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m Paper IF Citations

156 WholeXgenomeKsequenceKofKSchistosomaKhaematobiumYKNaturehGeneticsWK2012WKeeWKccbXf 36.3 325

155 rscarisKsuumKdraftKgenomeYKNatureWK2011WKehjWKfcjXdd 50.4 217

154 SingleXstrandKconformationKpolymorphismKSSStPTKforKtheKanalysisKofKgeneticKvariationYKNatureh
ProtocolsWK2006WKbWKdbcbXi 18.8 210

153 TheKgenomeKandKdevelopmentalKtranscriptomeKofKtheKstrongylidKnematodeKyaemonchusKcontortusYK
GenomehBiologyWK2013WKbeWKRij 18.3 166

152
zmpactKofKgastrointestinalKparasiticKnematodesKofKsheepWKandKtheKroleKofKadvancedKmolecularKtoolsK
forKexploringKepidemiologyKandKdrugKresistanceKXKanKrustralianKperspectiveYKParasiteshandhVectorsWK
2013WKgWKbfd

4 164

151
RecentKadvancesKinKcandidateXgeneKandKwholeXgenomeKapproachesKtoKtheKdiscoveryKofKanthelminticK
resistanceKmarkersKandKtheKdescriptionKofKdrugZreceptorKinteractionsYKInternationalhJournalhforh
Parasitology:hDrugshandhDrughResistanceWK2014WKeWKbgeXie

4 125

150 UnlockingKtheKtranscriptomesKofKtwoKcarcinogenicKparasitesWKtlonorchisKsinensisKandKOpisthorchisK
viverriniYKPLoShNeglectedhTropicalhDiseasesWK2010WKeWKehbj 4.8 122

149 TheKOpisthorchisKviverriniKgenomeKprovidesKinsightsKintoKlifeKinKtheKbileKductYKNatureh
CommunicationsWK2014WKfWKedhi 17.4 113

148 rnKintegratedKpipelineKforKnextXgenerationKsequencingKandKannotationKofKmitochondrialKgenomesYK
NucleichAcidshResearchWK2010WKdiWKfccXdd 20.1 112

147 vlucidatingKtheKtranscriptomeKofKwasciolaKhepaticaKXKaKkeyKtoKfundamentalKandKbiotechnologicalK
discoveriesKforKaKneglectedKparasiteYKBiotechnologyhAdvancesWK2010WKciWKcccXdb 17.8 102

146 tryptosporidiumXXbiotechnologicalKadvancesKinKtheKdetectionWKdiagnosisKandKanalysisKofKgeneticK
variationYKBiotechnologyhAdvancesWK2008WKcgWKdaeXbh 17.8 91

145 LongKPtRKamplificationKofKtheKentireKmitochondrialKgenomeKfromKindividualKhelminthsKforKdirectK
sequencingYKNaturehProtocolsWK2007WKcWKcddjXee 18.8 86

144 LowKcostKwholeXorganismKscreeningKofKcompoundsKforKanthelminticKactivityYKInternationalhJournalh
forhParasitologyWK2015WKefWKdddXed 4.3 81

143 PhylogenomicKandKbiogeographicKreconstructionKofKtheKTrichinellaKcomplexYKNatureh
CommunicationsWK2016WKhWKbafbd 17.4 81

142 xeneticKblueprintKofKtheKzoonoticKpathogenKToxocaraKcanisYKNaturehCommunicationsWK2015WKgWKgbef 17.4 77

141 xenomeKandKtranscriptomeKofKtheKporcineKwhipwormKTrichurisKsuisYKNaturehGeneticsWK2014WKegWKhabXg 36.3 77

140 UsingKefeKtechnologyKforKlongXPtRKbasedKsequencingKofKtheKcompleteKmitochondrialKgenomeKfromK
singleKyaemonchusKcontortusKSNematodaTYKBMChGenomicsWK2008WKjWKbb 4.5 74
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139 urugKresistanceKinKxiardiaKduodenalisYKBiotechnologyhAdvancesWK2015WKddWKiiiXjab 17.8 73

138
xeneticKrichnessKandKdiversityKinKtryptosporidiumKhominisKandKtYKparvumKrevealsKmajorKknowledgeK
gapsKandKaKneedKforKtheKapplicationKofKMnextKgenerationMKtechnologiesXXresearchKreviewYK
BiotechnologyhAdvancesWK2010WKciWKbhXcg

17.8 72

137 rKportraitKofKtheKtranscriptomeKofKtheKneglectedKtrematodeWKwasciolaKgiganticaXXbiologicalKandK
biotechnologicalKimplicationsYKPLoShNeglectedhTropicalhDiseasesWK2011WKfWKebaae 4.8 70

136 MassivelyKparallelKsequencingKandKanalysisKofKtheKNecatorKamericanusKtranscriptomeYKPLoSh
NeglectedhTropicalhDiseasesWK2010WKeWKegie 4.8 66

135 xiardiaZgiardiasisKXKaKperspectiveKonKdiagnosticKandKanalyticalKtoolsYKBiotechnologyhAdvancesWK2014WK
dcWKciaXj 17.8 62

134 rKpracticalWKbioinformaticKworkflowKsystemKforKlargeKdataKsetsKgeneratedKbyKnextXgenerationK
sequencingYKNucleichAcidshResearchWK2010WKdiWKebhb 20.1 60

133 xeneticKcategorizationKofKvchinococcusKgranulosusKfromKhumansKandKherbivorousKhostsKinKzranK
usingKanKintegratedKmutationKscanningXphylogeneticKapproachYKElectrophoresisWK2009WKdaWKcgeiXff 3.6 60

132
tlassificationKofKtryptosporidiumKspeciesKfromKpatientsKwithKsporadicKcryptosporidiosisKbyKuseKofK
sequenceXbasedKmultilocusKanalysisKfollowingKmutationKscanningYKJournalhofhClinicalhMicrobiologyWK
2008WKegWKccfcXgc

9.7 60

131 tomparativeKgenomicsKofKtylindrospermopsisKraciborskiiKstrainsKwithKdifferentialKtoxicitiesYKBMCh
GenomicsWK2014WKbfWKid 4.5 56

130 MolecularXbasedKinvestigationKofKtryptosporidiumKandKxiardiaKfromKanimalsKinKwaterKcatchmentsKinK
southeasternKrustraliaYKWaterhResearchWK2013WKehWKbhcgXea 12.5 56

129 TheKmitochondrialKgenomesKofKrncylostomaKcaninumKandKsunostomumKphlebotomumXXtwoK
hookwormsKofKanimalKhealthKandKzoonoticKimportanceYKBMChGenomicsWK2009WKbaWKhj 4.5 56

128 yighKresolutionKmeltingXcurveKSyRMTKanalysisKforKtheKdiagnosisKofKcryptosporidiosisKinKhumansYK
MolecularhandhCellularhProbesWK2009WKcdWKbaXf 3.3 55

127 LuciliaKcuprinaKgenomeKunlocksKparasiticKflyKbiologyKtoKunderpinKfutureKinterventionsYKNatureh
CommunicationsWK2015WKgWKhdee 17.4 51

126
wirstKtranscriptomicKanalysisKofKtheKeconomicallyKimportantKparasiticKnematodeWKTrichostrongylusK
colubriformisWKusingKaKnextXgenerationKsequencingKapproachYKInfectionwhGeneticshandhEvolutionWK2010WK
baWKbbjjXcah

4.5 50

125 TowardKnextXgenerationKsequencingKofKmitochondrialKgenomesXXfocusKonKparasiticKwormsKofK
animalsKandKbiotechnologicalKimplicationsYKBiotechnologyhAdvancesWK2010WKciWKbfbXj 17.8 49

124 ProteogenomicKanalysisKofKtheKtotalKandKsurfaceXexposedKproteomesKofKPlasmodiumKvivaxKsalivaryK
glandKsporozoitesYKPLoShNeglectedhTropicalhDiseasesWK2017WKbbWKeaaafhjb 4.8 48

123 ProteomicKanalysisKofKtheKexcretoryXsecretoryKproductsKfromKlarvalKstagesKofKrscarisKsuumKrevealsK
highKabundanceKofKglycosylKhydrolasesYKPLoShNeglectedhTropicalhDiseasesWK2013WKhWKecegh 4.8 46

122 rdvancesKinKtheKdiagnosisKofKkeyKgastrointestinalKnematodeKinfectionsKofKlivestockWKwithKanK
emphasisKonKsmallKruminantsYKBiotechnologyhAdvancesWK2013WKdbWKbbdfXfc 17.8 44

(2013-2015)
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121 rKfirstKinsightKintoKtheKgenotypesKofKvchinococcusKgranulosusKfromKhumansKinKMongoliaYKMolecularh
andhCellularhProbesWK2011WKcfWKejXfe 3.3 44

120 SoilXtransmittedKhelminthsKofKhumansKinKSoutheastKrsiaXXtowardsKintegratedKcontrolYKAdvanceshinh
ParasitologyWK2011WKheWKcdbXgf 3.2 44

119 uifferencesKinKtranscriptionKbetweenKfreeXlivingKandKtOcXactivatedKthirdXstageKlarvaeKofK
yaemonchusKcontortusYKBMChGenomicsWK2010WKbbWKcgg 4.5 44

118 rKpracticalKandKcostXeffectiveKmutationKscanningXbasedKapproachKforKinvestigatingKgeneticKvariationK
inKtryptosporidiumYKElectrophoresisWK2007WKciWKdihfXid 3.6 44

117
xeneticKcharacterisationKofKtryptosporidiumKandKxiardiaKfromKdairyKcalveskKdiscoveryKofK
speciesZgenotypesKconsistentKwithKthoseKfoundKinKhumansYKInfectionwhGeneticshandhEvolutionWK2012WK
bcWKbjieXjd

4.5 43

116 vxplorationKofKextracellularKvesiclesKfromKprovidesKevidenceKofKparasiteXhostKcrossKtalkYKJournalhofh
ExtracellularhVesiclesWK2019WKiWKbfhibbg 16.4 42

115 xeneticKcharacterizationKofKselectedKparasitesKfromKpeopleKwithKhistoriesKofKgastrointestinalK
disordersKusingKaKmutationKscanningXcoupledKapproachYKElectrophoresisWK2013WKdeWKbhcaXi 3.6 41

114
xeneticKclassificationKofKvchinococcusKgranulosusKcystsKfromKhumansWKcattleKandKcamelsKinKLibyaK
usingKmutationKscanningXbasedKanalysisKofKmitochondrialKlociYKMolecularhandhCellularhProbesWK2010WK
ceWKdegXfb

3.3 41

113
vvaluationKandKapplicationKofKaKmolecularKmethodKtoKassessKtheKcompositionKofKstrongylidK
nematodeKpopulationsKinKsheepKwithKnaturallyKacquiredKinfectionsYKInfectionwhGeneticshandhEvolutionWK
2011WKbbWKiejXfe

4.5 41

112 wirstKgeneticKclassificationKofKtryptosporidiumKandKxiardiaKfromKyzVZrzuSKpatientsKinKMalaysiaYK
InfectionwhGeneticshandhEvolutionWK2011WKbbWKjgiXhe 4.5 41

111 rKmolecularKdiagnosticKtoolKtoKreplaceKlarvalKcultureKinKconventionalKfaecalKeggKcountKreductionK
testingKinKsheepYKPLoShONEWK2012WKhWKedhdch 3.7 41

110 rKperspectiveKonKtryptosporidiumKandKxiardiaWKwithKanKemphasisKonKbovinesKandKrecentK
epidemiologicalKfindingsYKAdvanceshinhParasitologyWK2015WKiiWKcedXdab 3.2 40

109 TheKtranscriptomeKofKTrichurisKsuisXXfirstKmolecularKinsightsKintoKaKparasiteKwithKcurativeKpropertiesK
forKkeyKimmuneKdiseasesKofKhumansYKPLoShONEWK2011WKgWKecdfja 3.7 40

108 tryptosporidiumKandKxiardiaKtaxaKinKfaecalKsamplesKfromKanimalsKinKcatchmentsKsupplyingKtheKcityK
ofKMelbourneKwithKdrinkingKwaterKScabbKtoKcabfTYKParasiteshandhVectorsWK2016WKjWKdbf 4 39

107 MolecularKdetectionKofKtryptosporidiumKcuniculusKinKrabbitsKinKrustraliaYKInfectionwhGeneticshandh
EvolutionWK2010WKbaWKbbhjXih 4.5 36

106 rnalysisKofKnucleotideKvariationKwithinKtheKtrioseXphosphateKisomeraseKgeneKofKxiardiaKduodenalisK
fromKsheepKandKitsKzoonoticKimplicationsYKElectrophoresisWK2010WKdbWKcihXji 3.6 35

105 MitochondrialKgenomesKofKTrichinellaKspeciesKandKgenotypesKâ��KaKbasisKforKdiagnosisWKandKsystematicK
andKepidemiologicalKexplorationsYKInternationalhJournalhforhParasitologyWK2014WKeeWKbahdXia 4.3 34

104 vstablishmentKofKaKroboticWKhighXthroughputKplatformKforKtheKspecificKdiagnosisKofKgastrointestinalK
nematodeKinfectionsKinKsheepYKInternationalhJournalhforhParasitologyWK2012WKecWKbbfbXi 4.3 34

Aaron R Jex

4



103 TheKmitochondrialKgenomeKofKToxocaraKcanisYKPLoShNeglectedhTropicalhDiseasesWK2008WKcWKechd 4.8 34

102 TranscriptionalKanalysisKidentifiesKkeyKgenesKinvolvedKinKmetabolismWKfibrosisZtissueKrepairKandKtheK
immuneKresponseKagainstKwasciolaKhepaticaKinKsheepKliverYKParasiteshandhVectorsWK2015WKiWKbce 4 32

101 uefiningKtheKSchistosomaKhaematobiumKkinomeKenablesKtheKpredictionKofKessentialKkinasesKasK
antiXschistosomeKdrugKtargetsYKScientifichReportsWK2015WKfWKbhhfj 4.9 32

100 NextXgenerationKmolecularXdiagnosticKtoolsKforKgastrointestinalKnematodesKofKlivestockWKwithKanK
emphasisKonKsmallKruminantskKaKturningKpointpYKAdvanceshinhParasitologyWK2013WKidWKcghXddd 3.2 32

99 tharacterizationKofKtheKtacVXgatedKandKvoltageXdependentKβVXchannelKSloXbKofKnematodesKandKitsK
interactionKwithKemodepsideYKPLoShNeglectedhTropicalhDiseasesWK2014WKiWKedeab 4.8 31

98
MitochondrialKgenomeKofKrngiostrongylusKvasorumkKcomparisonKwithKcongenersKandKimplicationsK
forKstudyingKtheKpopulationKgeneticsKandKepidemiologyKofKthisKparasiteYKInfectionwhGeneticshandh
EvolutionWK2012WKbcWKbiieXjb

4.5 31

97 uifferentialKproteinKexpressionKandKpostXtranslationalKmodificationsKinKmetronidazoleXresistantK
xiardiaKduodenalisYKGigaScienceWK2018WKhWK 7.6 29

96
wirstKmolecularKcharacterizationKofKtryptosporidiumKandKxiardiaKfromKbovinesKSsosKtaurusKandK
subalusKbubalisTKinKSriKLankakKunexpectedKabsenceKofKtYKparvumKfromKpreXweanedKcalvesYKParasitesh
andhVectorsWK2014WKhWKhf

4 29

95 rssessmentKofKtheKgeneticKrelationshipKbetweenKuictyocaulusKspeciesKfromKsosKtaurusKandKtervusK
elaphusKusingKcompleteKmitochondrialKgenomicKdatasetsYKParasiteshandhVectorsWK2012WKfWKceb 4 29

94
rnalysisKofKtheKgeneticKdiversityKwithinKtryptosporidiumKhominisKandKtryptosporidiumKparvumKfromK
importedKandKautochtonousKcasesKofKhumanKcryptosporidiosisKbyKmutationKscanningYK
ElectrophoresisWK2008WKcjWKebbjXcj

3.6 29

93 vxtracellularKvesiclesKfromKearlyKstageKPlasmodiumKfalciparumXinfectedKredKbloodKcellsKcontainK
PfvMPbKandKinduceKtranscriptionalKchangesKinKhumanKmonocytesYKCellularhMicrobiologyWK2018WKcaWKebcicc3.9 28

92 SpecificKandKgenotypicKidentificationKofKtryptosporidiumKfromKaKbroadKrangeKofKhostKspeciesKbyK
nonisotopicKSStPKanalysisKofKnuclearKribosomalKuNrYKElectrophoresisWK2007WKciWKcibiXcf 3.6 28

91 ueepKinsightsKintoKuictyocaulusKviviparusKtranscriptomesKprovidesKuniqueKprospectsKforKnewKdrugK
targetsKandKdiseaseKinterventionYKBiotechnologyhAdvancesWK2011WKcjWKcgbXhb 17.8 27

90 rKselfXsufficientKpressureKpumpKusingKlatexKballoonsKforKmicrofluidicKapplicationsYKLabhonhAhChipWK
2018WKbiWKchdaXchea 7.2 26

89 TranscriptomicsKzndicatesKrctiveKandKPassiveKMetronidazoleKResistanceKMechanismsKinKThreeK
SeminalKLinesYKFrontiershinhMicrobiologyWK2017WKiWKdji 5.7 26

88 TechniquesKforKtheKdiagnosisKofKwasciolaKinfectionsKinKanimalskKroomKforKimprovementYKAdvanceshinh
ParasitologyWK2014WKifWKgfXbah 3.2 25

87 uetectionKofKdiarrhoealKpathogensKinKhumanKfaecesKusingKanKautomatedWKroboticKplatformYK
MolecularhandhCellularhProbesWK2012WKcgWKbbXf 3.3 25

86 xenomeKvariationKinKnineKcoXoccurringKtoxicKtylindrospermopsisKraciborskiiKstrainsYKHarmfulhAlgaeWK
2018WKhdWKbfhXbgg 5.3 24

(2018-2008)
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85 ResponsesKofKtheKuifferentiatedKzntestinalKvpithelialKtellKLineKtacoXcKtoKznfectionKWithKtheKxSK
zsolateYKFrontiershinhCellularhandhInfectionhMicrobiologyWK2018WKiWKcee 5.9 24

84 wirstKmolecularKcharacterizationKofKxiardiaKduodenalisKfromKgoatsKinKMalaysiaYKMolecularhandhCellularh
ProbesWK2013WKchWKciXdb 3.3 24

83 TimeXtourseKStudyKofKtheKTranscriptomeKofKPeripheralKsloodKMononuclearKtellsKSPsMtsTKfromK
SheepKznfectedKwithKwasciolaKhepaticaYKPLoShONEWK2016WKbbWKeabfjbje 3.7 24

82
TranscriptomeKandKhistoneKepigenomeKofKPlasmodiumKvivaxKsalivaryXglandKsporozoitesKpointKtoK
tightKregulatoryKcontrolKandKmechanismsKforKliverXstageKdifferentiationKinKrelapsingKmalariaYK
InternationalhJournalhforhParasitologyWK2019WKejWKfabXfbd

4.3 23

81 wirstKmolecularKcharacterisationKofKtryptosporidiumKandKxiardiaKfromKsubalusKbubalisKSwaterK
buffaloTKinKVictoriaWKrustraliaYKInfectionwhGeneticshandhEvolutionWK2013WKcaWKjgXbac 4.5 23

80 TheKmitochondrialKgenomeKofKParascarisKunivalensXXimplicationsKforKaKMforgottenMKparasiteYK
ParasiteshandhVectorsWK2014WKhWKeci 4 23

79 xeneticKcharacterizationKofKtryptosporidiumKparvumKfromKcalvesKbyKmutationKscanningKandK
targetedKsequencingXXzoonoticKimplicationsYKElectrophoresisWK2009WKdaWKcgeaXh 3.6 23

78 xeneticKanalysisKofKxiardiaKandKtryptosporidiumKfromKpeopleKinKNorthernKrustraliaKusingK
PtRXbasedKtoolsYKInfectionwhGeneticshandhEvolutionWK2015WKdgWKdijXdjf 4.5 22

77 SelfXsufficientWKlowXcostKmicrofluidicKpumpsKutilisingKreinforcedKballoonsYKLabhonhAhChipWK2019WKbjWKciifXcijg7.2 22

76 xettingKtheKmostKoutKofKparasiticKhelminthKtranscriptomesKusingKyelmuskKimplicationsKforKbiologyK
andKbiotechnologyYKBiotechnologyhAdvancesWK2013WKdbWKbbajXbj 17.8 22

75 ProgressKonKtheKtranscriptomicsKofKcarcinogenicKliverKflukesKofKhumansXXuniqueKbiologicalKandK
biotechnologicalKprospectsYKBiotechnologyhAdvancesWK2010WKciWKifjXha 17.8 22

74 wirstKgeneticKanalysisKofKtryptosporidiumKfromKhumansKfromKTasmaniaWKandKidentificationKofKaKnewK
genotypeKfromKaKtravellerKtoKsaliYKElectrophoresisWK2014WKdfWKcgaaXh 3.6 21

73
TheKThelastomatoideaKSNematodakKOxyuridaTKofKtwoKsympatricKPanesthiinaeKSznsectakKslattodeaTK
fromKsoutheasternKQueenslandWKrustraliakKtaxonomyWKspeciesKrichnessKandKhostKspecificityYK
NematologyWK2005WKhWKfedXfhf

0.9 21

72 ProfilingKcirculatingKmiRNrsKinKserumKfromKpigsKinfectedKwithKtheKporcineKwhipwormWKTrichurisKsuisYK
VeterinaryhParasitologyWK2016WKccdWKdaXd 2.8 21

71 MitochondrialKgenomesKofKrnisakisKsimplexKandKtontracaecumKosculatumKSsensuK
strictoTXXcomparisonsKwithKselectedKnematodesYKInfectionwhGeneticshandhEvolutionWK2014WKcbWKefcXgc 4.5 20

70 RapidWKmultiplexXtandemKPtRKassayKforKautomatedKdetectionKandKdifferentiationKofKtoxigenicK
cyanobacterialKbloomsYKMolecularhandhCellularhProbesWK2013WKchWKcaiXbe 3.3 20

69 vxploringKmolecularKvariationKinKSchistosomaKjaponicumKinKthinaYKScientifichReportsWK2015WKfWKbhdef 4.9 19

68 rssessingKcalvesKasKcarriersKofKtryptosporidiumKandKxiardiaKwithKzoonoticKpotentialKonKdairyKandK
beefKfarmsKwithinKaKwaterKcatchmentKareaKbyKmutationKscanningYKElectrophoresisWK2013WKdeWKccfjXgh 3.6 18
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67 trypticKparasiteKrevealedKimprovedKprospectsKforKtreatmentKandKcontrolKofKhumanK
cryptosporidiosisKthroughKadvancedKtechnologiesYKAdvanceshinhParasitologyWK2011WKhhWKbebXhd 3.2 18

66 MolecularKchangesKinKOpisthorchisKviverriniKSSoutheastKrsianKliverKflukeTKduringKtheKtransitionKfromK
theKjuvenileKtoKtheKadultKstageYKPLoShNeglectedhTropicalhDiseasesWK2012WKgWKebjbg 4.8 18

65 xeneticKvariationKwithinKtheKyypodontusKmacropiKSNematodakKStrongyloideaTKcomplexKfromK
macropodidKmarsupialKhostsKinKrustraliaYKElectrophoresisWK2012WKddWKdfeeXfe 3.6 17

64 znsightsKintoKtheKimmunoXmolecularKbiologyKofKrngiostrongylusKvasorumKthroughK
transcriptomicsXXprospectsKforKnewKinterventionsYKBiotechnologyhAdvancesWK2013WKdbWKbeigXfaa 17.8 16

63 MolecularKevidenceKforKaKcrypticKspeciesKwithinKtheKparasiticKnematodeKMacroponemaKcomaniK
SStrongyloideakKtloacininaeTYKMolecularhandhCellularhProbesWK2012WKcgWKbhaXe 3.3 16

62
yighlyKsensitiveKnonXisotopicKrestrictionKendonucleaseKfingerprintingKofKnucleotideKvariabilityKinKtheK
gpgaKgeneKwithinKtryptosporidiumKspeciesWKgenotypesKandKsubgenotypesKinfectiveKtoKhumansWKandK
itsKimplicationsYKElectrophoresisWK2010WKdbWKbgdhXeh

3.6 16

61 uevelopmentKandKvalidationKofKaKmultiplexedXtandemKqPtRKtoolKforKdiagnosticsKofKhumanK
soilXtransmittedKhelminthKinfectionsYKPLoShNeglectedhTropicalhDiseasesWK2019WKbdWKeaaahdgd 4.8 15

60 rnKimprovedKmethodKforKPtRXbasedKdetectionKandKroutineKmonitoringKofKgeosminXproducingK
cyanobacterialKbloomsYKWaterhResearchWK2018WKbdgWKdeXea 12.5 15

59 MutationKscanningXbasedKanalysisKofKanisakidKlarvaeKfromKSillagoKflindersiKfromKsassKStraitWK
rustraliaYKElectrophoresisWK2012WKddWKejjXfaf 3.6 15

58
rnalysesKofKmitochondrialKaminoKacidKsequenceKdatasetsKsupportKtheKproposalKthatKspecimensKofK
yypodontusKmacropiKfromKthreeKspeciesKofKmacropodidKhostsKrepresentKdistinctKspeciesYKBMCh
EvolutionaryhBiologyWK2013WKbdWKcfj

3 15

57 TranscriptomicKResourcesKforKParasiticKNematodesKofKVeterinaryKzmportanceYKTrendshinhParasitologyWK
2019WKdfWKhcXie 6.4 15

56 sarcodingKofKxiardiaKduodenalisKisolatesKandKderivedKlinesKfromKanKestablishedKcryobankKbyKaK
mutationKscanningXbasedKapproachYKElectrophoresisWK2011WKdcWKcahfXja 3.6 14

55 ZoonoticKrncylostomiasiskKrnKUpdateKofKaKtontinuallyKNeglectedKZoonosisYKAmericanhJournalhofh
TropicalhMedicinehandhHygieneWK2020WKbadWKgeXgi 3.2 14

54 tomparativeKevaluationKofKtwoKuNrKisolationKtechniquesKforKPtRXbasedKdiagnosisKofK
gastrointestinalKnematodeKinfectionsKinKsheepYKMolecularhandhCellularhProbesWK2013WKchWKbfdXh 3.3 13

53 TheKmitochondrialKgenomeKofKrelurostrongylusKabstrususXdiagnosticWKepidemiologicalKandK
systematicKimplicationsYKGeneWK2013WKfbgWKcjeXdaa 3.8 13

52 TheKmitochondrialKgenomeKofKProtostrongylusKrufescensKXKimplicationsKforKpopulationKandK
systematicKstudiesYKParasiteshandhVectorsWK2013WKgWKcgd 4 13

51 tryptosporidiosisKinKSoutheastKrsiaYKAdvanceshinhParasitologyWK2010WKbXdb 3.2 13

50 uivergentKTranscriptionalKResponsesKtoKPhysiologicalKandKXenobioticKStressKinKxiardiaKduodenalisYK
AntimicrobialhAgentshandhChemotherapyWK2016WKgaWKgadeXef 5.9 13

(2016-2011)

7



49 rnnotationKofKtheKxiardiaKproteomeKthroughKstructureXbasedKhomologyKandKmachineKlearningYK
GigaScienceWK2019WKiWK 7.6 13

48 TheKbarberRsKpoleKwormKtrPKproteinKsuperfamilyXXrKbasisKforKfundamentalKdiscoveryKandK
biotechnologyKadvancesYKBiotechnologyhAdvancesWK2015WKddWKbheeXfe 17.8 12

47 MonoaminergicKsignalingKasKaKtargetKforKanthelminticKdrugKdiscoverykKreceptorKconservationKamongK
theKfreeXlivingKandKparasiticKnematodesYKMolecularhandhBiochemicalhParasitologyWK2012WKbidWKbXh 1.9 12

46 TimeXuependentKTranscriptionalKthangesKinKrxenicKxiardiaKduodenalisKTrophozoitesYKPLoSh
NeglectedhTropicalhDiseasesWK2015WKjWKeaaaecgb 4.8 12

45 RecentKadvancesKinKtheKgenomicKandKmolecularKbiologyKofKxiardiaYKActahTropicaWK2018WKbieWKghXhc 3.2 11

44 TheKsmallKRNrKcomplementKofKadultKSchistosomaKhaematobiumYKPLoShNeglectedhTropicalhDiseasesWK
2018WKbcWKeaaagfdf 4.8 10

43 wirstKreportKofKanatoxinXaKproducingKcyanobacteriaKinKrustraliaKillustratesKneedKtoKregularlyKupXdateK
monitoringKstrategiesKinKaKshiftingKglobalKdistributionYKScientifichReportsWK2019WKjWKbaije 4.9 10

42 sioinformaticKexplorationKofKRzOKproteinKkinasesKofKparasiticKandKfreeXlivingKnematodesYK
InternationalhJournalhforhParasitologyWK2014WKeeWKichXdg 4.3 10

41 TheKimportanceKofKhostKecologyKinKthelastomatoidKSNematodakKOxyuridaTKhostKspecificityYK
ParasitologyhInternationalWK2006WKffWKbgjXhe 2.1 10

40 ProteomicKdiversityKinKaKprevalentKhumanXinfectiveKxiardiaKduodenalisKsubXspeciesYKInternationalh
JournalhforhParasitologyWK2018WKeiWKibhXicd 4.3 9

39 uiagnosticKandKanalyticalKmutationKscanningKofKtryptosporidiumkKutilityKandKadvantagesYKExperth
ReviewhofhMolecularhDiagnosticsWK2009WKjWKbhjXif 3.8 9

38 UseKofKmultiplexedKtandemKPtRKtoKestimateKtheKprevalenceKandKintensityKofKTheileriaKorientalisK
infectionsKinKcattleYKInfectionwhGeneticshandhEvolutionWK2015WKdcWKgiXhd 4.5 8

37 xettingKtoKtheKgutsKofKtheKmatterkKtheKstatusKandKpotentialKofKRomicsRKresearchKofKparasiticKprotistsK
ofKtheKhumanKgastrointestinalKsystemYKInternationalhJournalhforhParasitologyWK2013WKedWKjhbXic 4.3 8

36 rnalysisKofKgeneticKvariationKinKxlobocephaloidesKpopulationsKfromKmacropodidKmarsupialsKusingKaK
mutationKscanningXbasedKapproachYKElectrophoresisWK2009WKdaWKchfiXge 3.6 8

35 uirectKNanoporeKSequencingKofKmRNrKRevealsKLandscapeKofKTranscriptKzsoformsKinKrpicomplexanK
ParasitesYKMSystemsWK2021WKgWK 7.6 8

34 MutationKscanningXcoupledKtoolsKforKtheKanalysisKofKgeneticKvariationKinKTaeniaKandKdiagnosisKXK
statusKandKprospectsYKInfectionwhGeneticshandhEvolutionWK2009WKjWKheaXh 4.5 7

33 rKrealXtimeKPtRKassayKforKtheKdiagnosisKofKgastrointestinalKnematodeKinfectionsKofKsmallKruminantsYK
MethodshinhMolecularhBiologyWK2015WKbcehWKbefXfc 1.4 6

32 wlatwormsKhaveKlostKtheKrightKopenKreadingKframeKkinaseKdKgeneKduringKevolutionYKScientifichReportsWK
2015WKfWKjebh 4.9 6
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31 zsKtryptosporidiumKfromKtheKcommonKwombatKSVombatusKursinusTKaKnewKspeciesKandKdistinctKfromK
tryptosporidiumKubiquitumpYKInfectionwhGeneticshandhEvolutionWK2016WKeeWKciXdd 4.5 5

30 ThelastomatoideaKSNematodakKOxyuridaTKofKtheKrustralianKgiantKburrowingKcockroachWK
MacropanesthiaKrhinocerosKSslaberidaekKxeoscapheinaeTYKNematologyWK2006WKiWKdehXdfh 0.9 5

29 roruroidesKqueenslandensisKnYKspYKSOxyuridakKThelastomatoideaTWKaKnewKnematodeKfromKrustralianK
PanesthiinaeKSslattodeakKslaberidaeTYKSystematichParasitologyWK2004WKfjWKgfXj 1 5

28 SequencingKandKannotationKofKmitochondrialKgenomesKfromKindividualKparasiticKhelminthsYKMethodsh
inhMolecularhBiologyWK2015WKbcabWKfbXgd 1.4 5

27 RecentKadvancesKinKfunctionalKresearchKinKxiardiaKintestinalisYKAdvanceshinhParasitologyWK2020WKbahWKjhXbdh3.2 4

26 rsynchronousKgenerationKofKoilKdropletsKusingKaKmicrofluidicKflowKfocusingKsystemYKScientifich
ReportsWK2019WKjWKbagaa 4.9 4

25
rnalysisKofKtheKtranscriptomeKofKadultKuictyocaulusKfilariaKandKcomparisonKwithKuictyocaulusK
viviparusWKwithKaKfocusKonKmoleculesKinvolvedKinKhostXparasiteKinteractionsYKInternationalhJournalhforh
ParasitologyWK2014WKeeWKcfbXgb

4.3 4

24 NewKThelastomatoideaKSNematodakKOxyuridaTKfromKrustralianKburrowingKcockroachesKSslaberidaekK
xeoscapheinaeWKPanesthiinaeTYKNematologyWK2006WKiWKeedXefe 0.9 4

23 TunableKyarmonicKwlowKPatternsKinKMicrofluidicKSystemsKthroughKSimpleKTubeKOscillationYKSmallWK
2020WKbgWKecaadgbc 11 4

22 vukaryoteXtonservedKMethylarginineKzsKrbsentKinKuiplomonadsKandKwunctionallyKtompensatedKinK
xiardiaYKMolecularhBiologyhandhEvolutionWK2020WKdhWKdfcfXdfej 8.3 4

21 tomparativeKgenomicsKrevealedKadaptiveKadmixtureKinKinKrfricaYKMicrobialhGenomicsWK2021WKhWK 4.4 4

20
NewKspeciesKofKtloacinaKvonKLinstowWKbijiKSNematodakKStrongyloideaTKparasiticKinKtheKstomachsKofK
wallaroosWKOsphranterKsppYKSMarsupialiakKMacropodidaeTKfromKnorthernKrustraliaYKSystematich
ParasitologyWK2018WKjfWKfchXfec

1 4

19
rKtheoreticalKstudyKtoKestablishKtheKrelationshipKbetweenKtheKthreeXdimensionalKstructureKofK
trioseXphosphateKisomeraseKofKxiardiaKduodenalisKandKpointKmutationsKinKtheKrespectiveKgeneYK
MolecularhandhCellularhProbesWK2010WKceWKcibXf

3.3 3

18
LongXreadKassemblyKandKcomparativeKevidenceXbasedKreanalysisKofKgenomeKsequencesKrevealsK
expandedKtransporterKrepertoireKandKduplicationKofKentireKchromosomeKendsKincludingK
subtelomericKregionsYKGenomehResearchWK2021WK

9.7 3

17 tryptosporidiosisK2011WK 3

16 vukaryoteXconservedKhistoneKpostXtranslationalKmodificationKlandscapeKinKxiardiaKduodenalisK
revealedKbyKmassKspectrometryYKInternationalhJournalhforhParasitologyWK2021WKfbWKccfXcdj 4.3 3

15 TranscriptomeKandKhistoneKepigenomeKofKPlasmodiumKvivaxKsalivaryXglandKsporozoitesKpointKtoK
tightKregulatoryKcontrolKandKpotentialKmechanismsKforKliverXstageKdifferentiation 2

14 uirectKnanoporeKsequencingKofKmRNrKrevealsKlandscapeKofKtranscriptKisoformsKinKapicomplexanKparasites 2

(-2016)
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13 TriTOXkKrKnovelKTrichomonasKvaginalisKassayKplatformKforKhighXthroughputKscreeningKofKcompoundK
librariesYKInternationalhJournalhforhParasitology:hDrugshandhDrughResistanceWK2021WKbfWKgiXia 4 2

12 LongXreadKassemblyKandKcomparativeKevidenceXbasedKreanalysisKofKtryptosporidiumKgenomeK
sequencesKrevealKnewKbiologicalKinsights 2

11 vffectiveKlowXcostKpreservationKofKhumanKstoolsKinKfieldXbasedKstudiesKforKhelminthKandKmicrobiotaK
analysisYKInternationalhJournalhforhParasitologyWK2021WKfbWKhebXhei 4.3 2

10 MultimodalKregulationKofKencystationKinKxiardiaKduodenalisKrevealedKbyKdeepKproteomicsYK
InternationalhJournalhforhParasitologyWK2021WKfbWKiajXice 4.3 2

9 SingleXcellKRNrKprofilingKofKPlasmodiumKvivaxKliverKstagesKrevealsKparasiteXKandKhostXKspecificK
transcriptomicKsignaturesKandKdrugKtargets 1

8 SingleXcellKRNrKsequencingKofKPlasmodiumKvivaxKsporozoitesKrevealsKstageXKandKspeciesXspecificK
transcriptomicKsignatures 1

7 VzVzukKaKwebKapplicationKforKvariantKinterpretationKandKvisualisationKinKmultidimensionalKanalyses 1

6 tryptosporidiumkKturrentKStateKofKxenomicsKandKSystemsKsiologicalKResearchK2014WKdchXdee 1

5
wieldKevaluationKofKtheKgutKmicrobiomeKcompositionKofKpreXschoolKandKschoolXagedKchildrenKinKThaK
SongKYangWKThailandWKfollowingKoralKMurKforKSTyKinfectionsYKPLoShNeglectedhTropicalhDiseasesWK2021WK
bfWKeaaajfjh

4.8 1

4 RecentKProgressKinKTranscriptomicsKofKβeyKxastrointestinalKNematodesKofKrnimalsKâ��KwundamentalK
ResearchKTowardKNewKznterventionKStrategiesgbXhc 1

3 yarnessingKxenomicKTechnologiesKtoKvxploreKtheKMolecularKsiologyKofKLiverKwlukesXMajorK
zmplicationsKforKwundamentalKandKrppliedKResearchhdXih 1

2 znKvitroKselectionKofKxiardiaKduodenalisKforKrlbendazoleKresistanceKidentifiesKaK˛†XtubulinKmutationKatK
aminoKacidKvbjiβYKInternationalhJournalhforhParasitology:hDrugshandhDrughResistanceWK2021WKbgWKbgcXbhd 4 0

1 uecodingKtheKrscarisKsuumKxenomeKusingKMassivelyKParallelKSequencingKandKrdvancedK
sioinformaticKMethodsKâ��KUnprecedentedKProspectsKforKwundamentalKandKrppliedKResearchK2013WKcihXdbe

Aaron R Jex
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