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55 xnalysisNofNrareNgeneticNvariationNunderlyingNcardiometabolicNdiseasesNandNtraitsNamongNiggcgggN
individualsNinNtheNUKNyiobankeeNNaturelGeneticscN2022cN 36.3 4

54 IntegrativeNanalysisNofNtheNplasmaNproteomeNandNpolygenicNriskNofNcardiometabolicNdiseaseseNNaturel
MetabolismcN2021cNjcNhknmdhkoj 14.6 6

53 ~eepNlearningNenablesNgeneticNanalysisNofNtheNhumanNthoracicNaortaeNNaturelGeneticscN2021cN 36.3 6

52 xNhighdresolutionNHLxNreferenceNpanelNcapturingNglobalNpopulationNdiversityNenablesNmultidancestryN
finedmappingNinNHIVNhostNresponseeNNaturelGeneticscN2021cNljcNhlgkdhlhm 36.3 7

51 SingledcellNmetadanalysisNofNSxRSdzoVdiNentryNgenesNacrossNtissuesNandNdemographicseNNaturel
MedicinecN2021cNincNlkmdllp 50.5 91

50
RareNzodingNVariantsNxssociatedNWithN–lectrocardiographicNIntervalsNIdentifyNMonogenicN
xrrhythmiaNSusceptibilityNGenesqNxNMultidxncestryNxnalysiseNCirculationlGenomiclandlPrecisionl
MedicinecN2021cNhkcNeggjjgg

5.2 0

49 TheNgenomicsNofNheartNfailureqNdesignNandNrationaleNofNtheNH–RM–SNconsortiumeNESClHeartlFailurecN
2021cN 3.7 1

48 –pigeneticNxnalysesNofNHumanNLeftNxtrialNTissueNIdentifiesNGeneNNetworksNUnderlyingNxtrialN
 ibrillationeNCirculationlGenomiclandlPrecisionlMedicinecN2020cNhjcNeggjgol 5.2 7

47 xnalysisNofNcardiacNmagneticNresonanceNimagingNinNjmcgggNindividualsNyieldsNgeneticNinsightsNintoN
dilatedNcardiomyopathyeNNaturelCommunicationscN2020cNhhcNiilk 17.4 40

46 LimitationsNofNzontemporaryNGuidelinesNforNManagingNPatientsNatNHighNGeneticNRiskNofNzoronaryN
xrteryN~iseaseeNJournalloflthelAmericanlCollegeloflCardiologycN2020cNnlcNinmpdinog 15.1 33

45 TranscriptionalNandNzellularN~iversityNofNtheNHumanNHearteNCirculationcN2020cNhkicNkmmdkoi 16.7 124

44 MultidancestryNGWxSNofNtheNelectrocardiographicNPRNintervalNidentifiesNigiNlociNunderlyingNcardiacN
conductioneNNaturelCommunicationscN2020cNhhcNilki 17.4 16

43 TitinNTruncatingNVariantsNinNxdultsNWithoutNKnownNzongestiveNHeart´  ailureeNJournalloflthel
AmericanlCollegeloflCardiologycN2020cNnlcNhijpdhikh 15.1 10

42 MyocytedSpecificNUpregulationNofNinNzardiovascularN~iseaseqNImplicationsNforNSxRSdzoVdidMediatedN
MyocarditiseNCirculationcN2020cNhkicNngodnhg 16.7 47

41 RareNvariantsNloweringNtheNlevelsNofNcoagulationNfactorNXNareNprotectiveNagainstNischemicNheartN
diseaseeNHaematologicacN2020cNhglcNejmldejmp 6.6 7

40 xNmissenseNvariantNinNMitochondrialNxmidoximeNReducingNzomponentNhNgeneNandNprotectionN
againstNliverNdiseaseeNPLoSlGeneticscN2020cNhmcNehggomip 6 49

39 MyocyteNSpecificNUpregulationNofNxz–iNinNzardiovascularN~iseaseqNImplicationsNforNSxRSdzoVdiN
mediatedNmyocarditisN2020cN 8
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38 MonogenicNandNPolygenicNzontributionsNtoNxtrialN ibrillationNRiskqNResultsN romNaNNationalNyiobankeN
CirculationlResearchcN2020cNhimcNiggdigp 15.7 26

37 GenomedwideNassociationNandNMendelianNrandomisationNanalysisNprovideNinsightsNintoNtheN
pathogenesisNofNheartNfailureeNNaturelCommunicationscN2020cNhhcNhmj 17.4 140

36 InheritedNcausesNofNclonalNhaematopoiesisNinNpncmphNwholeNgenomeseNNaturecN2020cNlomcNnmjdnmo 50.4 127

35 ValidationNofNaNGenomedWideNPolygenic´ ScoreNforNzoronaryNxrtery´ ~iseaseNin´ SouthNxsianseNJournall
oflthelAmericanlCollegeloflCardiologycN2020cNnmcNngjdnhk 15.1 22

34 GenomedWideNPolygenicNScorecNzlinicalNRiskN actorscNandNLongdTermNTrajectoriesNofNzoronaryNxrteryN
~iseaseeNArteriosclerosis,lThrombosis,landlVascularlBiologycN2020cNkgcNinjodinkm 9.4 24

33 GeneticNVariationNinNzardiometabolicNTraitsNandNMedicationNTargetsNandNtheNRiskNofNHypertensiveN
~isordersNofNPregnancyeNCirculationcN2020cNhkicNnhhdnhj 16.7 9

32 ~ynamicNincorporationNofNmultipleNinNsilicoNfunctionalNannotationsNempowersNrareNvariantN
associationNanalysisNofNlargeNwholedgenomeNsequencingNstudiesNatNscaleeNNaturelGeneticscN2020cNlicNpmpdpoj36.3 33

31 IdentificationNofN unctionalNVariantN–nhancersNxssociatedNWithNxtrialN ibrillationeNCirculationl
ResearchcN2020cNhincNiipdikj 15.7 12

30 WholedGenomeNSequencingNtoNzharacterizeNMonogenicNandNPolygenicNzontributionsNinNPatientsN
HospitalizedNWithN–arlydOnsetNMyocardialNInfarctioneNCirculationcN2019cNhjpcNhlpjdhmgi 16.7 112

29 RareNProteindTruncatingNVariantsNinNxPOycNLowerNLowd~ensityNLipoproteinNzholesterolcNandN
ProtectionNxgainstNzoronaryNHeartN~iseaseeNCirculationlGenomiclandlPrecisionlMedicinecN2019cNhicNeggijnm5.2 30

28 PolygenicNPredictionNofNWeightNandNObesityNTrajectoriesNfromNyirthNtoNxdulthoodeNCellcN2019cNhnncNlondlpmeep56.2 265

27 GenomedwideNassociationNstudyNofNperipheralNarteryNdiseaseNinNtheNMillionNVeteranNProgrameNNaturel
MedicinecN2019cNilcNhinkdhinp 50.5 73

26 GenomedwideNassociationNanalysisNofNvenousNthromboembolismNidentifiesNnewNriskNlociNandNgeneticN
overlapNwithNarterialNvascularNdiseaseeNNaturelGeneticscN2019cNlhcNhlnkdhlnp 36.3 56

25 ResponseNbyNxragamNetNalNtoNLetterNRegardingNxrticlecNPPhenotypicNRefinementNofNHeartN ailureNinNaN
NationalNyiobankN acilitatesNGeneticN~iscoveryPeNCirculationcN2019cNhkgcNendeo 16.7 6

24 ~NxNSequenceNVariationNinN–ncodingNtheNxctivinNReceptordLikeNKinaseNnNInfluencesNyodyN atN
~istributionNandNProtectsNxgainstNTypeNiN~iabeteseNDiabetescN2019cNmocNiimdijk 0.9 12

23 xnalysisNofNpredictedNlossdofdfunctionNvariantsNinNUKNyiobankNidentifiesNvariantsNprotectiveNforN
diseaseeNNaturelCommunicationscN2018cNpcNhmhj 17.4 55

22 ~eepNcoverageNwholeNgenomeNsequencesNandNplasmaNlipoproteinWaXNinNindividualsNofN–uropeanNandN
xfricanNancestrieseNNaturelCommunicationscN2018cNpcNimgm 17.4 53

21 GenomedwideNpolygenicNscoresNforNcommonNdiseasesNidentifyNindividualsNwithNriskNequivalentNtoN
monogenicNmutationseNNaturelGeneticscN2018cNlgcNhihpdhiik 36.3 1073
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20 ~eepdcoverageNwholeNgenomeNsequencesNandNbloodNlipidsNamongNhmcjikNindividualseNNaturel
CommunicationscN2018cNpcNjjph 17.4 90

19 MultidethnicNgenomedwideNassociationNstudyNforNatrialNfibrillationeNNaturelGeneticscN2018cNlgcNhiildhijj 36.3 277

18 PhenotypicNRefinementNofNHeartN ailureNinNaNNationalNyiobankN acilitatesNGeneticN~iscoveryeN
CirculationcN2018cN 16.7 51

17 xssociationNyetweenNTitinNLossdofd unctionNVariantsNandN–arlydOnsetNxtrialN ibrillationeNJAMAl-l
JournalloflthelAmericanlMedicallAssociationcN2018cNjigcNijlkdijmk 27.4 75

16 GeneticsNofNbloodNlipidsNamongN~jggcgggNmultidethnicNparticipantsNofNtheNMillionNVeteranNProgrameN
NaturelGeneticscN2018cNlgcNhlhkdhlij 36.3 260

15 xNgenomedwideNcrossdtraitNanalysisNfromNUKNyiobankNhighlightsNtheNsharedNgeneticNarchitectureNofN
asthmaNandNallergicNdiseaseseNNaturelGeneticscN2018cNlgcNolndomk 36.3 93

14 LargedscaleNanalysesNofNcommonNandNrareNvariantsNidentifyNhiNnewNlociNassociatedNwithNatrialN
fibrillationeNNaturelGeneticscN2017cNkpcNpkmdpli 36.3 176

13 GeneticNanalysisNinNUKNyiobankNlinksNinsulinNresistanceNandNtransendothelialNmigrationNpathwaysNtoN
coronaryNarteryNdiseaseeNNaturelGeneticscN2017cNkpcNhjpidhjpn 36.3 127

12 HeritabilityNofNxtrialN ibrillationeNCirculation:lCardiovascularlGeneticscN2017cNhgcN 39

11 GenomedwideNassociationNstudyNprovidesNnewNinsightsNintoNtheNgeneticNarchitectureNandN
pathogenesisNofNheartNfailure 2

10 IntegrativeNanalysisNofNtheNplasmaNproteomeNandNpolygenicNriskNofNcardiometabolicNdiseases 4

9 TranscriptionalNandNzellularN~iversityNofNtheNHumanNHeart 4

8
IntegratedNanalysesNofNsingledcellNatlasesNrevealNagecNgendercNandNsmokingNstatusNassociationsNwithN
cellNtypedspecificNexpressionNofNmediatorsNofNSxRSdzoVdiNviralNentryNandNhighlightsNinflammatoryN
programsNinNputativeNtargetNcells

107

7 ~eepNlearningNenablesNgeneticNanalysisNofNtheNhumanNthoracicNaorta 6

6 RareNGeneticNVariationNUnderlyingNHumanN~iseasesNandNTraitsqNResultsNfromNiggcgggNIndividualsNinN
theNUKNyiobank 3

5 RareNcodingNvariantsNinNjlNgenesNassociateNwithNcirculatingNlipidNlevelsNâ��NaNmultidancestryNanalysisNofN
hngcgggNexomes 2

4 GenomedwideNpolygenicNscoreNtoNidentifyNaNmonogenicNriskdequivalentNforNcoronaryNdisease 13

3 xNmissenseNvariantNinNMitochondrialNxmidoximeNReducingNzomponentNhNgeneNandNprotectionN
againstNliverNdisease 4
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2 GeneticNxnalysisNofNRightNHeartNStructureNandN unctionNinNkgcgggNPeople 1

1 SinglednucleusNprofilingNofNhumanNdilatedNandNhypertrophicNcardiomyopathyeNNaturec 50.4 6
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