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j Paper IF Citations

133 UncoveringLgeneticLmechanismsLofLhypertensionLthroughLmultibomicLanalysisLofLtheLkidneycLNaturei
GeneticsaL2021aLjhaLkhebkhl 36.3 5

132 PersistentLinflammatoryLandLnonbinflammatoryLmechanismsLinLrefractoryLrheumatoidLarthritiscL
NatureiReviewsiRheumatologyaL2021aLflaLflbhh 8.1 29

131 FunctionalLgenomicsLatlasLofLsynovialLfibroblastsLdefiningLrheumatoidLarthritisLheritabilitycLGenomei
BiologyaL2021aLggaLgil 18.3 6

130 zxploringLtheLoverlapLbetweenLrheumatoidLarthritisLsusceptibilityLlociLandLlongLnonbcodingLRNvL
annotationscLPLoSiONEaL2020aLfjaLeegghnhn 3.7 1

129 LymphocyteLyNvLmethylationLmediatesLgeneticLriskLatLsharedLimmunebmediatedLdiseaseLlocicL
JournaliofiAllergyiandiClinicaliImmunologyaL2020aLfijaLfihmbfijf 11.5 10

128 vnalysisLofLchromatinLorganizationLandLgeneLexpressionLinLTLcellsLidentifiesLfunctionalLgenesLforL
rheumatoidLarthritiscLNatureiCommunicationsaL2020aLffaLiieg 17.4 12

127 xombinedLgeneticLanalysisLofLjuvenileLidiopathicLarthritisLclinicalLsubtypesLidentifiesLnovelLriskLlociaL
targetLgenesLandLkeyLregulatoryLmechanismscLAnnalsiofitheiRheumaticiDiseasesaL2020aL 2.4 10

126 zxploringLtheLoverlapLbetweenLrheumatoidLarthritisLsusceptibilityLlociLandLlongLnonbcodingLRNvL
annotationsL2020aLfjaLeegghnhn

125 zxploringLtheLoverlapLbetweenLrheumatoidLarthritisLsusceptibilityLlociLandLlongLnonbcodingLRNvL
annotationsL2020aLfjaLeegghnhn

124 zxploringLtheLoverlapLbetweenLrheumatoidLarthritisLsusceptibilityLlociLandLlongLnonbcodingLRNvL
annotationsL2020aLfjaLeegghnhn

123 zxploringLtheLoverlapLbetweenLrheumatoidLarthritisLsusceptibilityLlociLandLlongLnonbcodingLRNvL
annotationsL2020aLfjaLeegghnhn

122 GeneticsLofLrheumatoidLarthritisoLgefmLstatuscLAnnalsiofitheiRheumaticiDiseasesaL2019aLlmaLiikbijh 2.4 80

121
xyiWLandLwLLymphocyteLzxpressionLQuantitativeLTraitsLatLRheumatoidLvrthritisLRiskLLociLinL
PatientsLWithLUntreatedLzarlyLvrthritisoLImplicationsLforLxausalLGeneLIdentificationcLArthritisiandi
RheumatologyaL2018aLleaLhkfbhle

9.5 26

120 OptimisationLofLmethodsLforLbacterialLskinLmicrobiomeLinvestigationoLprimerLselectionLandL
comparisonLofLtheLijiLversusLMiSeqLplatformcLBMCiMicrobiologyaL2017aLflaLgh 4.5 71

119 TheLgeneticsLrevolutionLinLrheumatologyoLlargeLscaleLgenomicLarraysLandLgeneticLmappingcLNaturei
ReviewsiRheumatologyaL2017aLfhaLigfbihg 8.1 18

118 TheLpredictiveLvalueLofLserumLSfeevnLandLresponseLtoLetanerceptLisLnotLconfirmedLinLaLlargeLUKL
rheumatoidLarthritisLcohortcLRheumatologyaL2017aLjkaLfefnbfegi 3.9 7

117 GeneticsLofLRheumaticLyiseasesL2017aLhglbhih
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116 GeneticLsusceptibilityLtoLrheumatoidLarthritisLandLitsLimplicationsLforLnovelLdrugLdiscoverycLExperti
OpinionioniDrugiDiscoveryaL2016aLffaLmejbfh 6.2 8

115
wriefLReportoLIRFiLNewlyLIdentifiedLasLaLxommonLSusceptibilityLLocusLforLSystemicLSclerosisLandL
RheumatoidLvrthritisLinLaLxrossbyiseaseLMetabvnalysisLofLGenomebWideLvssociationLStudiescL
ArthritisiandiRheumatologyaL2016aLkmaLghhmbii

9.5 35

114 ImmunochipLvnalysesLofLzpistasisLinLRheumatoidLvrthritisLxonfirmLMultipleLInteractionsLwithinL
MHxLandLSuggestLNovelLNonbMHxLzpistaticLSignalscLJournaliofiRheumatologyaL2016aLihaLmhnbij 4.1 6

113 OneLSNPLatLaLTimeoLMovingLbeyondLGWvSLinLPsoriasiscLJournaliofiInvestigativeiDermatologyaL2016aL
fhkaLjklbjlh 4.3 30

112 LociLassociatedLwithLNbglycosylationLofLhumanLIgGLareLnotLassociatedLwithLrheumatoidLarthritisoLaL
MendelianLrandomisationLstudycLAnnalsiofitheiRheumaticiDiseasesaL2016aLljaLhflbge 2.4 10

111 IdentifyingLxausalLGenesLatLtheLMultipleLSclerosisLvssociatedLRegionLkqghLUsingLxaptureLHibxcLPLoSi
ONEaL2016aLffaLeefkkngh 3.7 20

110 xaptureLHibxLidentifiesLaLnovelLcausalLgeneaLILgeRvaLinLtheLpanbautoimmuneLgeneticLsusceptibilityL
regionLkqghcLGenomeiBiologyaL2016aLflaLgfg 18.3 62

109 MajorLhistocompatibilityLcomplexLharborsLwidespreadLgenotypicLvariabilityLofLnonbadditiveLriskLofL
rheumatoidLarthritisLincludingLepistasiscLScientificiReportsaL2016aLkaLgjefi 4.9 11

108 vLmethodLtoLdecipherLpleiotropyLbyLdetectingLunderlyingLheterogeneityLdrivenLbyLhiddenL
subgroupsLappliedLtoLautoimmuneLandLneuropsychiatricLdiseasescLNatureiGeneticsaL2016aLimaLmehbfe 36.3 45

107 yifferentialLMethylationLasLaLwiomarkerLofLResponseLtoLztanerceptLinLPatientsLWithLRheumatoidL
vrthritiscLArthritisiandiRheumatologyaL2016aLkmaLfhjhbke 9.5 46

106
ReplicationLofLvssociationsLofLGeneticLLociLOutsideLtheLHLvLRegionLWithLSusceptibilityLtoL
vntibxyclicLxitrullinatedLPeptidebNegativeLRheumatoidLvrthritiscLArthritisiandiRheumatologyaL2016aL
kmaLfkehbfh

9.5 24

105 HighbdensityLgenotypingLofLimmuneLlociLinLKoreansLandLzuropeansLidentifiesLeightLnewLrheumatoidL
arthritisLriskLlocicLAnnalsiofitheiRheumaticiDiseasesaL2015aLliaLefh 2.4 76

104 TheLskinLmicrobiomeLinLpsoriaticLarthritisoLmethodologyLdevelopmentLandLpilotLdatacLLancetwiTheaL
2015aLhmjLSupplLfaLSgl 40 6

103 GeneticsLofLRvLsusceptibilityaLwhatLcomesLnexttcLRMDiOpenaL2015aLfaLeeeeegm 5.9 9

102 vLweightedLgeneticLriskLscoreLusingLallLknownLsusceptibilityLvariantsLtoLestimateLrheumatoidL
arthritisLriskcLAnnalsiofitheiRheumaticiDiseasesaL2015aLliaLflebk 2.4 43

101 vLlargebscaleLgeneticLanalysisLrevealsLaLstrongLcontributionLofLtheLHLvLclassLIILregionLtoLgiantLcellL
arteritisLsusceptibilitycLAmericaniJournaliofiHumaniGeneticsaL2015aLnkaLjkjbme 11 96

100 WidespreadLnonbadditiveLandLinteractionLeffectsLwithinLHLvLlociLmodulateLtheLriskLofLautoimmuneL
diseasescLNatureiGeneticsaL2015aLilaLfemjbne 36.3 112

99 InvestigatingLxyffcLexpressionLasLaLpotentialLgenomicLbiomarkerLofLresponseLtoLTNFLinhibitorL
biologicsLinLwholeLbloodLrheumatoidLarthritisLsamplescLArthritisiResearchiandiTherapyaL2015aLflaLhjn 5.7 5

(2015-2016)
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98 StatisticalLcolocalizationLofLgeneticLriskLvariantsLforLrelatedLautoimmuneLdiseasesLinLtheLcontextLofL
commonLcontrolscLNatureiGeneticsaL2015aLilaLmhnbik 36.3 97

97 NovelLrheumatoidLarthritisLsusceptibilityLlocusLatLggqfgLidentifiedLinLanLextendedLUKLgenomebwideL
associationLstudycLArthritisiandiRheumatologyaL2014aLkkaLgibhe 9.5 36

96 GeneticsLofLrheumatoidLarthritisLcontributesLtoLbiologyLandLdrugLdiscoverycLNatureaL2014aLjekaLhlkbmf 50.4 1426

95
InvestigationLofLanLinterleukinbkLreceptorLgeneLpolymorphismLTrsgggmfijULasLaLpredictorLofL
cardiovascularLmortalityLinLinflammatoryLpolyarthritisoLresultsLfromLtheLNorfolkLvrthritisLRegistercL
AnnalsiofitheiRheumaticiDiseasesaL2014aLlhaLlmlbm

2.4 7

94 FineLmappingLseronegativeLandLseropositiveLrheumatoidLarthritisLtoLsharedLandLdistinctLHLvLallelesL
byLadjustingLforLtheLeffectsLofLheterogeneitycLAmericaniJournaliofiHumaniGeneticsaL2014aLniaLjggbhg 11 132

93 TheLbacterialLskinLmicrobiomeLinLpsoriaticLarthritisaLanLunexploredLlinkLinLpathogenesisoLchallengesL
andLopportunitiesLofferedLbyLrecentLtechnologicalLadvancescLRheumatologyaL2014aLjhaLlllbmi 3.9 29

92 TakeLyourLPIxSoLmovingLfromLGWvSLtoLimmuneLfunctioncLImmunityaL2014aLifaLmmhbj 32.3 5

91 GeneticLanalysisLofLtheLTrichurisLmurisbinducedLmodelLofLcolitisLrevealsLQTLLoverlapLandLaLnovelL
geneLclusterLforLestablishingLcolonicLinflammationcLBMCiGenomicsaL2013aLfiaLfgl 4.5 17

90 znrichmentLofLvitaminLyLresponseLelementsLinLRvbassociatedLlociLsupportsLaLroleLforLvitaminLyLinL
theLpathogenesisLofLRvcLGenesiandiImmunityaL2013aLfiaLhgjbn 4.4 13

89 xommonLgeneticLvariantsLassociatedLwithLdiseaseLfromLgenomebwideLassociationLstudiesLareL
mutuallyLexclusiveLinLprostateLcancerLandLrheumatoidLarthritiscLBJUiInternationalaL2013aLfffaLffimbjj 5.6 7

88
RareaLlowbfrequencyaLandLcommonLvariantsLinLtheLproteinbcodingLsequenceLofLbiologicalLcandidateL
genesLfromLGWvSsLcontributeLtoLriskLofLrheumatoidLarthritiscLAmericaniJournaliofiHumaniGeneticsaL
2013aLngaLfjbgl

11 72

87 yenseLgenotypingLofLimmunebrelatedLdiseaseLregionsLidentifiesLfiLnewLsusceptibilityLlociLforL
juvenileLidiopathicLarthritiscLNatureiGeneticsaL2013aLijaLkkibn 36.3 256

86 HumanLgeneticsLinLrheumatoidLarthritisLguidesLaLhighbthroughputLdrugLscreenLofLtheLxyieLsignalingL
pathwaycLPLoSiGeneticsaL2013aLnaLefeehiml 6 45

85 PredictingLtheLriskLofLrheumatoidLarthritisLandLitsLageLofLonsetLthroughLmodellingLgeneticLriskL
variantsLwithLsmokingcLPLoSiGeneticsaL2013aLnaLefeehmem 6 40

84 IdentificationLofLwvxHgLandLRvyjfwLasLrheumatoidLarthritisLsusceptibilityLlociLinLaLmetabanalysisLofL
genomebwideLdatacLArthritisiandiRheumatismaL2013aLkjaLhejmbkg 35

83 TheLpotentialLuseLofLexpressionLprofilingoLimplicationsLforLpredictingLtreatmentLresponseLinL
rheumatoidLarthritiscLAnnalsiofitheiRheumaticiDiseasesaL2013aLlgaLfffmbgi 2.4 32

82 IdentificationLofLtheLtyrosinebproteinLphosphataseLnonbreceptorLtypeLgLasLaLrheumatoidLarthritisL
susceptibilityLlocusLinLeuropeanscLPLoSiONEaL2013aLmaLekkijk 3.7 24

81 HighbdensityLgeneticLmappingLidentifiesLnewLsusceptibilityLlociLforLrheumatoidLarthritiscLNaturei
GeneticsaL2012aLiiaLfhhkbie 36.3 436

Stephen Eyre

4



80
xorrelationLofLxbreactiveLproteinLhaplotypesLwithLserumLxbreactiveLproteinLlevelLandLresponseLtoL
antibtumorLnecrosisLfactorLtherapyLinLUKLrheumatoidLarthritisLpatientsoLresultsLfromLtheLwiologicsLinL
RheumatoidLvrthritisLGeneticsLandLGenomicsLStudyLSyndicateLcohortcLArthritisiResearchiandiTherapy
aL2012aLfiaLRgfi

5.7 16

79 vLspectrumLofLsusceptibilityLtoLrheumatoidLarthritisLwithinLHLvbyRwfoLstratificationLbyL
autoantibodyLstatusLinLaLlargeLUKLpopulationcLGenesiandiImmunityaL2012aLfhaLfgebm 4.4 46

78 GeneticLmarkersLofLrheumatoidLarthritisLsusceptibilityLinLantibcitrullinatedLpeptideLantibodyL
negativeLpatientscLAnnalsiofitheiRheumaticiDiseasesaL2012aLlfaLfnmibne 2.4 78

77 InformedLconditioningLonLclinicalLcovariatesLincreasesLpowerLinLcasebcontrolLassociationLstudiescL
PLoSiGeneticsaL2012aLmaLefeehehg 6 58

76 InvestigationLofLrheumatoidLarthritisLsusceptibilityLlociLinLjuvenileLidiopathicLarthritisLconfirmsLhighL
degreeLofLoverlapcLAnnalsiofitheiRheumaticiDiseasesaL2012aLlfaLffflbgf 2.4 36

75
zULvRLrecommendationsLforLterminologyLandLresearchLinLindividualsLatLriskLofLrheumatoidLarthritisoL
reportLfromLtheLStudyLGroupLforLRiskLFactorsLforLRheumatoidLvrthritiscLAnnalsiofitheiRheumatici
DiseasesaL2012aLlfaLkhmbif

2.4 263

74 wayesianLrefinementLofLassociationLsignalsLforLfiLlociLinLhLcommonLdiseasescLNatureiGeneticsaL2012aL
iiaLfgnibhef 36.3 347

73
vLgeneticLmarkerLatLtheLOLIGhdTNFvIPhLlocusLassociatesLwithLmethotrexateLcontinuationLinLearlyL
inflammatoryLpolyarthritisoLresultsLfromLtheLNorfolkLvrthritisLRegistercLPharmacogenomicsiJournalaL
2012aLfgaLfgmbhh

3.5 12

72
TheLroleLofLrheumatoidLarthritisLgeneticLsusceptibilityLmarkersLinLtheLpredictionLofLerosiveLdiseaseL
inLpatientsLwithLearlyLinflammatoryLpolyarthritisoLresultsLfromLtheLNorfolkLvrthritisLRegistercL
RheumatologyaL2011aLjeaLlmbmi

3.9 29

71
SubtypeLspecificLgeneticLassociationsLforLjuvenileLidiopathicLarthritisoLzRvPfLwithLtheLenthesitisL
relatedLarthritisLsubtypeLandLILghRLwithLjuvenileLpsoriaticLarthritiscLArthritisiResearchiandiTherapyaL
2011aLfhaLRfg

5.7 52

70 GeneticsLofLrheumatoidLarthritisoLGWvSLandLbeyondcLOpeniAccessiRheumatology:iResearchiandi
ReviewsaL2011aLhaLhfbik 2.4 15

69 xaseLStudyLonLRheumatoidLvrthritisL2011aLhelbhgh

68 vLsystematicLinvestigationLofLconfirmedLautoimmuneLlociLinLearlybonsetLpsoriasisLrevealsLanL
associationLwithLILgdILgfcLBritishiJournaliofiDermatologyaL2011aLfkiaLkkebi 4 20

67 HLvbyPwfbxOLffvgLandLthreeLadditionalLxMHxLlociLareLindependentlyLassociatedLwithLRvLinLaLUKL
cohortcLGenesiandiImmunityaL2011aLfgaLfknblj 4.4 13

66 zxaminingLtheLoverlapLbetweenLgenomebwideLrareLvariantLassociationLsignalsLandLlinkageLpeaksLinL
rheumatoidLarthritiscLArthritisiandiRheumatismaL2011aLkhaLfjggbk 7

65 zvidenceLtoLsupportLILbfhLasLaLriskLlocusLforLpsoriaticLarthritisLbutLnotLpsoriasisLvulgariscLAnnalsiofi
theiRheumaticiDiseasesaL2011aLleaLfefkbn 2.4 60

64 GeneticLvariantsLwithinLtheLMvPLkinaseLsignallingLnetworkLandLantibTNFLtreatmentLresponseLinL
rheumatoidLarthritisLpatientscLAnnalsiofitheiRheumaticiDiseasesaL2011aLleaLnmbfeh 2.4 48

63 TheLrheumatoidLarthritisLandLjuvenileLidiopathicLarthritisLassociatedLmajorLTvULalleleLofLrsgfeigmkLisL
aLlossLofLexpressionLvariantLofLILgRvcLAnnalsiofitheiRheumaticiDiseasesaL2011aLleaLvkbvk 2.4

(2011-2012)
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62 StudyLofLtheLcommonLgeneticLbackgroundLforLrheumatoidLarthritisLandLsystemicLlupusL
erythematosuscLAnnalsiofitheiRheumaticiDiseasesaL2011aLleaLikhbm 2.4 107

61 vSSIMILvTORoLaLnewLtoolLtoLinformLselectionLofLassociatedLgeneticLvariantsLforLfunctionalLstudiescL
BioinformaticsaL2011aLglaLfiibk 7.2 7

60 vssociationLofLtheLvFFhLgeneLandLILgdILgfLgeneLregionLwithLjuvenileLidiopathicLarthritiscLGenesiandi
ImmunityaL2010aLffaLfnibm 4.4 48

59 vssociationLofLtheLxxRjLgeneLwithLjuvenileLidiopathicLarthritiscLGenesiandiImmunityaL2010aLffaLjmibn 4.4 22

58 GenomebwideLassociationLstudyLofLxNVsLinLfkaeeeLcasesLofLeightLcommonLdiseasesLandLhaeeeL
sharedLcontrolscLNatureaL2010aLikiaLlfhbge 50.4 639

57 MetabanalysisLandLimputationLrefinesLtheLassociationLofLfjqgjLwithLsmokingLquantitycLNaturei
GeneticsaL2010aLigaLihkbie 36.3 521

56 GenomebwideLassociationLstudyLmetabanalysisLidentifiesLsevenLnewLrheumatoidLarthritisLriskLlocicL
NatureiGeneticsaL2010aLigaLjembfi 36.3 969

55 xombinedLeffectsLofLthreeLindependentLSNPsLgreatlyLincreaseLtheLriskLestimateLforLRvLatLkqghcL
HumaniMoleculariGeneticsaL2010aLfnaLijiibijii 5.6 78

54 PvyIiLgenotypeLisLnotLassociatedLwithLrheumatoidLarthritisLinLaLlargeLUKLxaucasianLpopulationcL
AnnalsiofitheiRheumaticiDiseasesaL2010aLknaLkkkble 2.4 57

53 NoLevidenceLforLassociationLofLtheLKLFfgLgeneLwithLrheumatoidLarthritisLinLaLlargeLUKLcohortcL
AnnalsiofitheiRheumaticiDiseasesaL2010aLknaLfielbm 2.4 4

52 OverlapLofLdiseaseLsusceptibilityLlociLforLrheumatoidLarthritisLandLjuvenileLidiopathicLarthritiscL
AnnalsiofitheiRheumaticiDiseasesaL2010aLknaLfeinbjh 2.4 53

51
IdentificationLofLvFidFMRgLfamilyaLmemberLhLTvFFhULasLaLnovelLrheumatoidLarthritisLsusceptibilityL
locusLandLconfirmationLofLtwoLfurtherLpanbautoimmuneLsusceptibilityLgenescLHumaniMoleculari
GeneticsaL2010aLfnaLijihbijih

5.6 78

50 InvestigationLofLtypeLfLdiabetesLandLcoeliacLdiseaseLsusceptibilityLlociLforLassociationLwithLjuvenileL
idiopathicLarthritiscLAnnalsiofitheiRheumaticiDiseasesaL2010aLknaLgfknblg 2.4 29

49 vssociationLofLxyieLwithLrheumatoidLarthritisLconfirmedLinLaLlargeLUKLcasebcontrolLstudycLAnnalsiofi
theiRheumaticiDiseasesaL2010aLknaLmfhbk 2.4 49

48 OverlappingLgeneticLsusceptibilityLvariantsLbetweenLthreeLautoimmuneLdisordersoLrheumatoidL
arthritisaLtypeLfLdiabetesLandLcoeliacLdiseasecLArthritisiResearchiandiTherapyaL2010aLfgaLRflj 5.7 79

47 xonfirmationLofLassociationLofLtheLRzLLlocusLwithLrheumatoidLarthritisLsusceptibilityLinLtheLUKL
populationcLAnnalsiofitheiRheumaticiDiseasesaL2010aLknaLfjlgbh 2.4 23

46 RareLvariationLatLtheLTNFvIPhLlocusLandLsusceptibilityLtoLrheumatoidLarthritiscLHumaniGeneticsaL
2010aLfgmaLkglbhh 6.3 27

45 vssociationLofLaLrheumatoidLarthritisLsusceptibilityLvariantLatLtheLxxLgfLlocusLwithLprematureL
mortalityLinLinflammatoryLpolyarthritisLpatientscLArthritisiCareiandiResearchaL2010aLkgaLklkbmg 4.7 10
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44
IdentificationLofLvFidFMRgLfamilyaLmemberLhLTvFFhULasLaLnovelLrheumatoidLarthritisLsusceptibilityL
locusLandLconfirmationLofLtwoLfurtherLpanbautoimmuneLsusceptibilityLgenescLHumaniMoleculari
GeneticsaL2009aLfmaLgjfmbgg

5.6 70

43 xombinedLeffectsLofLthreeLindependentLSNPsLgreatlyLincreaseLtheLriskLestimateLforLRvLatLkqghcL
HumaniMoleculariGeneticsaL2009aLfmaLgknhbn 5.6 77

42 IdentificationLofLaLnovelLsusceptibilityLlocusLforLjuvenileLidiopathicLarthritisLbyLgenomebwideL
associationLanalysiscLArthritisiandiRheumatismaL2009aLkeaLgjmbkh 60

41 vssociationLofLtheLILgRvdxygjLgeneLwithLjuvenileLidiopathicLarthritiscLArthritisiandiRheumatismaL
2009aLkeaLgjfbl 73

40
ReevaluationLofLtheLinteractionLbetweenLHLvbyRwfLsharedLepitopeLallelesaLPTPNggaLandLsmokingLinL
determiningLsusceptibilityLtoLautoantibodybpositiveLandLautoantibodybnegativeLrheumatoidL
arthritisLinLaLlargeLUKLxaucasianLpopulationcLArthritisiandiRheumatismaL2009aLkeaLgjkjblk

79

39 OutcomesLofLmethotrexateLtherapyLforLpsoriasisLandLrelationshipLtoLgeneticLpolymorphismscLBritishi
JournaliofiDermatologyaL2009aLfkeaLihmbif 4 55

38 GenomebwideLassociationLstudyLidentifiesLeightLlociLassociatedLwithLbloodLpressurecLNaturei
GeneticsaL2009aLifaLkkkblk 36.3 970

37 GeneticLvariantsLatLxygmaLPRyMfLandLxygdxyjmLareLassociatedLwithLrheumatoidLarthritisLriskcL
NatureiGeneticsaL2009aLifaLfhfhbm 36.3 272

36 vLrebevaluationLofLthreeLputativeLfunctionalLsingleLnucleotideLpolymorphismsLinLrheumatoidL
arthritiscLAnnalsiofitheiRheumaticiDiseasesaL2009aLkmaLfhlhbj 2.4 13

35
NoLassociationLbetweenLpolymorphismsLinLtheLinterleukinbfjLgeneLandLearlybonsetLpsoriasisLinLaLUKL
cohortLsuggestsLheterogeneityLforLthisLsusceptibilityLlocusLidentifiedLinLxhineseLpsoriasisLpatientscL
JournaliofiInvestigativeiDermatologyaL2008aLfgmaLgneibj

4.3 5

34 GeneticLvariationLinLeffluxLtransportersLinfluencesLoutcomeLtoLmethotrexateLtherapyLinLpatientsL
withLpsoriasiscLJournaliofiInvestigativeiDermatologyaL2008aLfgmaLfngjbn 4.3 88

33 RheumatoidLarthritisLsusceptibilityLlociLatLchromosomesLfepfjaLfgqfhLandLggqfhcLNatureiGeneticsaL
2008aLieaLffjkbn 36.3 125

32 PolymorphismsLinLtheLILbfgbetaLandLILbghRLgenesLareLassociatedLwithLpsoriasisLofLearlyLonsetLinLaL
UKLcohortcLJournaliofiInvestigativeiDermatologyaL2008aLfgmaLfhgjbl 4.3 66

31 PolymorphismsLinLtheLPTPNggLregionLareLassociatedLwithLpsoriasisLofLearlyLonsetcLBritishiJournaliofi
DermatologyaL2008aLfjmaLnkgbm 4 33

30 vssociationLofLtheLFxRLhLgeneLwithLrheumatoidLarthritisoLaLfurtherLexampleLofLpopulationL
specificitytcLArthritisiResearchiandiTherapyaL2008aLfeaLiej 5.7 78

29
RebevaluationLofLputativeLrheumatoidLarthritisLsusceptibilityLgenesLinLtheLpostbgenomeLwideL
associationLstudyLeraLandLhypothesisLofLaLkeyLpathwayLunderlyingLsusceptibilitycLHumaniMoleculari
GeneticsaL2008aLflaLgglibn

5.6 121

28 vssociationLscanLofLfiajeeLnonsynonymousLSNPsLinLfourLdiseasesLidentifiesLautoimmunityLvariantscL
NatureiGeneticsaL2007aLhnaLfhgnbhl 36.3 1130

27 RheumatoidLarthritisLassociationLatLkqghcLNatureiGeneticsaL2007aLhnaLfihfbh 36.3 328

(2007-2009)
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26 GenomebwideLassociationLstudyLofLfiaeeeLcasesLofLsevenLcommonLdiseasesLandLhaeeeLsharedL
controlscLNatureaL2007aLiilaLkkfblm 50.4 7801

25 LocalizationLofLtypeLfLdiabetesLsusceptibilityLtoLtheLMHxLclassLILgenesLHLvbwLandLHLvbvcLNatureaL
2007aLijeaLmmlbng 50.4 421

24 InvestigationLofLassociationLbetweenLtheLTRvFLfamilyLgenesLandLRvLsusceptibilitycLAnnalsiofithei
RheumaticiDiseasesaL2007aLkkaLfhggbk 2.4 35

23 InvestigationLofLgeneticLvariationLacrossLtheLproteinLtyrosineLphosphataseLgeneLinLpatientsLwithL
rheumatoidLarthritisLinLtheLUKcLAnnalsiofitheiRheumaticiDiseasesaL2007aLkkaLkmhbk 2.4 26

22 ReplicationLofLgenomebwideLassociationLsignalsLinLUKLsamplesLrevealsLriskLlociLforLtypeLgLdiabetescL
ScienceaL2007aLhfkaLfhhkbif 33.3 1823

21 InvestigationLofLtheLMHxgTvLgeneaLassociatedLwithLrheumatoidLarthritisLinLaLSwedishLpopulationaLinL
aLUKLrheumatoidLarthritisLcohortcLArthritisiandiRheumatismaL2006aLjiaLhiflbgg 20

20 vssociationLofLtheLFxRLhLgeneLwithLrheumatoidLarthritisoLaLfurtherLexampleLofLpopulationL
specificitytcLArthritisiResearchiandiTherapyaL2006aLmaLRffl 5.7 27

19
InvestigationLofLtheLSLxggviLgeneLTassociatedLwithLrheumatoidLarthritisLinLaLJapaneseLpopulationUL
inLaLUnitedLKingdomLpopulationLofLrheumatoidLarthritisLpatientscLArthritisiandiRheumatismaL2005aL
jgaLljgbm

31

18 xharacterisationLofLtheLgenomicLarchitectureLofLhumanLchromosomeLflqLandLevaluationLofL
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