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151 zighZqualityLgenomeLsequenceLofLPichiaLpastorisLutSifeg_LJournalZofZBiotechnologyXL2011XLcgfXLecdZdb 3.7 123

150
uompleteLgenomeLsequencingLofLsgrobacteriumLsp_LzceZeXLtheLformerLRhizobiumLlupiniLzceZeXL
revealsLaLtripartiteLgenomeLconsistingLofLaLcircularLandLaLlinearLchromosomeLandLanLaccessoryL
plasmidLbutLlackingLaLtumorZinducingLTiZplasmid_LJournalZofZBiotechnologyXL2011XLcggXLgbZhd

3.7 90

149 InsightsLintoLtheLcompletelyLannotatedLgenomeLofLΔactobacillusLbuchneriLuvbefXLaLstrainLisolatedL
fromLstableLgrassLsilage_LJournalZofZBiotechnologyXL2012XLchcXLcgeZhh 3.7 73

148
wffectLofLtheLstrainLtacillusLamyloliquefaciensLxZtfdLonLtheLmicrobialLcommunityLinLtheL
rhizosphereLofLlettuceLunderLfieldLconditionsLanalyzedLbyLwholeLmetagenomeLsequencing_LFrontiersZ
inZMicrobiologyXL2014XLgXLdgd

5.7 70

147 wstablishmentLandLinterpretationLofLtheLgenomeLsequenceLofLtheLphytopathogenicLfungusL
RhizoctoniaLsolaniLsycZItLisolateLiaeacf_LJournalZofZBiotechnologyXL2013XLchiXLcfdZgg 3.7 68

146 uomparativeLgenomicsLrevealsLphylogeneticLdistributionLpatternsLofLsecondaryLmetabolitesLinL
smycolatopsisLspecies_LBMCZGenomicsXL2018XLckXLfdh 4.5 66

145 uompleteLgenomeLsequenceLofLtheLnovelLPorphyromonadaceaeLbacteriumLstrainLINydZwgtLisolatedL
fromLaLmesophilicLlabZscaleLbiogasLreactor_LJournalZofZBiotechnologyXL2015XLckeXLefZh 3.7 53

144 TheLcompleteLgenomeLsequencesLofLfourLnewLIncNLplasmidsLfromLwastewaterLtreatmentLplantL
effluentLprovideLnewLinsightsLintoLIncNLplasmidLdiversityLandLevolution_LPlasmidXL2012XLhjXLceZdf 3.3 52

143 TheLcompleteLgenomeLsequenceLofLtheLdominantLSinorhizobiumLmelilotiLfieldLisolateLSβccLextendsL
theLS_LmelilotiLpanZgenome_LJournalZofZBiotechnologyXL2011XLcggXLdbZee 3.7 52

142 yenomeLanalysisLofLtheLsugarLbeetLpathogenLRhizoctoniaLsolaniLsydZdIIItLrevealedLhighLnumbersLinL
secretedLproteinsLandLcellLwallLdegradingLenzymes_LBMCZGenomicsXL2016XLciXLdfg 4.5 52

141 TheLgenusLtorreliaLreloaded_LPLoSZONEXL2018XLceXLebdbjfed 3.7 50

140 IntraspeciesLTransferLofLtheLuhromosomalLscinetobacterLbaumanniiLblaNvβZcLuarbapenemaseL
yene_LAntimicrobialZAgentsZandZChemotherapyXL2016XLhbXLebedZfb 5.9 49

139 uommunityLshiftsLinLaLwellZoperatingLagriculturalLbiogasLplantlLhowLprocessLvariationsLareLhandledL
byLtheLmicrobiome_LAppliedZMicrobiologyZandZBiotechnologyXL2015XLkkXLiikcZjbe 5.7 48

138 TheLsecretedLmetabolomeLofLandLimplicationsLforLbacterialLchemistry_LProceedingsZofZtheZNationalZ
AcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaXL2018XLccgXLdfkbZdfkg 11.5 48

137 ThreeLpreviouslyLunrecognisedLclassesLofLbiosyntheticLenzymesLrevealedLduringLtheLproductionLofL
xenovuleneLs_LNatureZCommunicationsXL2018XLkXLckhe 17.4 48

136 zighlyLefficientLmethaneLgenerationLfromLuntreatedLmicroalgaeLbiomass_LBiotechnologyZforZBiofuels
XL2017XLcbXLcjh 7.8 46

135
SingleZbacterialLgenomicsLvalidatesLrichLandLvariedLspecializedLmetabolismLofLuncultivatedLspongeL
symbionts_LProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaXL2018XL
ccgXLcicjZcide

11.5 45
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134
xungalLcommunityLprofilesLinLagriculturalLsoilsLofLaLlongZtermLfieldLtrialLunderLdifferentLtillageXL
fertilizationLandLcropLrotationLconditionsLanalyzedLbyLhighZthroughputLITSZampliconLsequencing_L
PLoSZONEXL2018XLceXLebckgefg

3.7 42

133 snLassemblageLofLxrankiaLulusterLIILstrainsLfromLualiforniaLcontainsLtheLcanonicalLnodLgenesLandL
alsoLtheLsulfotransferaseLgeneLnodz_LBMCZGenomicsXL2016XLciXLikh 4.5 41

132 sLflavinZdependentLhalogenaseLfromLmetagenomicLanalysisLprefersLbrominationLoverLchlorination_L
PLoSZONEXL2018XLceXLebckhiki 3.7 40

131
yenomeLsequenceLofLβethanobacteriumLcongolenseLstrainLtuetzbergXLaLhydrogenotrophicXL
methanogenicLarchaeonXLisolatedLfromLaLmesophilicLindustrialZscaleLbiogasLplantLutilizingLbioZwaste_L
JournalZofZBiotechnologyXL2017XLdfiXLcZg

3.7 38

130 viversityLandLroleLofLplasmidsLinLadaptationLofLbacteriaLinhabitingLtheLΔubinLcopperLmineLinLPolandXL
anLenvironmentLrichLinLheavyLmetals_LFrontiersZinZMicrobiologyXL2015XLhXLcgd 5.7 38

129
yenomicLcharacterizationLofLvefluviitogaLtunisiensisLΔeXLaLkeyLhydrolyticLbacteriumLinLaL
thermophilicLbiogasLplantLandLitsLabundanceLasLdeterminedLbyLmetagenomeLfragmentLrecruitment_L
JournalZofZBiotechnologyXL2016XLdedXLgbZhb

3.7 38

128 uompleteLgenomeLsequenceLofLtheLhydrogenotrophicLsrchaeonLβethanobacteriumLsp_LβbcL
isolatedLfromLaLproductionZscaleLbiogasLplant_LJournalZofZBiotechnologyXL2013XLchjXLiefZh 3.7 37

127 veepLSequencingLsnalysisLRevealsLtheLβycoviralLviversityLofLtheLViromeLofLanLsvirulentLIsolateLofL
RhizoctoniaLsolaniLsyZdZdLIV_LPLoSZONEXL2016XLccXLebchgkhg 3.7 37

126 uompleteLgenomeLsequenceLofLtheLstrainLvefluviitogaLtunisiensisLΔeXLisolatedLfromLaLthermophilicXL
productionZscaleLbiogasLplant_LJournalZofZBiotechnologyXL2015XLdbeXLciZj 3.7 35

125 IntragenomicLpolymorphismsLinLtheLITSLregionLofLhighZqualityLgenomesLofLtheLzypoxylaceaeL
TXylarialesXLsscomycotaU_LMycologicalZProgressXL2020XLckXLdegZdfg 1.9 33

124 tioactiveLsecondaryLmetabolitesLfromLnewLendophyticLfungusLuurvularia_LspLisolatedLfromL
RauwolfiaLmacrophylla_LPLoSZONEXL2019XLcfXLebdcihdi 3.7 32

123
uompleteLgenomeLsequenceLofLtheLhydrogenotrophicXLmethanogenicLarchaeonLβethanoculleusL
bourgensisLstrainLβSdTTUXLIsolatedLfromLaLsewageLsludgeLdigester_LJournalZofZBacteriologyXL2012XL
ckfXLgfjiZj

3.5 32

122 zighLqualityLgenomeLsequencesLofLthirteenLzypoxylaceaeLTsscomycotaULstrengthenLtheL
phylogeneticLfamilyLbackboneLandLenableLtheLdiscoveryLofLnewLtaxa_LFungalZDiversityXL2021XLcbhXLiZdj 17.6 32

121 TargetedLgenomeLeditingLinLtheLrareLactinomyceteLsctinoplanesLsp_LSwgbaccbLbyLusingLtheL
uRISPRauaskLSystem_LJournalZofZBiotechnologyXL2016XLdecXLcddZcdj 3.7 31

120
yenomeLwideLtranscriptionLstartLsitesLanalysisLofLXanthomonasLcampestrisLpv_LcampestrisLtcbbL
withLinsightsLintoLtheLgumLgeneLclusterLdirectingLtheLbiosynthesisLofLtheLexopolysaccharideL
xanthan_LJournalZofZBiotechnologyXL2016XLddgXLcjZdj

3.7 31

119
TheLIncxLplasmidLpRStddgLisolatedLfromLaLmunicipalLwastewaterLtreatmentLplantSsLonZsiteL
preflooderLcombiningLantibioticLresistanceLandLputativeLvirulenceLfunctionsLisLhighlyLrelatedLtoL
virulenceLplasmidsLidentifiedLinLpathogenicLw_LcoliLisolates_LPlasmidXL2013XLhkXLcdiZei

3.3 30

118 uomparativeLtranscriptomeLanalysisLofLtheLbiocontrolLstrainLtacillusLamyloliquefaciensLxZtfdLasL
responseLtoLbiofilmLformationLanalyzedLbyLRNsLsequencing_LJournalZofZBiotechnologyXL2016XLdecXLdcdZdde3.7 29

117
vevelopmentLofLaLRhizoctoniaLsolaniLsycZItLSpecificLyeneLβodelLwnablesLuomparativeLyenomeL
snalysesLbetweenLPhytopathogenicLR_LsolaniLsycZIsXLsycZItXLsyeLandLsyjLIsolates_LPLoSZONEXL2015
XLcbXLebcffihk

3.7 28
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116 uompleteLsequenceLofLbroadZhostZrangeLplasmidLpNORZdbbbLharbouringLtheLmetalloZ˛†ZlactamaseL
geneLblaVIβZdLfromLPseudomonasLaeruginosa_LJournalZofZAntimicrobialZChemotherapyXL2013XLhjXLcbhbZg 5.1 28

115 TranscriptomeLanalysisLofLtheLphytopathogenicLfungusLRhizoctoniaLsolaniLsycZItLiaeacfLapplyingL
highZthroughputLsequencingLofLexpressedLsequenceLtagsLTwSTsU_LFungalZBiologyXL2014XLccjXLjbbZce 2.8 27

114 vraftLwholeLgenomeLsequenceLofLtheLcyanideZdegradingLbacteriumLPseudomonasL
pseudoalcaligenesLuwuTgeff_LEnvironmentalZMicrobiologyXL2013XLcgXLdgeZib 5.2 27

113 uomparativeLgenomicLanalysisLofLscinetobacterLspp_LplasmidsLoriginatingLfromLclinicalLsettingsLandL
environmentalLhabitats_LScientificZReportsXL2018XLjXLiije 4.9 27

112 uompleteLgenomeLsequenceLofLtheLcellulolyticLthermophileLRuminoclostridiumLcellulosiLwildZtypeL
strainLvygLisolatedLfromLaLthermophilicLbiogasLplant_LJournalZofZBiotechnologyXL2014XLcjjXLcehZi 3.7 26

111 yenomicsLandLprevalenceLofLbacterialLandLarchaealLisolatesLfromLbiogasZproducingLmicrobiomes_L
BiotechnologyZforZBiofuelsXL2017XLcbXLdhf 7.8 26

110 TaxonomicLanalysisLofLtheLmicrobialLcommunityLinLstoredLsugarLbeetsLusingLhighZthroughputL
sequencingLofLdifferentLmarkerLgenes_LFEMSZMicrobiologyZEcologyXL2016XLkdXL 4.3 25

109 ΔinkingLsecondaryLmetabolitesLtoLbiosynthesisLgenesLinLtheLfungalLendophyteLuyanodermellaL
asterislLTheLantiZcancerLbisanthraquinoneLskyrin_LJournalZofZBiotechnologyXL2017XLdgiXLdeeZdek 3.7 25

108 InsightsLintoLtheLannotatedLgenomeLsequenceLofLβethanoculleusLbourgensisLβSdTTUXLrelatedLtoL
dominantLmethanogensLinLbiogasZproducingLplants_LJournalZofZBiotechnologyXL2015XLdbcXLfeZge 3.7 25

107
tiphasicLStudyLtoLuharacterizeLsgriculturalLtiogasLPlantsLbyLzighZThroughputLchSLrRNsLyeneL
smpliconLSequencingLandLβicroscopicLsnalysis_LJournalZofZMicrobiologyZandZBiotechnologyXL2017XL
diXLedcZeef

3.3 25

106 yenomeZguidedLinsightLintoLtheLmethylotrophyLofLParacoccusLaminophilusLüuβLihjh_LFrontiersZinZ
MicrobiologyXL2015XLhXLjgd 5.7 24

105
ImprovedLgenomeLsequenceLofLtheLphytopathogenicLfungusLRhizoctoniaLsolaniLsycZItLiaeacfLasL
establishedLbyLdeepLmateZpairLsequencingLonLtheLβiSeqLTIlluminaULsystem_LJournalZofZBiotechnologyXL
2015XLdbeXLckZdc

3.7 20

104 TheLRhizoctoniaLsolaniLsycZItLTisolateLiaeacfULtranscriptomeLduringLinteractionLwithLtheLhostLplantL
lettuceLTΔactucaLsativaLΔ_U_LPLoSZONEXL2017XLcdXLebciidij 3.7 20

103 vraftLgenomeLsequenceLofLtheLcellulolyticLulostridiumLthermocellumLwildZtypeLstrainLtucLplayingLaL
roleLinLcellulosicLbiomassLdegradation_LJournalZofZBiotechnologyXL2013XLchjXLhdZe 3.7 20

102 IndividualZLandLSpeciesZSpecificLSkinLβicrobiomesLinLThreeLvifferentLwstrildidLxinchLSpeciesL
RevealedLbyLchSLsmpliconLSequencing_LMicrobialZEcologyXL2018XLihXLgcjZgdk 4.4 19

101 SyntheticLtiologyLvrivenLtiosynthesisLofLUnnaturalLTropoloneLSesquiterpenoids_LAngewandteZ
ChemieZoZInternationalZEditionXL2020XLgkXLdejibZdejij 16.4 19

100
vraftLgenomeLsequenceLofLzerbinixLhemicellulosilyticaLTeaggLTXLaLnewLthermophilicLcelluloseL
degradingLbacteriumLisolatedLfromLaLthermophilicLbiogasLreactor_LJournalZofZBiotechnologyXL2015XL
dcfXLgkZhb

3.7 18

99 xrankiaZwnrichedLβetagenomesLfromLtheLwarliestLvivergingLSymbioticLxrankiaLulusterlLTheyLuomeL
inLTeams_LGenomeZBiologyZandZEvolutionXL2019XLccXLddieZddkc 3.9 18
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98 uompleteLgenomeLsequenceLofLtheLcyanideZdegradingLbacteriumLPseudomonasLpseudoalcaligenesL
uwuTgeff_LJournalZofZBiotechnologyXL2014XLcigXLhiZj 3.7 18

97 InczZtypeLplasmidLharboringLblaLuTXZβZcgXLblaLvzsZcXLandLqnrtfLgenesLrecoveredLfromLanimalL
isolates_LAntimicrobialZAgentsZandZChemotherapyXL2014XLgjXLeihjZie 5.9 18

96 vraftLgenomeLofLtheLxanthanLproducerLXanthomonasLcampestrisLNRRΔLtZcfgkLTsTuuLcekgcU_L
JournalZofZBiotechnologyXL2015XLdbfXLfgZh 3.7 17

95
uompleteLyenomeLSequencingLofLscinetobacterLbaumanniiLStrainLKgbLvisclosesLtheLΔargeL
uonjugativeLPlasmidLpKgbaLwncodingLuarbapenemaseLOXsZdeLandLwxtendedZSpectrumL
˛†ZΔactamaseLywSZcc_LAntimicrobialZAgentsZandZChemotherapyXL2018XLhdXL

5.9 17

94 OptimizationLofL˛�ZtetrahydrocannabinolicLacidLsynthaseLproductionLinLKomagataellaLphaffiiLviaL
postZtranslationalLbottleneckLidentification_LJournalZofZBiotechnologyXL2018XLdidZdieXLfbZfi 3.7 17

93 uompleteLgenomeLsequenceLofLtheLmethanogenicLneotypeLstrainLβethanobacteriumLformicicumL
βxTT_U_LJournalZofZBiotechnologyXL2014XLckdLPtLsXLfbZc 3.7 17

92 RhizobialLplasmidLpΔPUjeaLisLableLtoLswitchLbetweenLdifferentLtransferLmachineriesLdependingLonL
itsLgenomicLbackground_LFEMSZMicrobiologyZEcologyXL2014XLjjXLghgZij 4.3 17

91 uomparativeLgenomicsLofLhostLadaptiveLtraitsLinLXanthomonasLtranslucensLpv_Lgraminis_LBMCZ
GenomicsXL2017XLcjXLeg 4.5 16

90 WholeLtranscriptomeLRNsZSeqLanalysisLrevealsLextensiveLcellLtypeZspecificLcompartmentalizationLinL
VolvoxLcarteri_LBMCZBiologyXL2017XLcgXLccc 7.3 16

89 sLβitochondrialLsutonomouslyLReplicatingLSequenceLfromLforLUniformLzighLΔevelLRecombinantL
ProteinLProduction_LFrontiersZinZMicrobiologyXL2017XLjXLijb 5.7 16

88
IncPZc˛†LplasmidsLofLuomamonasLsp_LandLvelftiaLsp_LstrainsLisolatedLfromLaLwastewaterLtreatmentL
plantLmediateLresistanceLtoLandLdecolorizationLofLtheLtriphenylmethaneLdyeLcrystalLviolet_L
MicrobiologyZhUnitedZKingdomiXL2012XLcgjXLdbhbZdbid

2.9 16

87 uompleteLyenomeLSequenceLofLtheLtarleyLPathogenLXanthomonasLtranslucensLpv_LtranslucensL
vSβLcjkifTLTsTuuLckeckTU_LGenomeZAnnouncementsXL2016XLfXL 15

86
str_LβeahLisolatedLfromLaLlaboratoryLbiogasLreactorLisLversatileLinLpolysaccharideLandLoligopeptideL
utilizationLasLdeducedLfromLgenomeZbasedLmetabolicLreconstructions_LBiotechnologyZReportsZ
hAmsterdamnZNetherlandsiXL2018XLcjXLebbdgf

5.3 14

85 NZscetylborrelidinLtlLaLnewLbioactiveLmetaboliteLfromLStreptomycesLmutabilisLsp_LβII_LZeitschriftZ
FurZNaturforschungZoZSectionZCZJournalZofZBiosciencesXL2018XLieXLfkZgi 1.7 13

84 uompleteLgenomeLsequenceLofLStreptomycesLreticuliXLanLefficientLdegraderLofLcrystallineLcellulose_L
JournalZofZBiotechnologyXL2016XLdddXLceZf 3.7 13

83 vraftLgenomeLsequenceLofLtheLsugarLbeetLpathogenLRhizoctoniaLsolaniLsydZdIIItLstrainLttshkhib_L
JournalZofZBiotechnologyXL2016XLdddXLccZd 3.7 13

82
uompleteLgenomeLanalysisLofLulostridiumLbornimenseLstrainLβdafbTTUlLsLnewLacidogenicL
ulostridiumLspeciesLisolatedLfromLaLmesophilicLtwoZphaseLlaboratoryZscaleLbiogasLreactor_LJournalZ
ofZBiotechnologyXL2016XLdedXLejZfk

3.7 13

81
uompleteLgenomeLsequenceLofLPeptoniphilusLsp_LstrainLINydZvcyLisolatedLfromLaLmesophilicL
labZscaleLcompletelyLstirredLtankLreactorLutilizingLmaizeLsilageLinLcoZdigestionLwithLpigLandLcattleL
manureLforLbiomethanation_LJournalZofZBiotechnologyXL2014XLckdLPtLsXLgkZhc

3.7 13
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80 xirstLgenomicLanalysisLofLtheLbroadZhostZrangeLRhizobiumLsp_LΔPUjeLstrainXLaLmemberLofLtheL
lowZgeneticLdiversityLOregonZlikeLRhizobiumLsp_Lgroup_LJournalZofZBiotechnologyXL2011XLcggXLeZcb 3.7 13

79
yeneticLengineeringLinLsctinoplanesLsp_LSwgbaccbLZLdevelopmentLofLanLintergenericLconjugationL
systemLforLtheLintroductionLofLactinophageZbasedLintegrativeLvectors_LJournalZofZBiotechnologyXL
2016XLdedXLikZjj

3.7 13

78 yenomicsLofLhighLmolecularLweightLplasmidsLisolatedLfromLanLonZfarmLbiopurificationLsystem_L
ScientificZReportsXL2016XLhXLdjdjf 4.9 12

77 sssessingLgeneticLdiversityLandLsimilarityLofLfegLKPuZcarryingLplasmids_LScientificZReportsXL2019XLkXLccdde4.9 12

76
ΔifestyleZdeterminingLextrachromosomalLrepliconLpsβVcLandLitsLcontributionLtoLtheLcarbonL
metabolismLofLtheLmethylotrophicLbacteriumLParacoccusLaminovoransLüuβLihjg_LEnvironmentalZ
MicrobiologyXL2017XLckXLfgehZfggb

5.2 12

75 zarvestLofLtheLOleaginousLβicroalgaeLbyLxlocculationLxromLuultureLtasedLonLNaturalLWaterL
Sources_LFrontiersZinZBioengineeringZandZBiotechnologyXL2018XLhXLdbb 5.8 12

74 vraftLgenomeLsequenceLofLTalaromycesLislandicusLTNPenicilliumLislandicumNULWxZejZcdXLaLneglectedL
moldLwithLsignificantLbiotechnologicalLpotential_LJournalZofZBiotechnologyXL2015XLdccXLcbcZd 3.7 11

73
sssemblyLofLtheLΔactucaLsativaXLΔ_Lcv_LTizianLdraftLgenomeLsequenceLrevealsLdifferencesLwithinL
majorLresistanceLcomplexLcLasLcomparedLtoLtheLcv_LSalinasLreferenceLgenome_LJournalZofZ
BiotechnologyXL2018XLdhiXLcdZcj

3.7 11

72 TaxonomicLprofilingLandLmetagenomeLanalysisLofLaLmicrobialLcommunityLfromLaLhabitatL
contaminatedLwithLindustrialLdischarges_LMicrobialZEcologyXL2013XLhhXLgeeZgb 4.4 11

71
xinishedLgenomeLsequenceLandLmethylomeLofLtheLcyanideZdegradingLPseudomonasL
pseudoalcaligenesLstrainLuwuTgeffLasLresolvedLbyLsingleZmoleculeLrealZtimeLsequencing_LJournalZofZ
BiotechnologyXL2016XLdedXLhcZj

3.7 11

70
βicrobiomeZTriggeredLTransformationsLofLTraceLOrganicLuhemicalsLinLtheLPresenceLofLwffluentL
OrganicLβatterLinLβanagedLsquiferLRechargeLTβsRULSystems_LEnvironmentalZScienceZfamp;Z
TechnologyXL2018XLgdXLcfefdZcfegc

10.3 11

69 sLcomprehensiveLanalysisLofLtheLΔactucaLsativaXLΔ_LtranscriptomeLduringLdifferentLstagesLofLtheL
compatibleLinteractionLwithLRhizoctoniaLsolani_LScientificZReportsXL2019XLkXLiddc 4.9 10

68
NewLxexeZhydrogenaseLgenesLidentifiedLinLaLmetagenomicLfosmidLlibraryLfromLaLmunicipalL
wastewaterLtreatmentLplantLasLrevealedLbyLhighZthroughputLsequencing_LResearchZinZMicrobiologyXL
2015XLchhXLkZck

4 10

67
wvolutionaryLandLbiogeographicalLimplicationsLofLdegradedLΔsyΔIvsvyLendonucleaseLfunctionalityL
andLgroupLILintronLoccurrenceLinLstonyLcoralsLTScleractiniaULandLmushroomLcoralsLTuorallimorphariaU_L
PLoSZONEXL2017XLcdXLebcieief

3.7 10

66 yenomeLimprovementLofLtheLacarboseLproducerLsctinoplanesLsp_LSwgbaccbLandLannotationL
refinementLbasedLonLRNsZseqLanalysis_LJournalZofZBiotechnologyXL2017XLdgcXLccdZcde 3.7 9

65 uompleteLyenomeLSequenceLofLscinetobacterLbaumanniiLuIPLib_cbXLaLSusceptibleLReferenceLStrainL
forLuomparativeLyenomeLsnalyses_LGenomeZAnnouncementsXL2015XLeXL 9

64
PetroleumLhydrocarbonLandLmicrobialLcommunityLstructureLsuccessionsLinLmarineLoilZrelatedL
aggregatesLassociatedLwithLdiatomsLrelevantLforLsrcticLconditions_LMarineZPollutionZBulletinXL2018XL
cegXLigkZihj

6.7 9

63 uompleteLgenomeLsequenceLofLPaenibacillusLriograndensisLStRgTTUXLaLyramZpositiveLdiazotrophicL
rhizobacterium_LJournalZofZBiotechnologyXL2015XLdbiXLebZc 3.7 9
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62 vraftLgenomeLsequenceLofLtheLpotatoLpathogenLRhizoctoniaLsolaniLsyeZPTLisolateLtene_LArchivesZ
ofZMicrobiologyXL2017XLckkXLcbhgZcbhj 3 8

61 xirstLdraftLgenomeLsequenceLofLtheLamylolyticLtacillusLthermoamylovoransLwildZtypeLstrainLcscL
isolatedLfromLaLthermophilicLbiogasLplant_LJournalZofZBiotechnologyXL2014XLckdLPtLsXLcgfZg 3.7 8

60 yenomeLsequenceLofLtheLacidZtolerantLstrainLRhizobiumLsp_LΔPUje_LJournalZofZBiotechnologyXL2014XL
cihXLfbZc 3.7 8

59
WholeLgenomeLsequenceLofLulostridiumLbornimenseLstrainLβdafbLisolatedLfromLaLlabZscaleL
mesophilicLtwoZphaseLbiogasLreactorLdigestingLmaizeLsilageLandLwheatLstraw_LJournalZofZ
BiotechnologyXL2014XLcjfXLckkZdbb

3.7 8

58 vraftLgenomeLsequenceLofLSinorhizobiumLmelilotiLRUccabbcXLaLmodelLorganismLforLflagellumL
structureXLmotilityLandLchemotaxis_LJournalZofZBiotechnologyXL2013XLchjXLiecZe 3.7 8

57 tinningLenablesLefficientLhostLgenomeLreconstructionLinLcnidarianLholobionts_LGigaScienceXL2018XLiXL 7.6 8

56 InsightLintoLtheLstructureXLfunctionLandLconjugativeLtransferLofLpΔPUjeaXLanLaccessoryLplasmidLofL
RhizobiumLfavelukesiiLΔPUje_LPlasmidXL2019XLcbeXLkZch 3.3 7

55 uomparativeLTranscriptomeLsnalysisLProvidesLβolecularLInsightsLintoLtheLInteractionLofLandLwithL
TheirLzostLSugarLteet_LVirusesXL2020XLcdXL 6.2 7

54 uharacterizationLofLtheLsctinoninLtiosyntheticLyeneLuluster_LChemBioChemXL2018XLckXLccjk 3.8 7

53
yenomeLcontentXLmetabolicLpathwaysLandLbiotechnologicalLpotentialLofLtheLpsychrophilicLsrcticL
bacteriumLPsychrobacterLsp_Lvst_sΔfetXLaLsourceLandLaLhostLofLnovelLPsychrobacterZspecificL
vectors_LJournalZofZBiotechnologyXL2017XLdheXLhfZif

3.7 7

52 IdentificationLofLaLnovelLmycovirusLisolatedLfromLRhizoctoniaLsolaniLTsyLdZdLIVULprovidesLfurtherL
informationLaboutLgenomeLplasticityLwithinLtheLorderLTymovirales_LArchivesZofZVirologyXL2017XLchdXLgggZggk2.6 7

51 βultiZomicLvirectedLviscoveryLofLuellulosomesXLPolysaccharideLUtilizationLΔociXLandLΔignocellulasesL
fromLanLwnrichedLRumenLsnaerobicLuonsortium_LAppliedZandZEnvironmentalZMicrobiologyXL2020XLjhXL 4.8 7

50 NecrotrophicLlifestyleLofLRhizoctoniaLsolaniLsyeZPTLduringLinteractionLwithLitsLhostLplantLpotatoLasL
revealedLbyLtranscriptomeLanalysis_LScientificZReportsXL2020XLcbXLcdgif 4.9 7

49 yenomicLandLproteomicLprofilesLofLbiofilmsLonLmicroplasticsLareLdecoupledLfromLartificialLsurfaceL
properties_LEnvironmentalZMicrobiologyXL2021XLdeXLebkkZeccg 5.2 7

48 uompleteLyenomeLSequenceLofLtheLβethanogenLβethanoculleusLbourgensisLtscLIsolatedLfromLaL
tiogasLReactor_LGenomeZAnnouncementsXL2016XLfXL 7

47 TranscriptomeLprofilingLofLtheLsustralianLaridZlandLplantLwremophilaLserrulataLTs_vu_ULvruceL
TScrophulariaceaeULforLtheLidentificationLofLmonoterpeneLsynthases_LPhytochemistryXL2017XLcehXLcgZdd 4 6

46
RefinedLannotationLofLtheLcompleteLgenomeLofLtheLphytopathogenicLandLxanthanLproducingL
XanthomonasLcampestrisLpv_LcampestrisLstrainLtcbbLbasedLonLRNsLsequenceLdata_LJournalZofZ
BiotechnologyXL2017XLdgeXLggZhc

3.7 6

45
ImpactLofLprocessLtemperatureLandLorganicLloadingLrateLonLcellulolyticLaLhydrolyticLbiofilmL
microbiomesLduringLbiomethanationLofLryegrassLsilageLrevealedLbyLgenomeZcenteredL
metagenomicsLandLmetatranscriptomics_LEnvironmentalZMicrobiomesXL2020XLcgXLi

5.6 6

(2020-2017)
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44 TheLcolonicLmucosaZassociatedLmicrobiomeLinLSIVLinfectionlLshiftLtowardsLtacteroidetesLcoincidesL
withLmucosalLuvfLTLcellLdepletionLandLenterocyteLdamage_LScientificZReportsXL2020XLcbXLcbjji 4.9 6

43 uompleteLyenomeLSequenceLofLzerbinixLluporumLSvcvXLaLNewLuelluloseZvegradingLtacteriumL
IsolatedLfromLaLThermophilicLtiogasLReactor_LGenomeZAnnouncementsXL2016XLfXL 6

42 TheLsporothriolides_LsLnewLbiosyntheticLfamilyLofLfungalLsecondaryLmetabolites_LChemicalZScienceXL
2020XLccXLcdfiiZcdfjf 9.4 6

41 TheLRoleLofLINydZwgsLinLβesophilicLtiogasLReactorLSystemsLasLveducedLfromLβultiomicsLsnalyses_L
MicroorganismsXL2020XLjXL 4.9 6

40
vraftLgenomeLsequencesLofLthreeLXanthomonasLtranslucensLpathovarLreferenceLstrainsLTpv_L
arrhenatheriXLpv_LpoaeLandLpv_LphleiULwithLdifferentLspecificitiesLforLforageLgrasses_LStandardsZinZ
GenomicZSciencesXL2016XLccXLgb

5

39 tiosyntheticLreconstitutionLofLdeoxysugarLphosphoramidateLmetalloproteaseLinhibitorsLusingLanL
NZPZbondZformingLkinase_LChemicalZScienceXL2019XLcbXLffjhZffkb 9.4 4

38 yenomeLSequenceLofLtheLtileLSaltZvegradingLtacteriumLsp_LStrainLuholccXLaLβodelLOrganismLforL
tacterialLSteroidLuatabolism_LGenomeZAnnouncementsXL2018XLhXL 4

37 uompleteLuhloroplastLandLβitochondrialLyenomeLSequencesLofLtheLzydrocarbonLOilZProducingL
yreenLβicroalgaLtotryococcusLbrauniiLRaceLtLTShowaU_LGenomeZAnnouncementsXL2016XLfXL 4

36 uompleteLyenomeLSequenceLofLOvineLsubsp_LStrainLüIIIZejhLTβsPZSatypeLIIIULandLItsLuomparisonLtoL
βsPZSatypeLIXLβsPZuXLandLuomplexLyenomes_LMicroorganismsXL2020XLkXL 4.9 4

35 sp_Lnov_XLisolatedLfromLmeat_LInternationalZJournalZofZSystematicZandZEvolutionaryZMicrobiologyXL2020
XLibXLcgdjZcgfb 2.2 4

34 yenomeLsnalysesLandLyenomeZuenteredLβetatranscriptomicsLofLStrainLSIVhXLIsolatedLfromLaL
ThermophilicLProductionZScaleLtiogasLxermenter_LMicroorganismsXL2019XLjXL 4.9 4

33 uandidatusLxrankiaLnodulisporulansLsp_Lnov_XLanLslnusLglutinosaZinfectiveLxrankiaLspeciesLunableLtoL
growLinLpureLcultureLandLableLtoLsporulateLinZplanta_LSystematicZandZAppliedZMicrobiologyXL2020XLfeXLcdhcef4.2 4

32 ImplementingLxsIRLdataLmanagementLwithinLtheLyermanLNetworkLforLtioinformaticsL
InfrastructureLTde_NtIULexemplifiedLbyLselectedLuseLcases_LBriefingsZinZBioinformaticsXL2021XLddXL 13.4 4

31 vraftLyenomeLSequenceLofLsp_LStrainLKarβaXLaLβodelLOrganismLforLβonomethylamineZvegradingL
NonmethylotrophicLtacteria_LGenomeZAnnouncementsXL2017XLgXL 3

30 IdentificationLofLaLnovelLaminopolycarboxylicLacidLsiderophoreLgeneLclusterLencodingLtheL
biosynthesisLofLethylenediaminesuccinicLacidLhydroxyarginineLTwvzsU_LMetallomicsXL2018XLcbXLiddZief 4.5 3

29 IsolationLandLwholeLgenomeLanalysisLofLendosporeZformingLbacteriaLfromLheroin_LForensicZScienceZ
International:ZGeneticsXL2018XLedXLcZh 4.3 3

28 SynthetischLbiologischLgetriebeneLtiosyntheseLvonLunnatˆ…rlichenLTropolonZSesquiterpenoiden_L
AngewandteZChemieXL2020XLcedXLdfbikZdfbji 3.6 3

27 sLframeworkLtoLassessLtheLqualityLandLimpactLofLbioinformaticsLtrainingLacrossLwΔIXIR_LPLoSZ
ComputationalZBiologyXL2020XLchXLecbbikih 5 3

Daniel Wibberg
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26 PhytoplanktonLconsortiaLasLaLblueprintLforLmutuallyLbeneficialLeukaryoteZbacteriaLecosystemsL
basedLonLtheLbiocoenosisLofLtotryococcusLconsortia_LScientificZReportsXL2021XLccXLcidh 4.9 3

25 yenomeLSequenceLofLtheLUrethralLuatheterLIsolateLPseudomonasLaeruginosaLβzck_LGenomeZ
AnnouncementsXL2015XLeXL 2

24 TheLPeptidoglycanLtiosynthesisLyeneLinLsctinorhizalLvs_LPlantLType_LGenesXL2020XLccXL 4.2 2

23 vraftLyenomeLSequenceLofLStreptococcusLanginosusLtVIXLaLNewLVaginalLPathogenLuandidate_L
GenomeZAnnouncementsXL2016XLfXL 2

22
vraftLyenomeLSequenceLofLPseudomonasLaeruginosaLStrainLWScehXLaLzighlyLuytotoxicL
wxoSZPositiveLWoundLIsolateLRecoveredLfromLPyodermaLyangrenosum_LGenomeZAnnouncementsXL
2015XLeXL

2

21 yenomeLSequenceLofLtheLUrethralLIsolateLPseudomonasLaeruginosaLRNdc_LGenomeZAnnouncementsXL
2015XLeXL 2

20 yenomeLsnalysesLofLtheLΔessLsggressiveLsycZItLIsolatesLcadadcLandLOjadLuomparedLtoLtheL
ReferenceLsycZItLIsolateLiaeacf_LJournalZofZFungiZhBaselnZSwitzerlandiXL2021XLiXL 5.6 2

19 TheLde_NtILaLwΔIXIRZvwLtrainingLplatformLZLtioinformaticsLtrainingLinLyermanyLandLacrossLwuropeL
withinLwΔIXIR_LFsrrrResearchXL2019XLjXLcjii 3.6 2

18 yenomicLandLTranscriptomicLInvestigationLofLtheLPhysiologicalLResponseLofLtheLβethylotrophLtoL
gZsminovalerate_LFrontiersZinZMicrobiologyXL2021XLcdXLhhfgkj 5.7 2

17 sLnovelLplantZfungalLassociationLrevealsLfundamentalLsRNsLandLgeneLexpressionLreprogrammingLatL
theLonsetLofLsymbiosis_LBMCZBiologyXL2021XLckXLcic 7.3 2

16
TheLcompletelyLannotatedLgenomeLandLcomparativeLgenomicsLofLtheLPeptoniphilaceaeLbacteriumL
str_LINydZvcyXLaLnovelLacidogenicLbacteriumLisolatedLfromLaLmesophilicLbiogasLreactor_LJournalZofZ
BiotechnologyXL2017XLdgiXLcijZcjh

3.7 1

15 uompleteLyenomeLSequenceLofLtheLulinicalLStrainLscinetobacterLbaumanniiLRdbkbLuarryingLtheL
uhromosomallyLwncodedLβetalloZ˛†ZΔactamaseLyeneLblaNvβZc_LGenomeZAnnouncementsXL2015XLeXL 1

14 vraftLgenomeLsequenceLofLStreptomycesLtunisialbusLvSβLcbgihb_LArchivesZofZMicrobiologyXL2020XL
dbdXLdbceZdbci 3 1

13 vraftLyenomeLSequenceLofLPropionisporaLsp_LStrainLdadZeiXLaLNewLXylanZvegradingLtacteriumL
IsolatedLfromLaLβesophilicLtiogasLReactor_LGenomeZAnnouncementsXL2016XLfXL 1

12 vraftLyenomeLSequenceLofLtheLXanthomonasLbromiLTypeLStrainLΔβyLkfi_LGenomeZAnnouncementsXL
2016XLfXL 1

11 uompleteLvraftLyenomeLSequenceLofLwscherichiaLcoliLüxiee_LGenomeZAnnouncementsXL2016XLfXL 1

10 uompleteLmitochondrialLgenomeLofLtheLscleractinianLcoralLPoritesLrus_LMitochondrialZDNAZPartZA:Z
DNAZMappingnZSequencingnZandZAnalysisXL2016XLdiXLehkgZh 1.3 1

9 vraftLyenomeLSequenceLofLPseudomonasLaeruginosaLStrainLWSekfXLaLβultidrugZResistantLandL
zighlyLuytotoxicLWoundLIsolateLfromLuhronicLUlcusLururis_LGenomeZAnnouncementsXL2014XLdXL 1

(2014-2021)
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8
sctivityZtasedLProteinLProfilingLforLtheLIdentificationLofLNovelLuarbohydrateZsctiveLwnzymesL
InvolvedLinLXylanLvegradationLinLtheLzyperthermophilicLwuryarchaeonLsp_LStrainLdeckxcw__LFrontiersZ
inZMicrobiologyXL2021XLcdXLiefbek

5.7 1

7 TheLde_NtILaLwΔIXIRZvwLtrainingLplatformLZLtioinformaticsLtrainingLinLyermanyLandLacrossLwuropeL
withinLwΔIXIR_LFsrrrResearchXL2019XLjXL 3.6 1

6 sp_Lnov_XLisolatedLfromLbeef_LInternationalZJournalZofZSystematicZandZEvolutionaryZMicrobiologyXL2020XL
ibXLdkdZebc 2.2 1

5 sLRegulatorLtasedLNSemiZTargetedNLspproachLtoLsctivateLSilentLtiosyntheticLyeneLulusters_L
InternationalZJournalZofZMolecularZSciencesXL2021XLddXL 6.3 1

4 SeventeenLUstilaginaceaeLzighZQualityLyenomeLSequencesLsllowLPhylogenomicLsnalysisLandL
ProvideLInsightsLintoLSecondaryLβetaboliteLSynthesis__LJournalZofZFungiZhBaselnZSwitzerlandiXL2022XLjXL 5.6 1

3 tiosyntheticLpotentialLofLtheLendophyticLfungusLzelotialesLsp_LtΔieLrevealedLviaLcompoundL
identificationLandLgenomeLmining__LAppliedZandZEnvironmentalZMicrobiologyXL2022XLaembdgcbdc 4.8 0

2 wstablishmentLofLaLnearZcontiguousLgenomeLsequenceLofLtheLcitricLacidLproducingLyeastLvSβLedjhL
withLresolutionLofLrvNsLclustersLandLtelomeres_LNARZGenomicsZandZBioinformaticsXL2021XLeXLlqabbjg 3.7 0

1 UstilagoLmaydisLβetabolicLuharacterizationLandLyrowthLQuantificationLwithLaLyenomeZScaleL
βetabolicLβodel_LJournalZofZFungiZhBaselnZSwitzerlandiXL2022XLjXLgdf 5.6 0
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