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l Paper IF Citations

128 xharacterizationMandMyemonstrationMofMMockMxommunitiesMasMxontrolMReagentsMforMvccurateM
HumanMMicrobiomeMxommunityMMeasurementsccMMicrobiologyiSpectrumaM2022aMeefnfjgf 8.9 0

127 ValidationMandMstandardizationMofMyNvMextractionMandMlibraryMconstructionMmethodsMforM
metagenomicsbbasedMhumanMfecalMmicrobiomeMmeasurementscMMicrobiomeaM2021aMnaMnj 16.6 5

126
SequencebSpecificMxaptureMofMOligonucleotideMProbesMUSxOPzVoMaMSimpleMandMRapidMMicrobialMrRNvM
QuantificationMMethodMUsingMaMMolecularMWeightMxutoffMMembranecMAppliediandiEnvironmentali
MicrobiologyaM2021aMmlaMeeffklgf

4.8

125 PhysiologicalMandMgenomicMcharacterizationMofMaMnewMTxandidatusMNitrotogaTMisolatecMEnvironmentali
MicrobiologyaM2020aMggaMghkjbghmg 5.2 9

124 xompleteMGenomeMSequenceMofMMegamonasMfuniformisMJxMMfilghcMMicrobiologyiResourcei
AnnouncementsaM2020aMnaM 1.3 1

123 GenomicMandMPhysiologicalMxharacteristicsMofMaMNovelMNitritebOxidizingMStrainMIsolatedMFromMaM
yrinkingMWaterMTreatmentMPlantcMFrontiersiiniMicrobiologyaM2020aMffaMjijfne 5.7 2

122 GenomeMFeaturesMandMSecondaryMMetabolitesMwiosyntheticMPotentialMofMtheMxlasscMFrontiersiini
MicrobiologyaM2019aMfeaMmnh 5.7 25

121 yiversityMandMgeochemicalMcommunityMassemblyMprocessesMofMtheMlivingMrareMbiosphereMinMaM
sandbandbgravelMaquiferMecosystemMinMtheMMidwesternMUnitedMStatescMScientificiReportsaM2019aMnaMfhimi 4.9 7

120 wellilineaM2018aMfbh

119 TepidanaerobacterM2018aMfbj

118 SampleMtrackingMinMmicrobiomeMcommunityMprofilingMassaysMusingMsyntheticMfkSMrRNvMgeneMspikebinM
controlscMScientificiReportsaM2018aMmaMnenj 4.9 11

117 vnaerolineaM2018aMfbj

116 LevilineaM2018aMfbi 1

115 LongilineaM2018aMfbh

114 FlexilineaM2018aMfbi

113 LeptolineaM2018aMfbi

112 vnaerolineaceaeM2018aMfbj 4
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111 TerrimicrobiumM2018aMfbj

110 vnaerolinealesM2018aMfbf

109 NetworkbguidedMgenomicMandMmetagenomicManalysisMofMtheMfaecalMmicrobiotaMofMtheMcriticallyM
endangeredMkakapocMScientificiReportsaM2018aMmaMmfgm 4.9 6

108 vnaerolineaeM2018aMfbg 4

107 yraftMGenomeMSequenceMofMNMbjaMaMFacultativeMvnaerobicMSoilMwacteriumMofMtheMxlasscMGenomei
AnnouncementsaM2017aMjaM 4

106 yraftMGenomeMSequenceMofMNMlaMaMPropionatebProducingMFermentativeMwacteriumcMGenomei
AnnouncementsaM2017aMjaM 3

105 GenomicMvnalysisMofMTwoMPhylogeneticallyMyistinctMSpeciesMRevealsMTheirMGenomicMPlasticityMandM
FunctionalMyiversitycMFrontiersiiniMicrobiologyaM2017aMmaMgkhl 5.7 26

104 FourMvromaticMSulfatesMwithManMInhibitoryMzffectMagainstMHxVMNShMHelicaseMfromMtheMxrinoidM
vlloeocomatellaMpolycladiacMMarineiDrugsaM2017aMfjaM 6 6

103 SyntheticMspikebinMstandardsMforMhighbthroughputMfkSMrRNvMgeneMampliconMsequencingcMNucleici
AcidsiResearchaM2017aMijaMegh 20.1 66

102 xomparativeMGenomicsMofMSyntrophicMwranchedbxhainMFattyMvcidMyegradingMwacteriacMMicrobesiandi
EnvironmentsaM2016aMhfaMgmmbng 2.6 19

101 yraftMGenomeMSequenceMofMtheMSyntrophicMLactatebyegradingMwacteriumMTepidanaerobacterM
syntrophicusMJLTcMGenomeiAnnouncementsaM2016aMiaM 3

100
yraftMGenomeMSequenceMofMThermodesulfovibrioMaggregansMTGzbPfTaManMObligatelyMvnaerobicaM
ThermophilicaMSulfatebReducingMwacteriumMinMtheMPhylumMNitrospiraecMGenomeiAnnouncementsaM2016
aMiaM

2

99 xomparativeMGenomicsMofMxandidateMPhylumMTMkMSuggestsMThatMParasitismMIsMWidespreadMandM
vncestralMinMThisMLineagecMMoleculariBiologyiandiEvolutionaM2016aMhhaMnfjbgl 8.3 50

98
IsolationMandMcharacterizationMofMgencMnovcaMspcMnovcaMaMfilamentousaManaerobicMbacteriumMbelongingM
toMtheMclassMinMtheMphylumcMInternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM2016aM
kkaMnmmbnnk

2.2 36

97
LentimicrobiumMsaccharophilumMgencMnovcaMspcMnovcaMaMstrictlyManaerobicMbacteriumMrepresentingMaM
newMfamilyMinMtheMphylumMwacteroidetesaMandMproposalMofMLentimicrobiaceaeMfamcMnovcMInternationali
JournaliofiSystematiciandiEvolutionaryiMicrobiologyaM2016aMkkaMgkhjbgkig

2.2 90

96 MicrobialMcommunityMstructureMofMmethanogenicMbenzenebdegradingMculturesMenrichedMfromMfiveM
differentMsedimentscMJournaliofiGeneraliandiAppliediMicrobiologyaM2016aMkgaMgkkbglf 1.5 0

95 zcophysiologyMandMxomparativeMGenomicsMofMMsfMIsolatedMfromMvutotrophicMNitrifyingMGranulesMofM
WastewaterMTreatmentMwioreactorcMFrontiersiiniMicrobiologyaM2016aMlaMfmkn 5.7 18

94 PrimersoMFunctionalMGenesMandMfkSMrRNvMGenesMforMMethanogenscMSpringeriProtocolsaM2015aMlnbfhn 0.3 3

(2015-2018)
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93 TheMgenomeMofMSyntrophorhabdusMaromaticivoransMstrainMUIMprovidesMnewMinsightsMforMsyntrophicM
aromaticMcompoundMmetabolismMandMelectronMflowcMEnvironmentaliMicrobiologyaM2015aMflaMimkfblg 5.2 55

92 yraftMGenomeMSequenceMofMwacteroidalesMStrainMkzaMIsolatedMfromMaMRiceMPaddyMFieldMinMJapancM
GenomeiAnnouncementsaM2015aMhaM 1

91 yraftMGenomeMSequenceMofMwacteroidalesMStrainMTwxfaMaMNovelMIsolateMfromMaMMethanogenicM
WastewaterMTreatmentMSystemcMGenomeiAnnouncementsaM2015aMhaM 4

90 IdentificationMofMHydroxyanthraquinonesMasMNovelMInhibitorsMofMHepatitisMxMVirusMNShMHelicasecM
InternationaliJournaliofiMoleculariSciencesaM2015aMfkaMfmihnbjh 6.3 18

89
yraftMGenomeMSequencesMofMvnaerolineaMthermolimosaMIMObfaMwellilineaMcaldifistulaeMGOMIbfaM
LeptolineaMtardivitalisMYMTKbgaMLevilineaMsaccharolyticaMKIwIbfaMLongilineaMarvoryzaeMKOMzbfaM
PreviouslyMyescribedMasMMembersMofMtheMxlassMvnaerolineaeMUxhloroflexiVcMGenomeiAnnouncementsaM
2015aMhaM

13

88 yraftMGenomeMSequenceMofMvnaerolineaeMStrainMTxfaMaMNovelMIsolateMfromMaMMethanogenicM
WastewaterMTreatmentMSystemcMGenomeiAnnouncementsaM2015aMhaM 6

87 vMfluorescencebbasedMscreeningMassayMforMidentificationMofMhepatitisMxMvirusMNShMhelicaseMinhibitorsM
andMcharacterizationMofMtheirMinhibitoryMmechanismcMMethodsiiniMoleculariBiologyaM2015aMfgjnaMgffbgm 1.4 3

86 FirstMgenomicMinsightsMintoMmembersMofMaMcandidateMbacterialMphylumMresponsibleMforMwastewaterM
bulkingcMPeerJaM2015aMhaMelie 3.1 61

85 MicrobialMpopulationMandMfunctionalMdynamicsMassociatedMwithMsurfaceMpotentialMandMcarbonM
metabolismcMISMEiJournalaM2014aMmaMnkhblm 11.9 108

84
LactivibrioMalcoholicusMgencMnovcaMspcMnovcaManManaerobicaMmesophilicaMlactatebaMalcoholbaMcarbohydratebM
andMaminobacidbdegradingMbacteriumMinMtheMphylumMSynergistetescMInternationaliJournaliofi
SystematiciandiEvolutionaryiMicrobiologyaM2014aMkiaMgfhlbgfij

2.2 24

83 QuantitativeMdetectionMofMhumanMentericMadenovirusesMinMriverMwaterMbyMmicrofluidicMdigitalM
polymeraseMchainMreactioncMWateriScienceiandiTechnologyaM2014aMleaMjjjbke 2.2 14

82 xholesterolMsulfateMasMaMpotentialMinhibitorMofMhepatitisMxMvirusMNShMhelicasecMJournaliofiEnzymei
InhibitioniandiMedicinaliChemistryaM2014aMgnaMgghbn 5.6 8

81 PwyzoMstructurebactivityMstudiesMforMtheMinhibitionMofMhepatitisMxMvirusMNShMhelicasecMMoleculesaM2014aM
fnaMieekbge 4.8 6

80 IdentificationMandMbiochemicalMcharacterizationMofMhalisulfateMhMandMsuvanineMasMnovelMinhibitorsMofM
hepatitisMxMvirusMNShMhelicaseMfromMaMmarineMspongecMMarineiDrugsaM2014aMfgaMikgblk 6 12

79 TheMPhylumMGemmatimonadetesM2014aMkllbkmf 12

78 vnMexpandedMgenomicMrepresentationMofMtheMphylumMcyanobacteriacMGenomeiBiologyiandiEvolutionaM
2014aMkaMfehfbij 3.9 186

77 yraftMGenomeMSequenceMofMSyntrophorhabdusMaromaticivoransMStrainMUIaMaMMesophilicMvromaticM
xompoundbyegradingMSyntrophcMGenomeiAnnouncementsaM2014aMgaM 17

76 PsammaplinMvMinhibitsMhepatitisMxMvirusMNShMhelicasecMJournaliofiNaturaliMedicinesaM2013aMklaMlkjblg 3.3 13

YujitSekiguchi

4



75
OligosphaeraMethanolicaMgencMnovcaMspcMnovcaManManaerobicaMcarbohydratebfermentingMbacteriumM
isolatedMfromMmethanogenicMsludgeaMandMdescriptionMofMOligosphaeriaMclassisMnovcMinMtheMphylumM
LentisphaeraecMInternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM2013aMkhaMjhhbjhn

2.2 8

74
zcologicalMnicheMseparationMinMtheMPolynucleobacterMsubclustersMlinkedMtoMqualityMofMdissolvedM
organicMmatteroMaMdemonstrationMusingMaMhighMsensitivityMcultivationbbasedMapproachcMEnvironmentali
MicrobiologyaM2012aMfiaMgjffbgj

5.2 23

73
QuantitativeMdetectionMofMxryptosporidiumMoocystMinMwaterMsourceMbasedMonMfmSMrRNvMbyM
alternatelyMbindingMprobeMcompetitiveMreverseMtranscriptionMpolymeraseMchainMreactionM
UvwxbRTbPxRVcMWateriResearchaM2012aMikaMfmlbni

12.5 6

72 QuantitativeMdetectionMofMpreviouslyMcharacterizedMsyntrophicMbacteriaMinManaerobicMwastewaterM
treatmentMsystemsMbyMsequencebspecificMrRNvMcleavageMmethodcMWateriResearchaM2012aMikaMgfklblj 12.5 100

71 FunctionallyMstableMandMphylogeneticallyMdiverseMmicrobialMenrichmentsMfromMmicrobialMfuelMcellsM
duringMwastewaterMtreatmentcMPLoSiONEaM2012aMlaMeheinj 3.7 84

70 InhibitionMofMhepatitisMxMvirusMNShMhelicaseMbyMmanoalidecMJournaliofiNaturaliProductsaM2012aMljaMkjebi 4.9 30

69 znhancedMelectrodebreducingMrateMduringMtheMenrichmentMprocessMinManMairbcathodeMmicrobialMfuelM
cellcMAppliediMicrobiologyiandiBiotechnologyaM2012aMniaMfemlbni 5.7 24

68 InhibitionMofMhepatitisMxMvirusMreplicationMandMviralMhelicaseMbyMethylMacetateMextractMofMtheMmarineM
featherMstarMvlloeocomatellaMpolycladiacMMarineiDrugsaM2012aMfeaMliibkf 6 15

67 InhibitionMofMbothMproteaseMandMhelicaseMactivitiesMofMhepatitisMxMvirusMNShMbyManMethylMacetateM
extractMofMmarineMspongeMvmphimedonMspcMPLoSiONEaM2012aMlaMeimkmj 3.7 7

66 OligonucleotideMprimersaMprobesMandMmolecularMmethodsMforMtheMenvironmentalMmonitoringMofM
methanogenicMarchaeacMMicrobialiBiotechnologyaM2011aMiaMjmjbkeg 6.3 52

65
vlternatelyMbindingMprobeMcompetitiveMPxRMasMaMsimpleaMcostbeffectiveaMandMaccurateMquantificationM
methodMforMJvKgVkflFMalleleMburdenMinMmyeloproliferativeMneoplasmscMLeukemiaiResearchaM2011aM
hjaMfkhgbk

2.7 13

64 zcophysiologyMofMunculturedMfilamentousManaerobesMbelongingMtoMtheMphylumMKSwhMthatMcauseM
bulkingMinMmethanogenicMgranularMsludgecMAppliediandiEnvironmentaliMicrobiologyaM2011aMllaMgemfbl 4.8 13

63 rRNvbbasedManalysisMtoMmonitorMsuccessionMofMfaecalMbacterialMcommunitiesMinMHolsteinMcalvescM
LettersiiniAppliediMicrobiologyaM2010aMjfaMjlebl 2.9 59

62 QuantitativeMdetectionMofMchloroethenebreductiveMbacteriaMyehalococcoidesMsppcMusingMalternatelyM
bindingMprobeMcompetitiveMPolymeraseMxhainMReactioncMMoleculariandiCellulariProbesaM2010aMgiaMfhfbl 3.3 5

61 RealbtimeMmonitoringMofMRNvMhelicaseMactivityMusingMfluorescenceMresonanceMenergyMtransferMinM
vitrocMBiochemicaliandiBiophysicaliResearchiCommunicationsaM2010aMhnhaMfhfbk 3.4 27

60 vnMrRNvbbasedManalysisMforMevaluatingMtheMeffectMofMheatMstressMonMtheMrumenMmicrobialMcompositionM
ofMHolsteinMheiferscMAnaerobeaM2010aMfkaMglbhh 2.8 56

59 xultivationMofMmethanogensMunderMlowbhydrogenMconditionsMbyMusingMtheMcocultureMmethodcMAppliedi
andiEnvironmentaliMicrobiologyaM2009aMljaMimngbk 4.8 60

58 vffinityMcapillaryMelectrophoresisMwithMmagneticMbeadsMforMmultiplexMquantitativeManalysisMofM
bacterialMfkSMrRNvcMJournaliofiBioscienceiandiBioengineeringaM2009aMfelaMkkgbl 3.3 7

(2009-2013)
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57 QuantitativeMdetectionMofMculturableMmethanogenicMarchaeaMabundanceMinManaerobicMtreatmentM
systemsMusingMtheMsequencebspecificMrRNvMcleavageMmethodcMISMEiJournalaM2009aMhaMjggbhj 11.9 31

56 zffectMofMgellingMagentMonMcolonyMformationMinMsolidMcultivationMofMmicrobialMcommunityMinMlakeM
sedimentcMEnvironmentaliMicrobiologyaM2009aMffaMfmglbhi 5.2 68

55
HighbthroughputMscreeningMassayMofMhepatitisMxMvirusMhelicaseMinhibitorsMusingM
fluorescencebquenchingMphenomenoncMBiochemicaliandiBiophysicaliResearchiCommunicationsaM2009aM
hlnaMfejibn

3.4 19

54 UniversalMquenchingMprobeMsystemoMflexibleaMspecificaMandMcostbeffectiveMrealbtimeMpolymeraseMchainM
reactionMmethodcMAnalyticaliChemistryaM2009aMmfaMjklmbmj 7.8 28

53
xomparativeManalysisMofMbacterialMandMarchaealMcommunitiesMinMmethanogenicMsludgeMgranulesMfromM
upflowManaerobicMsludgeMblanketMreactorsMtreatingMvariousMfoodbprocessingaMhighbstrengthMorganicM
wastewaterscMMicrobesiandiEnvironmentsaM2009aMgiaMmmbnk

2.6 84

52 InMsituMdetectionMandMquantificationMofMunculturedMmembersMofMtheMphylumMNitrospiraeMabundantMinM
methanogenicMwastewaterMtreatmentMsystemscMMicrobesiandiEnvironmentsaM2009aMgiaMnlbfei 2.6 16

51
xultivationMofMunculturedMchloroflexiMsubphylaoMsignificanceMandMecophysiologyMofMformerlyM
unculturedMchloroflexiMTsubphylumMiTMwithMnaturalMandMbiotechnologicalMrelevancecMMicrobesiandi
EnvironmentsaM2009aMgiaMgejbfk

2.6 182

50 ImpactMofMconsumptionMofMprobioticMlactobacillibcontainingMyogurtMonMmicrobialMcompositionMinM
humanMfecescMInternationaliJournaliofiFoodiMicrobiologyaM2008aMfggaMfkbgg 5.8 31

49
ThermodesulfovibrioMaggregansMspcMnovcMandMThermodesulfovibrioMthiophilusMspcMnovcaManaerobicaM
thermophilicaMsulfatebreducingMbacteriaMisolatedMfromMthermophilicMmethanogenicMsludgeaMandM
emendedMdescriptionMofMtheMgenusMThermodesulfovibriocMInternationaliJournaliofiSystematiciandi
EvolutionaryiMicrobiologyaM2008aMjmaMgjifbm

2.2 75

48
MethanolineaMtardaMgencMnovcaMspcMnovcaMaMmethanebproducingMarchaeonMisolatedMfromMaM
methanogenicMdigesterMsludgecMInternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM
2008aMjmaMgnibhef

2.2 146

47
yesulfovibrioMmarinisediminisMspcMnovcaMaMnovelMsulfatebreducingMbacteriumMisolatedMfromMcoastalM
marineMsedimentMviaMenrichmentMwithMxasaminoMacidscMInternationaliJournaliofiSystematiciandi
EvolutionaryiMicrobiologyaM2008aMjmaMgihhbm

2.2 22

46 xomparisonMofMelectrodeMreductionMactivitiesMofMGeobacterMsulfurreducensMandManMenrichedM
consortiumMinManMairbcathodeMmicrobialMfuelMcellcMAppliediandiEnvironmentaliMicrobiologyaM2008aMliaMlhimbjj4.8 165

45
SyntrophorhabdusMaromaticivoransMgencMnovcaMspcMnovcaMtheMfirstMculturedManaerobeMcapableMofM
degradingMphenolMtoMacetateMinMobligateMsyntrophicMassociationsMwithMaMhydrogenotrophicM
methanogencMAppliediandiEnvironmentaliMicrobiologyaM2008aMliaMgejfbm

4.8 153

44 zstimationMofMsinglebnucleotideMpolymorphismMalleleMfrequencyMbyMalternatelyMbindingMprobeM
competitiveMpolymeraseMchainMreactioncMAnalyticaiChimicaiActaaM2008aMkemaMgffbk 6.6 8

43
wellilineaMcaldifistulaeMgencMnovcaMspcMnovcMandMLongilineaMarvoryzaeMgencMnovcaMspcMnovcaMstrictlyM
anaerobicaMfilamentousMbacteriaMofMtheMphylumMxhloroflexiMisolatedMfromMmethanogenicM
propionatebdegradingMconsortiacMInternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM
2007aMjlaMggnnbghek

2.2 246

42 MicrobialMcommunitiesMinManaerobicMdigestionMprocessesMforMwasteMandMwastewaterMtreatmentoMaM
microbiologicalMupdatecMCurrentiOpinioniiniBiotechnologyaM2007aMfmaMglhbm 11.4 140

41 xharacterizationMofMfilamentousMbacteriaaMbelongingMtoMcandidateMphylumMKSwhaMthatMareMassociatedM
withMbulkingMinMmethanogenicMgranularMsludgescMISMEiJournalaM2007aMfaMgikbjj 11.9 33

40 zvaluationMofMgroupbspecificaMfkSMrRNvbtargetedMscissorMprobesMforMquantitativeMdetectionMofM
predominantMbacterialMpopulationsMinMdairyMcattleMrumencMJournaliofiAppliediMicrobiologyaM2007aMfehaMfnnjbgeej4.7 17
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39 PhylogeneticManalysisMandMfluorescenceMinMsituMhybridizationMdetectionMofMarchaealMandMbacterialM
endosymbiontsMinMtheManaerobicMciliateMtrimyemaMcompressumcMMicrobialiEcologyaM2007aMjiaMkglbhk 4.4 37

38 MicrobialMdiversityMandMmethanogenicMpotentialMinMaMhighMtemperatureMnaturalMgasMfieldMinMJapancM
ExtremophilesaM2007aMffaMijhbkf 3 52

37
PelotomaculumMpropionicicumMspcMnovcaManManaerobicaMmesophilicaMobligatelyMsyntrophicaM
propionateboxidizingMbacteriumcMInternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM
2007aMjlaMfimlbfing

2.2 72

36 vnaerosporobacterMmobilisMgencMnovcaMspcMnovcaMisolatedMfromMforestMsoilcMInternationaliJournaliofi
SystematiciandiEvolutionaryiMicrobiologyaM2007aMjlaMflmibflml 2.2 25

35 MethanogenMyiversityMinMyeepMSubsurfaceMGasbvssociatedMWaterMatMtheMMinamibKantoMGasMFieldMinM
JapancMGeomicrobiologyiJournalaM2007aMgiaMnhbfee 2.5 39

34 IsolationMofMkeyMmethanogensMforMglobalMmethaneMemissionMfromMriceMpaddyMfieldsoMaMnovelMisolateM
affiliatedMwithMtheMcloneMclusterMriceMclusterMIcMAppliediandiEnvironmentaliMicrobiologyaM2007aMlhaMihgkbhf 4.8 99

33
yethiosulfatibacterMaminovoransMgencMnovcaMspcMnovcaMaMnovelMthiosulfatebreducingMbacteriumM
isolatedMfromMcoastalMmarineMsedimentMviaMsulfatebreducingMenrichmentMwithMxasaminoMacidscM
InternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM2007aMjlaMghgebghgk

2.2 35

32
PelotomaculumMterephthalicumMspcMnovcMandMPelotomaculumMisophthalicumMspcMnovcoMtwoManaerobicM
bacteriaMthatMdegradeMphthalateMisomersMinMsyntrophicMassociationMwithMhydrogenotrophicM
methanogenscMArchivesiofiMicrobiologyaM2006aMfmjaMflgbmg

3 85

31
vpplicationMofMpseudomureinMendoisopeptidaseMtoMfluorescenceMinMsituMhybridizationMofM
methanogensMwithinMtheMfamilyMMethanobacteriaceaecMAppliediandiEnvironmentaliMicrobiologyaM
2006aMlgaMknelbfh

4.8 41

30
TepidanaerobacterMsyntrophicusMgencMnovcaMspcMnovcaManManaerobicaMmoderatelyMthermophilicaM
syntrophicMalcoholbMandMlactatebdegradingMbacteriumMisolatedMfromMthermophilicMdigestedMsludgescM
InternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM2006aMjkaMfkgfbfkgn

2.2 65

29
vnaerolineaMthermolimosaMspcMnovcaMLevilineaMsaccharolyticaMgencMnovcaMspcMnovcMandMLeptolineaM
tardivitalisMgencMnovcaMspcMnovcaMnovelMfilamentousManaerobesaMandMdescriptionMofMtheMnewMclassesM
vnaerolineaeMclassisMnovcMandMxaldilineaeMclassisMnovcMinMtheMbacterialMphylumMxhloroflexicM
InternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM2006aMjkaMfhhfbfhie

2.2 437

28 IsolationMofMUncultivatedMMethanogensMusingMvnaerobicMSyntrophicMSubstratebdegradingMxocultureM
SystemccMJournaliofiJapaniSocietyioniWateriEnvironmentaM2006aMgnaMhmnbhnl 0.2

27 YetbtobbeMxulturedMMicroorganismsMRelevantMtoMMethaneMFermentationMProcessescMMicrobesiandi
EnvironmentsaM2006aMgfaMfbfj 2.6 51

26 NonbsulfatebreducingaMsyntrophicMbacteriaMaffiliatedMwithMdesulfotomaculumMclusterMIMareMwidelyM
distributedMinMmethanogenicMenvironmentscMAppliediandiEnvironmentaliMicrobiologyaM2006aMlgaMgemebnf 4.8 147

25
yiversityaMlocalizationaMandMphysiologicalMpropertiesMofMfilamentousMmicrobesMbelongingMtoM
xhloroflexiMsubphylumMIMinMmesophilicMandMthermophilicMmethanogenicMsludgeMgranulescMAppliediandi
EnvironmentaliMicrobiologyaM2005aMlfaMlinhbjeh

4.8 189

24
FilamentousMMicroorganismsMvffiliatedMwithMUnculturedMwacterialMGroupMatMPhylumMLeveloMMicrobesM
asMxausativeMvgentMforMFilamentousMwulkingMofMMethanogenicMSludgeMGranulescMJournaliofiJapani
SocietyioniWateriEnvironmentaM2005aMgmaMhlbig

0.2

23
xomparativeManalysisMofMbacterialMdiversityMinMfreshwaterMsedimentMofMaMshallowMeutrophicMlakeMbyM
molecularMandMimprovedMcultivationbbasedMtechniquescMAppliediandiEnvironmentaliMicrobiologyaM
2005aMlfaMgfkgbn

4.8 206

22 xlostridiumMjejuenseMspcMnovcaMisolatedMfromMsoilcMInternationaliJournaliofiSystematiciandiEvolutionaryi
MicrobiologyaM2004aMjiaMfikjbfikm 2.2 21

(2004-2007)
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21
IdentificationMandMisolationMofManaerobicaMsyntrophicMphthalateMisomerbdegradingMmicrobesMfromM
methanogenicMsludgesMtreatingMwastewaterMfromMterephthalateMmanufacturingcMAppliediandi
EnvironmentaliMicrobiologyaM2004aMleaMfkflbgk

4.8 71

20
SequencebspecificMcleavageMofMsmallbsubunitMUSSUVMrRNvMwithMoligonucleotidesMandMRNaseMHoMaMrapidM
andMsimpleMapproachMtoMSSUMrRNvbbasedMquantitativeMdetectionMofMmicroorganismscMAppliediandi
EnvironmentaliMicrobiologyaM2004aMleaMhkjebkh

4.8 39

19
vnaerolineaMthermophilaMgencMnovcaMspcMnovcMandMxaldilineaMaerophilaMgencMnovcaMspcMnovcaMnovelM
filamentousMthermophilesMthatMrepresentMaMpreviouslyMunculturedMlineageMofMtheMdomainMwacteriaMatM
theMsubphylumMlevelcMInternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologyaM2003aMjhaMfmihbjf

2.2 249

18 vrchaealMcommunityMcompositionsMatMdifferentMdepthsMUupMtoMheMmVMofMaMmunicipalMsolidMwasteM
landfillMinMTaiwanMasMrevealedMbyMfkSMryNvMcloningManalysescMBiotechnologyiLettersaM2003aMgjaMlfnbgi 3 30

17 MolecularMdetectionMandMdirectMenumerationMofMmethanogenicMvrchaeaMandMmethanotrophicM
wacteriaMinMdomesticMsolidMwasteMlandfillMsoilscMBiotechnologyiLettersaM2003aMgjaMfjkhbn 3 27
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