizedOCurrentfOpinionfinfPlantfBiologybO2006bOobOgmhcl 9.9 168
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54 StrikingOsimilaritiesOinOtheOgenomicOdistributionOofOtandemlyOarrayedOgenesOinOwrabidopsisOandOricedO
PLoSfComputationalfBiologybO2006bOhbOeggk 5 193

53 VariationOinOmutationOdynamicsOacrossOtheOmaizeOgenomeOasOaOfunctionOofOregionalOandOflankingO
baseOcompositiondOGeneticsbO2006bOgmhbOklocmm 4 50

52 TestingOforOeffectsOofOrecombinationOrateOonOnucleotideOdiversityOinOnaturalOpopulationsOofO
wrabidopsisOlyratadOGeneticsbO2006bOgmjbOgjhgcif 4 55

51 TimingOandOrateOofOspeciationOinOwgaveOXwgavaceaeYdOProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericabO2006bOgfibOoghjco 11.5 184

50 UnevenOdistributionOofOexpressedOsequenceOtagOlociOonOmaizeOpachyteneOchromosomesdOGenomef
ResearchbO2006bOglbOggkchh 9.7 44

49 TheOmolecularOgeneticsOofOcropOdomesticationdOCellbO2006bOghmbOgifochg 56.2 1247

48 wdaptiveOselectionOofOmitochondrialOcomplexOIOsubunitsOduringOprimateOradiationdOGenebO2006bOimnbOggcn 3.8 76

47
EVOLUTIONwRYORwzIwTIONOOFOâ��STONEOPLwNTSâ��OINOT”EO“ENUSOwR“YROzERMwOXwIZOwyEwEYpO
UNRwVELIN“OT”EOEFFEyTSOOFOLwNzSywPEbO”wxITwTbOwNzOFLOWERIN“OTIMEdOEvolution;f
InternationalfJournalfoffOrganicfEvolutionbO2006bOlfbOiockk

3.8 54

46 wOunifiedOmixedcmodelOmethodOforOassociationOmappingOthatOaccountsOforOmultipleOlevelsOofO
relatednessdONaturefGeneticsbO2006bOinbOhficn 36.3 2595

45 TheOeffectsOofOartificialOselectionOonOtheOmaizeOgenomedOSciencebO2005bOifnbOgigfcj 33.3 634

44 “eneOconversionOandOtheOevolutionOofOthreeOleucinecrichOrepeatOgeneOfamiliesOinOwrabidopsisO
thalianadOMolecularfBiologyfandfEvolutionbO2005bOhhbOhjjjckl 8.3 120

43 PlantOconservedOnonccodingOsequencesOandOparalogueOevolutiondOTrendsfinfGeneticsbO2005bOhgbOlfck 8.5 125

42 MolecularOpopulationOgeneticsOandOtheOsearchOforOadaptiveOevolutionOinOplantsdOMolecularfBiologyf
andfEvolutionbO2005bOhhbOkflcgo 8.3 267

41 wOlargecscaleOscreenOforOartificialOselectionOinOmaizeOidentifiesOcandidateOagronomicOlociOforO
domesticationOandOcropOimprovementdOPlantfCellbO2005bOgmbOhnkocmh 11.6 202

40 PopulationOgeneticOevidenceOforOrapidOchangesOinOintraspecificOdiversityOandOallelicOcyclingOofOaO
specialistOdefenseOgeneOinOZeadOGeneticsbO2004bOglnbOjhkcij 4 31

39 SelectionOversusOdemographypOaOmultilocusOinvestigationOofOtheOdomesticationOprocessOinOmaizedO
MolecularfBiologyfandfEvolutionbO2004bOhgbOghgjchk 8.3 220

38 zoesOrecombinationOshapeOtheOdistributionOandOevolutionOofOtandemlyOarrayedOgenesOXTw“sYOinOtheO
wrabidopsisOthalianaOgenomeudOGenomefResearchbO2003bOgibOhkiicjf 9.7 72

37 LineUppOstatisticalOdetectionOofOchromosomalOhomologyOwithOapplicationOtoOplantOcomparativeO
genomicsdOGenomefResearchbO2003bOgibOooocgfgf 9.7 39

(2003-2006)
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36 ExtensiveOgeneOgainOassociatedOwithOadaptiveOevolutionOofOpoxvirusesdOProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabO2003bOgffbOgklkkclf 11.5 134

35 TheOlowdownOonOlinkageOdisequilibriumdOPlantfCellbO2003bOgkbOgkfhcl 11.6 179

34 EvolutionaryOdynamicsOofOgrassOgenomesdONewfPhytologistbO2002bOgkjbOgkchn 9.8 336

33 PatternsOofOpositiveOselectionOinOtheOcompleteONxScLRROgeneOfamilyOofOwrabidopsisOthalianadO
GenomefResearchbO2002bOghbOgifkcgk 9.7 231

32 “eneticOdiversityOandOselectionOinOtheOmaizeOstarchOpathwaydOProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericabO2002bOoobOghokoclh 11.5 252

31 PatternsOofOnucleotideOsubstitutionOamongOsimultaneouslyOduplicatedOgeneOpairsOinOwrabidopsisO
thalianadOMolecularfBiologyfandfEvolutionbO2002bOgobOgjljcmi 8.3 109

30 PopulationOgeneticsOofOduplicatedOdiseasecdefenseOgenesbOhmgOandOhmhbOinOmaizeOXZeaOmaysOsspdO
maysOLdYOandOitsOwildOancestorOXZeaOmaysOsspdOparviglumisYdOGeneticsbO2002bOglhbOnkgclf 4 45

29 PatternsOofOdiversityOandOrecombinationOalongOchromosomeOgOofOmaizeOXZeaOmaysOsspdOmaysOLdYdO
GeneticsbO2002bOglhbOgjfgcgi 4 74

28 “eneticOziversityOinOSevenOPerennialORyegrassOXLoliumOperenneOLdYOyultivarsOxasedOonOSSROMarkersdO
CropfSciencebO2001bOjgbOgklkcgkmh 2.4 114

27 wOsurveyOofOtheOmolecularOevolutionaryOdynamicsOofOtwentycfiveOmultigeneOfamiliesOfromOfourOgrassO
taxadOJournalfoffMolecularfEvolutionbO2001bOkhbOgjjckl 3.1 41

26 TheOinteractionOofOproteinOstructurebOselectionbOandOrecombinationOonOtheOevolutionOofOtheOtypecgO
fimbrialOmajorOsubunitOXfimwYOfromOEscherichiaOcolidOJournalfoffMolecularfEvolutionbO2001bOkhbOgoichfj 3.1 30

25 MolecularOevolutionOofOtheOwoundcinducedOserineOproteaseOinhibitorOwipgOinOZeaOandOrelatedO
generadOMolecularfBiologyfandfEvolutionbO2001bOgnbOhfohcgfg 8.3 54

24 “eneticOEvidenceOandOtheOOriginOofOMaizedOLatinfAmericanfAntiquitybO2001bOghbOnjcnl 0.5 34

23 SequenceOdiversityOinOtheOtetraploidOZeaOperennisOandOtheOcloselyOrelatedOdiploidOZdOdiploperennispO
insightsOfromOfourOnuclearOlocidOGeneticsbO2001bOgknbOjfgcgh 4 36

22 NeutralOandOnonneutralOmitochondrialOgeneticOvariationOinOdeepcseaOclamsOfromOtheOfamilyO
vesicomyidaedOJournalfoffMolecularfEvolutionbO2000bOkfbOgjgcki 3.1 38

21 wssesingOtheOwbundanceOandOPolymorphismOofOSimpleOSequenceORepeatsOinOPerennialORyegrassdO
CropfSciencebO1999bOiobOggilcggjg 2.4 45

20 TheOpaleontologyOofOintergeneOretrotransposonsOofOmaizedONaturefGeneticsbO1998bOhfbOjick 36.3 816

19 XahgzOencodesOaOreceptorclikeOmoleculeOwithOaOleucinecrichOrepeatOdomainOthatOdeterminesO
racecspecificOrecognitionOandOisOsubjectOtoOadaptiveOevolutiondOPlantfCellbO1998bOgfbOmlkcmo 11.6 268
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18 ReceptorclikeOgenesOinOtheOmajorOresistanceOlocusOofOlettuceOareOsubjectOtoOdivergentOselectiondO
PlantfCellbO1998bOgfbOgniicjl 11.6 239

17 ReceptorcLikeO“enesOinOtheOMajorOResistanceOLocusOofOLettuceOwreOSubjectOtoOzivergentOSelectiondO
PlantfCellbO1998bOgfbOgnii 11.6 4

16 SpeciationOandOdomesticationOinOmaizeOandOitsOwildOrelativespOevidenceOfromOtheOglobulincgOgenedO
GeneticsbO1998bOgkfbOnlicmh 4 89

15 yomparingOpatternsOofOnucleotideOsubstitutionOratesOamongOchloroplastOlociOusingOtheOrelativeOratioO
testdOGeneticsbO1997bOgjlbOioico 4 66

14 EvolutionOinOtheO“enusOZeapOLessonsOfromOStudiesOofONucleotideOPolymorphismdOPlantfSpeciesf
BiologybO1996bOggbOgcgg 1.3 4

13 EvolutionOofOanthocyaninObiosynthesisOinOmaizeOkernelspOtheOroleOofOregulatoryOandOenzymaticOlocidO
GeneticsbO1996bOgjibOgiokcjfm 4 113

12 InferringOplantOevolutionaryOhistoryOfromOmolecularOdatadONewfZealandfJournalfoffBotanybO1993bOigbOifmcigk1 7

11 RelativeOratesOofOnucleotideOsubstitutionOinOtheOchloroplastOgenomedOMolecularfPhylogeneticsfandf
EvolutionbO1993bOhbOnocol 4.1 53

10 RelativeOratesOofOnucleotideOsubstitutionOatOtheOrbcLOlocusOofOmonocotyledonousOplantsdOJournalfoff
MolecularfEvolutionbO1992bOikbOhohcifi 3.1 242

9 PhylogeneticOshiftsOinOgeneObodyOmethylationOcorrelateOwithOgeneOexpressionOandOreflectOtraitOconservation 2

8 EvolutionaryOgenomicsOofOstructuralOvariationOinOwsianOriceOXOryzaOsativaYOandOitsOwildOprogenitorOXOdOrufipogonY 2

7 TheOgeneticObasisOofOsexOdeterminationOinOgrapevinesOXVitisOsppdY 4

6 “enomicOevidenceOforOrecurrentOgeneticOadmixtureOduringOdomesticationOmediterraneanOoliveOtreesO
XOleaOeuropaeaY 1

5 StructuralOvariantsbOclonalOpropagationbOandOgenomeOevolutionOinOgrapevineOXVitisOviniferaY 11

4 TheOgenomicOdiversificationOofOclonallyOpropagatedOgrapevines 6

3 “eneOcaptureObyOtransposableOelementsOleadsOtoOepigeneticOconflictOinOmaize 1

2 TheOEvolutionaryO“enomicsOofO“rapeOXVitisOviniferasspdviniferaYOzomestication 3

1 ExtensiveOintrogressionOamongONorthOwmericanOwildOgrapesOXVitisYOfuelsObioticOandOabioticOadaptation 1

(-1998)
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