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28 TheIroleIofIenzymeIadsorptionIinItheIenzymaticIdegradationIofIanIaliphaticIpolyesterWIEnzymegandg
MicrobialgTechnologyUI2019UI]a[UI]][V]]e 3.8 5

27 UracilImoietiesIinIgenomicIsΦpWIFEBSgOpengBioUI2018UIgUI]febV]ffa 2.7 5

26 TheImetagenomicItelescopeWIPLoSgONEUI2014UIhUIe][]e[d 3.7 4

25
rrystallizationIandIpreliminaryIcrystallographicIanalysisIofIdUTφaseIfromItheIˇ�]]IhelperIphageIofI
StaphylococcusIaureusWIActagCrystallographicagSectiongF:gStructuralgBiologygCommunicationsUI2011UI
efUI]c]]Vb

4

24 rrystallizationIandIpreliminaryIdiffractionIanalysisIofIraQaTRVcalmodulinVdrugIandI
apocalmodulinVdrugIcomplexesWIProteins:gStructureugFunctiongandgBioinformaticsUI1997UIagUI]b]Vc 4.2 4

23 pInovelIphenylalanineIammoniaVlyaseIfromIkangiellaIkoreensisWIStudiagUniversitatisgBabesvBolyaig
ChemiaUI2017UIeaUIahbVb[g 1 4

22 RapidIandIquantitativeIantimalarialIdrugIefficacyItestingIviaItheImagnetoVopticalIdetectionIofI
hemozoinWIScientificgReportsUI2020UI][UI]c[ad 4.9 4

21 rRxSφRXrashV−ediatedIznockVαutIofIdUTφaseIinI−iceI—eadsItoItarlyItmbryonicI—ethalityWI
BiomoleculesUI2019UIhUI 5.9 3

20 qisepoxideIrrossV—inkedItnzymeIpggregatesâ��ΦewIxmmobilizedIqiocatalystsIforISelectiveI
qiotransformationsWIChemCatChemUI2014UIeUInXaVnXa 5.2 3
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1.8 3

18
wsXIandIΦativeI−assISpectrometryIRevealsItheIsifferentIStructuralIqasisIforIxnteractionIofItheI
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BiomoleculesUI2019UIhUI

5.9 2

17 TheIRoleIofIaIzeyIpminoIpcidIφositionIinISpeciesVSpecificIφroteinaceousIdUTφaseIxnhibitionWI
BiomoleculesUI2019UIhUI 5.9 2

16 tvaluationIofIcriticalIdesignIparametersIforIRTVqφrRVbasedIanalysisIofImultipleIdUTφaseIisoformI
genesIinImiceWIFEBSgOpengBioUI2019UIhUI]]dbV]]f[ 2.7 2
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12 txploitingIaIφhageVqacteriumIxnteractionISystemIasIaI−olecularISwitchItoIsecipherI
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weterologousIexpressionIofIrTφiphosphocholineIcytidylyltransferaseIfromIφlasmodiumIfalciparumI
rescuesIrhineseIwamsterIαvaryIcellsIdeficientIinItheIzennedyIphosphatidylcholineIbiosynthesisI
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4.9 2

10 dUTφaseIexpressionIcorrelatesIwithIcellIdivisionIpotentialIinIsrosophilaImelanogasterWIFEBSg
JournalUI2015UIagaUI]hhgVa[]b 5.7 1

9 uunctionalIpnalysisIonIaIΦaturallyIαccurringIVariantIofItheIStaphylococcusIpureusIUracilIsΦpI
vlycosylaseIxnhibitorWIPeriodicagPolytechnica:gChemicalgEngineeringUI2017UI 1.3 1
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AngewandtegChemieUI2014UI]aeUI]beghV]behc 3.6 1

7 venomeVwideIalterationsIofIuracilIdistributionIpatternsIinIhumanIsΦpIuponIchemotherapeuticItreatments 1

6 VirusesIwithIUVsΦpiIΦewIpvenuesIforIqiotechnologyWIVirusesUI2021UI]bUI 6.2 1

5 WhatPsIinIaInamenIuromIKfluctuationIfitKItoIKconformationalIselectionKiIrediscoveryIofIaIconceptWI
HistorygandgPhilosophygofgthegLifegSciencesUI2021UIcbUIgg 1 1

4 ulexibleIglycineIrichImotifIofItscherichiaIcoliIdeoxyuridineItriphosphateInucleotidohydrolaseIisI
importantIforIfunctionalIbutInotIforIstructuralIintegrityIofItheIenzymeI1997UIagUIdeg 1

3 xdentificationIofInewIreferenceIgenesIwithIstableIexpressionIpatternsIforIgeneIexpressionIstudiesI
usingIhumanIcancerIandInormalIcellIlinesWIScientificgReportsUI2021UI]]UI]hcdh 4.9 0

2
uactorsIinfluencingInucleoVcytoplasmicItraffickingiIwhichImatternIResponseItoIplvisiIOIyansPI
commentIonIφhosphorylationIadjacentItoItheInuclearIlocalizationIsignalIofIhumanIdUTφaseI
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