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Common, low-frequency, rare, and ultra-rare coding variants contribute to COVID-19 severity. Human

Genetics, 2022, 141, 147-173.

The polymorphism L412F in <i>TLR3</i> inhibits autophagy and is a marker of severe COVID-19 in males. o1 25
Autophagy, 2022, 18, 1662-1672. )

Rare variants in Toll-like receptor 7 results in functional impairment and downregulation of
cytoRine-mediated signaling in COVID-19 patients. Genes and Immunity, 2022, 23, 51-56.

A pilot study of next generation sequencinga€“liquid biopsy on cell-free DNA as a novel non-invasive

diagnostic tool for Klippela€“Trenaunay syndrome. Vascular, 2021, 29, 85-91. 0.9 14

MET somatic activating mutations are responsible for lymphovenous malformation and can be
identified using cell-free DNA next generation sequencing liquid biopsy. Journal of Vascular Surgery:
Venous and Lymphatic Disorders, 2021, 9, 740-744.

Employing a systematic approach to biobanking and analyzing clinical and genetic data for advancing

COVID-19 research. European Journal of Human Genetics, 2021, 29, 745-759. 2.8 85

Shorter androgen receptor polyQ alleles protect against life-threatening COVID-19 disease in
European males. EBioMedicine, 2021, 65, 103246.

Association of Toll-like receptor 7 variants with life-threatening COVID-19 disease in males: findings

from a nested case-control study. ELife, 2021, 10, . 6.0 145

Protective Role of a TMPRSS2 Variant on Severe COVID-19 Outcome in Young Males and Elderly Women.
Genes, 2021, 12, 596.

The phenomenon of multidrug resistance in glioblastomas. Hematology/ Oncology and Stem Cell 0.9 10
Therapy, 2021, ,. :
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C90rf72 Intermediate Repeats Confer Genetic Risk for Severe COVID-19 Pneumonia Independently of Age.
International Journal of Molecular Sciences, 2021, 22, 6991.

SELP Asp603Asn and severe thrombosis in COVID-19 males. Journal of Hematology and Oncology, 2021,
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Genetic mechanisms of critical illness in COVID-19. Nature, 2021, 591, 92-98. 27.8 1,014

Related expression of TRKA and P75 receptors and the changing copy number of <i>MYC</i>-oncogenes
determine the sensitivity of brain tumor cells to the treatment of the nerve growth factor in
combination with cisplatin and temozolomide. Drug Metabolism and Personalized Therapy, 2021, .

Post-Mendelian Genetic Model in COVID-19. Cardiology and Cardiovascular Medicine, 2021, 05, . 0.2 10

MEIS2 gene is responsible for intellectual disability, cardiac defects and a distinct facial phenotype.

European Journal of Medical Genetics, 2020, 63, 103627.

New frontiers to cure Alport syndrome: COL4A3 and COL4AS gene editing in podocyte-lineage cells.
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Detection of Cryptic Mosaicism in X-linked Alport Syndrome Prompts to Re-evaluate Living-donor

Kidney Transplantation. Transplantation, 2020, 104, 2360-2364.

Cell-free DNA next-generation sequencing liquid biopsy as a new revolutionary approach for
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Parent-of-origin effect of hypomorphic pathogenic variants and somatic mosaicism impact on
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iPSC-derived neurons profiling reveals GABAergic circuit disruption and acetylated {+-tubulin defect

which improves after iHDAC6 treatment in Rett syndrome. Experimental Cell Research, 2018, 368,
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Gene expression signature of non-involved lung tissue associated with survival in lung
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A 5'-region polymorphism modulates promoter activity of the tumor suppressor gene MFSD2A.
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17, 2410-2416. :
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Shorter Androgen Receptor PolyQ Alleles Protect Against Life-Threatening COVID-19 Disease in Males.
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