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hypermethylation in the lung epithelium of smokers. Carcinogenesis, 2012, 33, 1542-1547. L3 1



38

40

42

44

46

48

50

52

54

STEVEN A BELINSKY

ARTICLE IF CITATIONS

Genetic Determinants for Promoter Hypermethylation in the Lungs of Smokers: A Candidate
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Promoter hypermethylation of the O6-methylguanine-DNA methyltransferase gene: more common in
lung adenocarcinomas from never-smokers than smokers and associated with tumor progression. 0.4 84
Cancer Research, 2003, 63, 4842-8.



74

76

78

80

82

STEVEN A BELINSKY

ARTICLE IF CITATIONS

Inhibition of DNA methylation and histone deacetylation prevents murine lung cancer. Cancer

Research, 2003, 63, 7089-93.

Aberrant CpG island methylation of the p16INK4a and estrogen receptor genes in rat lung tumors

induced by particulate carcinogens. Carcinogenesis, 2002, 23, 335-339. 1.3 83

Glutathione S-transferase P1 and NADPH quinone oxidoreductase polymorphisms are associated with
aberrant promoter methylation of P16(INK4a) and O(6)-methylguanine-DNA methyltransferase in
sputum. Cancer Research, 2002, 62, 2248-52.

Aberrant promoter methylation in bronchial epithelium and sputum from current and former 0.4 344
smokers. Cancer Research, 2002, 62, 2370-7. :

The XRCC1 399 glutamine allele is a risk factor for adenocarcinoma of the lung. Mutation Research
DNA Repair, 2001, 461, 273-278.

Aberrant Methylation of Gene Promoters in Cancer-Concepts, Misconcepts, and Promise. Journal of 3.0 131
the National Cancer Institute, 2000, 92, 1460-1461. :

Role of the Cytosine Dna-Methyltransferase andpl6nk4aGenes in the Development of Mouse Lung
Tumors. Experimental Lung Research, 1998, 24, 463-479.

An improved method for the isolation of type Il and clara cells from mice. In Vitro Cellular and o7 04
Developmental Biology - Animal, 1995, 31, 361-366. :

Low frequency of alterations in p53, K-ras, and mdm2 in rat lung neoplasms induced by diesel exhaust
or carbon black. Carcinogenesis, 1995, 16, 1215-1221.

Analysis of K-ras p53 and c-raf-1 mutations in beryllium-induced rat lung tumors. Carcinogenesis, 1994,
15,257-262. 13 67

Cell specific differences in O6-methylguanine-DNA methyltransferase activity and removal of

06-methylguanine in rat pulmonary cells. Carcinogenesis, 1988, 9, 2053-2058.




