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l Paper IF Citations

157 wiologicalaLclinicalLandLpopulationLrelevanceLofLnjLlociLforLbloodLlipidscLNatureaL2010aLikkaLlelbfh 50.4 2742

156  eneticLvariantsLinLnovelLpathwaysLinfluenceLbloodLpressureLandLcardiovascularLdiseaseLriskcLNature
aL2011aLilmaLfehbn 50.4 1564

155  enomebwideLtransbancestryLmetabanalysisLprovidesLinsightLintoLtheLgeneticLarchitectureLofLtypeLgL
diabetesLsusceptibilitycLNatureiGeneticsaL2014aLikaLghibii 36.3 784

154 TheLgeneticLarchitectureLofLtypeLgLdiabetescLNatureaL2016aLjhkaLifbil 50.4 704

153 –inebmappingLtypeLgLdiabetesLlociLtoLsinglebvariantLresolutionLusingLhighbdensityLimputationLandL
isletbspecificLepigenomeLmapscLNatureiGeneticsaL2018aLjeaLfjejbfjfh 36.3 675

152 SevenLnewLlociLassociatedLwithLagebrelatedLmacularLdegenerationcLNatureiGeneticsaL2013aLijaLihhbnaLihnefbg36.3 577

151 MetabanalysisLofLgenomebwideLassociationLstudiesLidentifiesLeightLnewLlociLforLtypeLgLdiabetesLinL
eastLvsianscLNatureiGeneticsaL2011aLiiaLklblg 36.3 475

150 MetabanalysisLofLgenomebwideLassociationLstudiesLidentifiesLcommonLvariantsLassociatedLwithL
bloodLpressureLvariationLinLeastLvsianscLNatureiGeneticsaL2011aLihaLjhfbm 36.3 442

149 RareLandLlowbfrequencyLcodingLvariantsLalterLhumanLadultLheightcLNatureaL2017aLjigaLfmkbfne 50.4 412

148  enomebwideLassociationLstudyLinLindividualsLofLSouthLvsianLancestryLidentifiesLsixLnewLtypeLgL
diabetesLsusceptibilityLlocicLNatureiGeneticsaL2011aLihaLnmibn 36.3 406

147 zxomebwideLassociationLstudyLofLplasmaLlipidsLinLsheeaeeeLindividualscLNatureiGeneticsaL2017aLinaLfljmbflkk36.3 310

146 MetabanalysisLidentifiesLcommonLvariantsLassociatedLwithLbodyLmassLindexLinLeastLvsianscLNaturei
GeneticsaL2012aLiiaLhelbff 36.3 301

145 TheLgeneticsLofLbloodLpressureLregulationLandLitsLtargetLorgansLfromLassociationLstudiesLinLhigaifjL
individualscLNatureiGeneticsaL2016aLimaLfflfbffmi 36.3 251

144 yistributionLandLmedicalLimpactLofLlossbofbfunctionLvariantsLinLtheL–innishLfounderLpopulationcLPLoSi
GeneticsaL2014aLfeaLefeeiini 6 243

143
ImpactLofLcommonLgeneticLdeterminantsLofLHemoglobinLvfcLonLtypeLgLdiabetesLriskLandLdiagnosisL
inLancestrallyLdiverseLpopulationsoLvLtransethnicLgenomebwideLmetabanalysiscLPLoSiMedicineaL2017aL
fiaLefeeghmh

11.6 223

142 vLcatalogLofLgeneticLlociLassociatedLwithLkidneyLfunctionLfromLanalysesLofLaLmillionLindividualscL
NatureiGeneticsaL2019aLjfaLnjlbnlg 36.3 217

141 zxomeLarrayLanalysisLidentifiesLnewLlociLandLlowbfrequencyLvariantsLinfluencingLinsulinLprocessingL
andLsecretioncLNatureiGeneticsaL2013aLijaLfnlbgef 36.3 212
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140 MetabanalysisLidentifiesLmultipleLlociLassociatedLwithLkidneyLfunctionbrelatedLtraitsLinLeastLvsianL
populationscLNatureiGeneticsaL2012aLiiaLneibn 36.3 201

139 ProteinbalteringLvariantsLassociatedLwithLbodyLmassLindexLimplicateLpathwaysLthatLcontrolLenergyL
intakeLandLexpenditureLinLobesitycLNatureiGeneticsaL2018aLjeaLgkbif 36.3 186

138 TransbancestryLmetabanalysesLidentifyLrareLandLcommonLvariantsLassociatedLwithLbloodLpressureL
andLhypertensioncLNatureiGeneticsaL2016aLimaLffjfbffkf 36.3 181

137 WholebexomeLsequencingLidentifiesLrareLandLlowbfrequencyLcodingLvariantsLassociatedLwithLLyLL
cholesterolcLAmericaniJournaliofiHumaniGeneticsaL2014aLniaLghhbij 11 170

136 IdentificationLofLnewLgeneticLriskLvariantsLforLtypeLgLdiabetescLPLoSiGeneticsaL2010aLkaLefeeffgl 6 168

135 –unctionalLvariantsLatLtheLffqfhLriskLlocusLforLbreastLcancerLregulateLcyclinLyfLexpressionLthroughL
longbrangeLenhancerscLAmericaniJournaliofiHumaniGeneticsaL2013aLngaLimnbjeh 11 167

134  enomebwideLassociationLanalysesLidentifyLthreeLnewLsusceptibilityLlociLforLprimaryLangleLclosureL
glaucomacLNatureiGeneticsaL2012aLiiaLffigbffik 36.3 160

133 vssociationLofLgeneticLvariationLwithLsystolicLandLdiastolicLbloodLpressureLamongLvfricanL
vmericansoLtheLxandidateL eneLvssociationLResourceLstudycLHumaniMoleculariGeneticsaL2011aLgeaLgglhbmi5.6 146

132
 enomebwideLassociationLanalysisLofLbloodbpressureLtraitsLinLvfricanbancestryLindividualsLrevealsL
commonLassociatedLgenesLinLvfricanLandLnonbvfricanLpopulationscLAmericaniJournaliofiHumani
GeneticsaL2013aLnhaLjijbji

11 145

131 MetabanalysisLofLgenomebwideLassociationLstudiesLinLzastLvsianbancestryLpopulationsLidentifiesLfourL
newLlociLforLbodyLmassLindexcLHumaniMoleculariGeneticsaL2014aLghaLjingbjei 5.6 141

130  enomebwideLassociationLmetabanalysisLhighlightsLlightbinducedLsignalingLasLaLdriverLforLrefractiveL
errorcLNatureiGeneticsaL2018aLjeaLmhibmim 36.3 135

129 –TOLvariantsLareLassociatedLwithLobesityLinLtheLxhineseLandLMalayLpopulationsLinLSingaporecL
DiabetesaL2008aLjlaLgmjfbl 0.9 133

128 zxomeLsequencingLofLgealnf´ casesLofLtypeLgLdiabetesLandLgiaiie´ controlscLNatureaL2019aLjleaLlfblk 50.4 129

127  enomebwideLassociationLstudyLidentifiesLaLnovelLlocusLcontributingLtoLtypeLgLdiabetesL
susceptibilityLinLSikhsLofLPunjabiLoriginLfromLIndiacLDiabetesaL2013aLkgaLflikbjj 0.9 129

126 SingaporeL enomeLVariationLProjectoLaLhaplotypeLmapLofLthreeLSoutheastLvsianLpopulationscL
GenomeiResearchaL2009aLfnaLgfjibkg 9.7 129

125 xollagenbrelatedLgenesLinfluenceLtheLglaucomaLriskLfactoraLcentralLcornealLthicknesscLHumani
MoleculariGeneticsaL2011aLgeaLkinbjm 5.6 127

124 TransferabilityLofLtypeLgLdiabetesLimplicatedLlociLinLmultibethnicLcohortsLfromLSoutheastLvsiacLPLoSi
GeneticsaL2011aLlaLefeefhkh 6 119

123 –ourLnovelLLociLUfnqfhaLkqgiaLfgqgiaLandLjqfiVLinfluenceLtheLmicrocirculationLinLvivocLPLoSiGenetics
aL2010aLkaLefeeffmi 6 111
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122  enomebwideLassociationLstudiesLrevealLgeneticLvariantsLinLxTNNygLforLhighLmyopiaLinLSingaporeL
xhinesecLOphthalmologyaL2011aLffmaLhkmblj 7.3 103

121
vssociationLanalysesLofLzastLvsianLindividualsLandLtransbancestryLanalysesLwithLzuropeanLindividualsL
revealLnewLlociLassociatedLwithLcholesterolLandLtriglycerideLlevelscLHumaniMoleculariGeneticsaL2017aL
gkaLfllebflmi

5.6 90

120 IdentificationLofLtypeLgLdiabetesLlociLinLihhajieLzastLvsianLindividualscLNatureaL2020aLjmgaLgiebgij 50.4 89

119  enomebwideLassociationLstudyLinLaLxhineseLpopulationLidentifiesLaLsusceptibilityLlocusLforLtypeLgL
diabetesLatLlqhgLnearLPvXicLDiabetologiaaL2013aLjkaLfgnfbhej 10.3 85

118 NewLinsightsLintoLtheLgeneticsLofLprimaryLopenbangleLglaucomaLbasedLonLmetabanalysesLofL
intraocularLpressureLandLopticLdiscLcharacteristicscLHumaniMoleculariGeneticsaL2017aLgkaLihmbijh 5.6 80

117  enebageLinteractionsLinLbloodLpressureLregulationoLaLlargebscaleLinvestigationLwithLtheLxHvR zaL
 lobalLwPgenaLandLIxwPLxonsortiacLAmericaniJournaliofiHumaniGeneticsaL2014aLnjaLgibhm 11 80

116 InsightsLintoLtheLgeneticLarchitectureLofLearlyLstageLagebrelatedLmacularLdegenerationoLaL
genomebwideLassociationLstudyLmetabanalysiscLPLoSiONEaL2013aLmaLejhmhe 3.7 79

115
 enomebwideLassociationLstudiesLinLvsiansLconfirmLtheLinvolvementLofLvTOHlLandLT –wRhaLandL
furtherLidentifyLxvRyfeLasLaLnovelLlocusLinfluencingLopticLdiscLareacLHumaniMoleculariGeneticsaL
2011aLgeaLfmkiblg

5.6 79

114 IdentificationLandLfunctionalLcharacterizationLofL kPxgLcodingLvariantsLinfluencingLglycemicLtraitsL
defineLanLeffectorLtranscriptLatLtheL kPxgbvwxwffLlocuscLPLoSiGeneticsaL2015aLffaLefeeimlk 6 76

113 xandidateLgeneLassociationLstudyLforLdiabeticLretinopathyLinLpersonsLwithLtypeLgLdiabetesoLtheL
xandidateLgeneLvssociationLResourceLUxvReVL2011aLjgaLljnhbkeg 73

112 MetabanalysisLofLgenomebwideLassociationLstudiesLofLadultLheightLinLzastLvsiansLidentifiesLflLnovelL
locicLHumaniMoleculariGeneticsaL2015aLgiaLflnfbmee 5.6 71

111 vL enomebWideLvssociationLStudyLofLyiabeticLKidneyLyiseaseLinLSubjectsLWithLTypeLgLyiabetescL
DiabetesaL2018aLklaLfifibfigl 0.9 71

110 ReplicationLofLfhLobesityLlociLamongLSingaporeanLxhineseaLMalayLandLvsianbIndianLpopulationscL
InternationaliJournaliofiObesityaL2012aLhkaLfjnbkh 5.5 70

109 xausalLzffectLofLPlasminogenLvctivatorLInhibitorLTypeLfLonLxoronaryLHeartLyiseasecLJournaliofithei
AmericaniHeartiAssociationaL2017aLkaL 6 65

108 zthnicLdifferencesLinLtheLtimeLtrendLofLfemaleLbreastLcancerLincidenceoLSingaporeaLfnkmbgeegcLBMCi
CanceraL2006aLkaLgkf 4.8 65

107 IdentificationLofLfourLnovelLvariantsLthatLinfluenceLcentralLcornealLthicknessLinLmultibethnicLvsianL
populationscLHumaniMoleculariGeneticsaL2012aLgfaLihlbij 5.6 61

106 MultibancestryLgenomebwideLgenebsmokingLinteractionLstudyLofLhmlaglgLindividualsLidentifiesLnewL
lociLassociatedLwithLserumLlipidscLNatureiGeneticsaL2019aLjfaLkhkbkim 36.3 59

105 vLLargebScaleLMultibancestryL enomebwideLStudyLvccountingLforLSmokingLwehaviorLIdentifiesL
MultipleLSignificantLLociLforLwloodLPressurecLAmericaniJournaliofiHumaniGeneticsaL2018aLfegaLhljbiee 11 59
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104 LargeLscaleLinternationalLreplicationLandLmetabanalysisLstudyLconfirmsLassociationLofLtheLfjqfiL
locusLwithLmyopiacLTheLxRzvMLconsortiumcLHumaniGeneticsaL2012aLfhfaLfiklbme 6.3 57

103
MetabanalysisLofLgenomebwideLassociationLstudiesLinLfiveLcohortsLrevealsLcommonLvariantsLinL
Rw–OXfaLaLregulatorLofLtissuebspecificLsplicingaLassociatedLwithLrefractiveLerrorcLHumaniMoleculari
GeneticsaL2013aLggaLgljibki

5.6 52

102 LargebScaleLWholeb enomeLSequencingLofLThreeLyiverseLvsianLPopulationsLinLSingaporecLCellaL2019
aLflnaLlhkblincefj 56.2 51

101 LargebscaleLlipidomicsLidentifiesLassociationsLbetweenLplasmaLsphingolipidsLandLTgyMLincidencecL
JCIiInsightaL2019aLjaL 9.9 49

100 xomparingLmethodsLforLperformingLtransbethnicLmetabanalysisLofLgenomebwideLassociationLstudiescL
HumaniMoleculariGeneticsaL2013aLggaLghehbff 5.6 48

99 vssociationLofLvariantsLinL–RvPfLandLPy –RvLwithLcornealLcurvatureLinLvsianLpopulationsLfromL
SingaporecLHumaniMoleculariGeneticsaL2011aLgeaLhknhbm 5.6 46

98 HyLbcholesterolLlevelsLandLriskLofLagebrelatedLmacularLdegenerationoLaLmultiethnicLgeneticLstudyL
usingLMendelianLrandomizationcLInternationaliJournaliofiEpidemiologyaL2017aLikaLfmnfbfneg 7.8 45

97 TheLtransbancestralLgenomicLarchitectureLofLglycemicLtraitscLNatureiGeneticsaL2021aLjhaLmiebmke 36.3 44

96 ProteinbcodingLvariantsLimplicateLnovelLgenesLrelatedLtoLlipidLhomeostasisLcontributingLtoLbodybfatL
distributioncLNatureiGeneticsaL2019aLjfaLijgbikn 36.3 44

95  enomebwideLassociationLmetabanalysisLidentifiesLnovelLvariantsLassociatedLwithLfastingLplasmaL
glucoseLinLzastLvsianscLDiabetesaL2015aLkiaLgnfbm 0.9 43

94 MultibancestryLstudyLofLbloodLlipidLlevelsLidentifiesLfourLlociLinteractingLwithLphysicalLactivitycL
NatureiCommunicationsaL2019aLfeaLhlk 17.4 41

93 PolymorphismsLatLnewlyLidentifiedLlipidbassociatedLlociLareLassociatedLwithLbloodLlipidsLandL
cardiovascularLdiseaseLinLanLvsianLMalayLpopulationcLJournaliofiLipidiResearchaL2009aLjeaLjfibjge 6.3 41

92 vssociationsLofLautozygosityLwithLaLbroadLrangeLofLhumanLphenotypescLNatureiCommunicationsaL
2019aLfeaLinjl 17.4 40

91 MultiancestryL enomebWideLvssociationLStudyLofLLipidLLevelsLIncorporatingL enebvlcoholL
InteractionscLAmericaniJournaliofiEpidemiologyaL2019aLfmmaLfehhbfeji 3.8 39

90 NaturalLpositiveLselectionLandLnorthbsouthLgeneticLdiversityLinLzastLvsiacLEuropeaniJournaliofiHumani
GeneticsaL2012aLgeaLfegbfe 5.3 38

89  eneticLvariationLinLxyHfhLisLassociatedLwithLlowerLplasmaLadiponectinLlevelsLbutLgreaterL
adiponectinLsensitivityLinLzastLvsianLpopulationscLDiabetesaL2013aLkgaLigllbmh 0.9 36

88 xohortLProfileoLTheLSingaporeLMultibzthnicLxohortLUMzxVLstudycLInternationaliJournaliofi
EpidemiologyaL2018aLilaLknnbknnj 7.8 34

87 NewLwloodLPressurebvssociatedLLociLIdentifiedLinLMetabvnalysesLofLiljLeeeLIndividualscLCirculation:i
CardiovasculariGeneticsaL2017aLfeaL 33
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86  enomebwideLmetabanalysisLofLfiveLvsianLcohortsLidentifiesLPy –RvLasLaLsusceptibilityLlocusLforL
cornealLastigmatismcLPLoSiGeneticsaL2011aLlaLefeegieg 6 33

85 xommonaLlowbfrequencyaLandLrareLgeneticLvariantsLassociatedLwithLlipoproteinLsubclassesLandL
triglycerideLmeasuresLinL–innishLmenLfromLtheLMzTSIMLstudycLPLoSiGeneticsaL2017aLfhaLefeeleln 6 33

84 NovelLgeneticLassociationsLforLbloodLpressureLidentifiedLviaLgenebalcoholLinteractionLinLupLtoLjleKL
individualsLacrossLmultipleLancestriescLPLoSiONEaL2018aLfhaLeefnmfkk 3.7 31

83 zuropeanLpolygenicLriskLscoreLforLpredictionLofLbreastLcancerLshowsLsimilarLperformanceLinLvsianL
womencLNatureiCommunicationsaL2020aLffaLhmhh 17.4 31

82  enderLdifferencesLinLtheLtrendLofLcolorectalLcancerLincidenceLinLSingaporeaLfnkmbgeegcL
InternationaliJournaliofiColorectaliDiseaseaL2008aLghaLikfbl 3 30

81 vLLowb–requencyLInactivatingLVariantLznrichedLinLtheL–innishLPopulationLIsLvssociatedLWithL–astingL
InsulinLLevelsLandLTypeLgLyiabetesLRiskcLDiabetesaL2017aLkkaLgefnbgehg 0.9 29

80 InterethnicLanalysesLofLbloodLpressureLlociLinLpopulationsLofLzastLvsianLandLzuropeanLdescentcL
NatureiCommunicationsaL2018aLnaLjejg 17.4 29

79 IdentifyingLcandidateLcausalLvariantsLviaLtransbpopulationLfinebmappingcLGeneticiEpidemiologyaL2010
aLhiaLkjhbki 2.6 27

78 OverlapLbetweenLcommonLgeneticLpolymorphismsLunderpinningLkidneyLtraitsLandLcardiovascularL
diseaseLphenotypesoLtheLxKy enLconsortiumcLAmericaniJournaliofiKidneyiDiseasesaL2013aLkfaLmmnbnm 7.4 26

77 yiscoveryLofLrareLvariantsLassociatedLwithLbloodLpressureLregulationLthroughLmetabanalysisLofLfchL
millionLindividualscLNatureiGeneticsaL2020aLjgaLfhfibfhhg 36.3 26

76  eneticLassociationLofLrefractiveLerrorLandLaxialLlengthLwithLfjqfiLbutLnotLfjqgjLinLtheLwlueL
MountainsLzyeLStudyLcohortcLOphthalmologyaL2013aLfgeaLgngbl 7.3 25

75 SgybxNVaLaLdatabaseLforLcommonLandLrareLcopyLnumberLvariantsLinLthreeLvsianLpopulationscLHumani
MutationaL2011aLhgaLfhifbn 4.7 25

74  enomebwideLassociationLstudyLofLintraocularLpressureLidentifiesLtheL LxxIfdIxvfLregionLasLaL
glaucomaLsusceptibilityLlocuscLHumaniMoleculariGeneticsaL2013aLggaLikjhbke 5.6 24

73 TheLpowerLofLgeneticLdiversityLinLgenomebwideLassociationLstudiesLofLlipidscLNatureaL2021aL 50.4 24

72 SequenceLdataLandLassociationLstatisticsLfromLfganieLtypeLgLdiabetesLcasesLandLcontrolscLScientifici
DataaL2017aLiaLflefln 8.2 22

71 zvaluatingLtheLcontributionLofLrareLvariantsLtoLtypeLgLdiabetesLandLrelatedLtraitsLusingLpedigreescL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaL2018aLffjaLhlnbhmi 11.5 21

70  enomebWideLvssociationLStudyLMetabvnalysisLofLLongbTermLvverageLwloodLPressureLinLzastL
vsianscLCirculation:iCardiovasculariGeneticsaL2017aLfeaLeeefjgl 20

69 IdentificationLofLsevenLnovelLlociLassociatedLwithLaminoLacidLlevelsLusingLsinglebvariantLandL
genebbasedLtestsLinLmjijL–innishLmenLfromLtheLMzTSIMLstudycLHumaniMoleculariGeneticsaL2018aLglaLfkkibfkli5.6 20
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68 TransancestralLfinebmappingLofLfourLtypeLgLdiabetesLsusceptibilityLlociLhighlightsLpotentialLcausalL
regulatoryLmechanismscLHumaniMoleculariGeneticsaL2016aLgjaLgelebgemf 5.6 20

67
vLstudyLassessingLtheLassociationLofLglycatedLhemoglobinLvfxLUHbvfxVLassociatedLvariantsLwithL
HbvfxaLchronicLkidneyLdiseaseLandLdiabeticLretinopathyLinLpopulationsLofLvsianLancestrycLPLoSiONEaL
2013aLmaLelnlkl

3.7 20

66  enomicLcopyLnumberLvariationsLinLthreeLSoutheastLvsianLpopulationscLHumaniMutationaL2010aLhfaLmjfbl4.7 20

65 SimulationLofL–innishLpopulationLhistoryaLguidedLbyLempiricalLgeneticLdataaLtoLassessLpowerLofL
rarebvariantLtestsLinL–inlandcLAmericaniJournaliofiHumaniGeneticsaL2014aLniaLlfebge 11 19

64  eneticLlociLforLretinalLarteriolarLmicrocirculationcLPLoSiONEaL2013aLmaLekjmei 3.7 19

63 NovelL eneticLLociLvssociatedLWithLRetinalLMicrovascularLyiametercLCirculation:iCardiovasculari
GeneticsaL2016aLnaLijbji 18

62 vreLxbreactiveLproteinLassociatedLgeneticLvariantsLassociatedLwithLserumLlevelsLandLretinalLmarkersL
ofLmicrovascularLpathologyLinLvsianLpopulationsLfromLSingaporetcLPLoSiONEaL2013aLmaLeklkje 3.7 18

61 vssociationLofLwirthLWeightLWithLTypeLgLyiabetesLandL lycemicLTraitsoLvLMendelianLRandomizationL
StudycLJAMAiNetworkiOpenaL2019aLgaLefnfenfj 10.4 14

60 vLmultibancestryLgenomebwideLstudyLincorporatingLgenebsmokingLinteractionsLidentifiesLmultipleL
newLlociLforLpulseLpressureLandLmeanLarterialLpressurecLHumaniMoleculariGeneticsaL2019aLgmaLgkfjbgkhh 5.6 14

59 OmicsbsquaredoLhumanLgenomicaLtranscriptomicLandLphenotypicLdataLforLgeneticLanalysisLworkshopL
fncLBMCiProceedingsaL2016aLfeaLlfbll 2.3 14

58  enomebwideLassociationLstudyLidentifiesLaLmissenseLvariantLatLvPOvjLforLcoronaryLarteryLdiseaseL
inLMultibzthnicLxohortsLfromLSoutheastLvsiacLScientificiReportsaL2017aLlaLflngf 4.9 14

57 zstimationLofLkinshipLcoefficientLinLstructuredLandLadmixedLpopulationsLusingLsparseLsequencingL
datacLPLoSiGeneticsaL2017aLfhaLefeelegf 6 13

56 vLstatisticalLmethodLforLregionbbasedLmetabanalysisLofLgenomebwideLassociationLstudiesLinL
geneticallyLdiverseLpopulationscLEuropeaniJournaliofiHumaniGeneticsaL2012aLgeaLiknblj 5.3 12

55  enomebwideLassociationLstudyLofLretinopathyLinLindividualsLwithoutLdiabetescLPLoSiONEaL2013aLmaLejighg3.7 11

54
PatternsLofLlinkageLdisequilibriumLinLdifferentLpopulationsoLimplicationsLandLopportunitiesLforL
lipidbassociatedLlociLidentifiedLfromLgenomebwideLassociationLstudiescLCurrentiOpinioniiniLipidologyaL
2010aLgfaLfeibfj

4.4 10

53 IncidenceaLmortalityLandLsurvivalLpatternsLofLprostateLcancerLamongLresidentsLinLSingaporeLfromL
fnkmLtoLgeegcLBMCiCanceraL2008aLmaLhkm 4.8 9

52 SerumLacylcarnitinesLandLaminoLacidsLandLriskLofLtypeLgLdiabetesLinLaLmultiethnicLvsianLpopulationcL
BMJiOpeniDiabetesiResearchiandiCareaL2020aLmaL 4.5 8

51 vssociationLofLvariantsLwithLhemoglobinLvfcLandLimpactLonLdiabetesLdiagnosisLinLzastLvsianL
individualscLBMJiOpeniDiabetesiResearchiandiCareaL2020aLmaL 4.5 7

(2020-2016)
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50  enebdietLinteractionLeffectsLonLwMILlevelsLinLtheLSingaporeLxhineseLpopulationcLNutritioniJournalaL
2018aLflaLhf 4.3 7

49  eneticLdiscoveryLandLriskLcharacterizationLinLtypeLgLdiabetesLacrossLdiverseLpopulationscLHumani
GeneticsiandiGenomicsiAdvancesaL2021aLgaLfeeegnbfeeegn 0.8 7

48 MultibancestryLgeneticLstudyLofLtypeLgLdiabetesLhighlightsLtheLpowerLofLdiverseLpopulationsLforL
discoveryLandLtranslationccLNatureiGeneticsaL2022aL 36.3 7

47 vLmethodLforLidentifyingLhaplotypesLcarryingLtheLcausativeLalleleLinLpositiveLnaturalLselectionLandL
genomebwideLassociationLstudiescLBioinformaticsaL2011aLglaLmggbm 7.2 6

46  eneticLassociationsLofLtypeLgLdiabetesLwithLisletLamyloidLpolypeptideLprocessingLandLdegradingL
pathwaysLinLasianLpopulationscLPLoSiONEaL2013aLmaLekghlm 3.7 6

45 vnalysesLofLbiomarkerLtraitsLinLdiverseLUKLbiobankLparticipantsLidentifyLassociationsLmissedLbyL
zuropeanbcentricLanalysisLstrategiescLJournaliofiHumaniGeneticsaL2021aL 4.3 6

44  eneticLvariantsLlinkedLtoLmyopicLmacularLdegenerationLinLpersonsLwithLhighLmyopiaoLxRzvML
xonsortiumcLPLoSiONEaL2019aLfiaLeeggefih 3.7 5

43 vssociationsLwithLmetabolitesLinLxhineseLsuggestLnewLmetabolicLrolesLinLvlzheimerTsLandL
ParkinsonTsLdiseasescLHumaniMoleculariGeneticsaL2020aLgnaLfmnbgef 5.6 5

42 TheLcontributionLofLrecentlyLidentifiedLadultLwMILriskLlociLtoLpaediatricLobesityLinLaLSingaporeanL
xhineseLchildhoodLdatasetcLPediatriciObesityaL2017aLfgaLeikbeje 4.6 5

41 vLgenomebwideLassociationLstudyLofLcornealLastigmatismoLTheLxRzvMLxonsortiumcLMoleculariVisionaL
2018aLgiaLfglbfig 2.3 5

40 xoffeeaLwlackLTeaaLandL reenLTeaLxonsumptionLinLRelationLtoLPlasmaLMetabolitesLinLanLvsianL
PopulationcLMoleculariNutritioniandiFoodiResearchaL2020aLkiaLegeeejgl 5.9 5

39 yeterminantsLofLpenetranceLandLvariableLexpressivityLinLmonogenicLmetabolicLconditionsLacrossL
llafmiLexomescLNatureiCommunicationsaL2021aLfgaLhjej 17.4 5

38 zvaluationLofLtransethnicLfineLmappingLwithLpopulationbspecificLandLcosmopolitanLimputationL
referenceLpanelsLinLdiverseLvsianLpopulationscLEuropeaniJournaliofiHumaniGeneticsaL2016aLgiaLjngbn 5.3 4

37 –actorsLinfluencingLcommunicationLofLtraditionalLxhineseLmedicineLuseLbetweenLpatientsLandL
doctorsoLvLmultisiteLcrossbsectionalLstudycLJournaliofiIntegrativeiMedicineaL2019aLflaLhnkbieh 4 4

36 PathologyLofLTumorsLvssociatedLWithLPathogenicL ermlineLVariantsLinLnLwreastLxancerL
SusceptibilityL enesccLJAMAiOncologyaL2022aL 13.4 4

35 IdentificationLofLtypeLgLdiabetesLlociLinLihhajieLzastLvsianLindividuals 4

34 TissuebSpecificLvlterationLofLMetabolicLPathwaysLInfluencesL lycemicLRegulation 4

33  enomebWideLvssociationLforLHbvfcLinLMalayLIdentifiedLyeletionLonLSLxivfLthatLInfluencesLHbvfcL
IndependentLofL lycemiacLJournaliofiClinicaliEndocrinologyiandiMetabolismaL2020aLfejaL 5.6 4
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32 vssociationLofL eneticLVariantsLforLPlasmaLLR fLWithLRapidLyeclineLinLKidneyL–unctionLinLPatientsL
WithLTypeLgLyiabetescLJournaliofiClinicaliEndocrinologyiandiMetabolismaL2021aLfekaLghmibghni 5.6 4

31  enebeducationalLattainmentLinteractionsLinLaLmultibancestryLgenomebwideLmetabanalysisLidentifyL
novelLbloodLpressureLlocicLMoleculariPsychiatryaL2021aLgkaLgfffbgfgj 15.1 3

30  enomebwideLmetabanalysisLassociatesL PSMfLwithLtypeLgLdiabetesaLaLplausibleLgeneLinvolvedLinL
skeletalLmuscleLfunctioncLJournaliofiHumaniGeneticsaL2020aLkjaLiffbige 4.3 3

29 zstimatingLtheLnumberLofLtrueLdiscoveriesLinLgenomebwideLassociationLstudiescLStatisticsiiniMedicine
aL2012aLhfaLffllbmn 2.3 3

28 xommonLvariantsLinLSOXbgLandLcongenitalLcataractLgenesLcontributeLtoLagebrelatedLnuclearL
cataractcLCommunicationsiBiologyaL2020aLhaLljj 6.7 3

27 zthnicitybSpecificLSkeletalLMuscleLTranscriptionalLSignaturesLandLTheirLRelevanceLtoLInsulinL
ResistanceLinLSingaporecLJournaliofiClinicaliEndocrinologyiandiMetabolismaL2019aLfeiaLikjbimk 5.6 3

26 UsingLoffbtargetLdataLfromLwholebexomeLsequencingLtoLimproveLgenotypingLaccuracyaLassociationL
analysisLandLpolygenicLriskLpredictioncLBriefingsiiniBioinformaticsaL2021aLggaL 13.4 3

25 MendelianLrandomizationLanalysisLdoesLnotLsupportLcausalLassociationsLofLbirthLweightLwithL
hypertensionLriskLandLbloodLpressureLinLadulthoodcLEuropeaniJournaliofiEpidemiologyaL2020aLhjaLkmjbknl12.1 2

24 xohortLprofileoLtheLSingaporeLdiabeticLcohortLstudycLBMJiOpenaL2020aLfeaLeehkiih 3 2

23 zxploringL–actorsLUnderlyingLzthnicLyifferenceLinLvgebrelatedLMacularLyegenerationLPrevalencecL
OphthalmiciEpidemiologyaL2020aLglaLhnnbiem 1.9 2

22 –eedingbRelatedLKnowledgeaLvttitudesaLandLPracticesLamongL randparentsLinLSingaporecLNutrientsaL
2019aLffaL 6.7 2

21
LearningLinLglaucomaLgeneticLriskLassessmentcLAnnualiInternationaliConferenceiofitheiIEEEi
EngineeringiiniMedicineiandiBiologyiSocietyiIEEEiEngineeringiiniMedicineiandiBiologyiSocietyiAnnuali
InternationaliConferenceaL2010aLgefeaLkfmgbj

0.9 2

20 IdentificationLofLfourLnovelLvariantsLthatLinfluenceLcentralLcornealLthicknessLinLmultibethnicLvsianL
populationscLHumaniMoleculariGeneticsaL2012aLgfaLihkjbihkj 5.6 2

19 MultipleLwiomarkersLImprovedLPredictionLforLtheLRiskLofLTypeLgLyiabetesLMellitusLinLSingaporeL
xhineseLMenLandLWomencLDiabetesiandiMetabolismiJournalaL2020aLiiaLgnjbhek 5 2

18 RareLcodingLvariantsLinLhjLgenesLassociateLwithLcirculatingLlipidLlevelsLâ��LaLmultibancestryLanalysisLofL
fleaeeeLexomes 2

17  eneticLdiscoveryLandLtranslationalLdecisionLsupportLfromLexomeLsequencingLofLgealnfLtypeLgL
diabetesLcasesLandLgiaiieLcontrolsLfromLfiveLancestries 2

16 xohortLprofileoLTheLSingaporeLwreastLxancerLxohortLUS wxxVaLaLmultibcenterLbreastLcancerLcohortL
forLevaluationLofLphenotypicLriskLfactorsLandLgeneticLmarkerscLPLoSiONEaL2021aLfkaLeegjefeg 3.7 2

15 ProgressLinLyefiningLtheL eneticLxontributionLtoLTypeLgLyiabetesLinLIndividualsLofLzastLvsianL
vncestrycLCurrentiDiabetesiReportsaL2021aLgfaLfl 5.6 2

(2021-2021)
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14 –ishLandLmarineLfattyLacidsLintakesaLtheLgenotypesLandLlongbtermLweightLgainoLaLprospectiveLcohortL
studycLBMJiOpenaL2019aLnaLeeggmll 3 2

13 vPOxhLgeneticLvariationaLserumLtriglyceridesaLandLriskLofLcoronaryLarteryLdiseaseLinLvsianLIndiansaL
zuropeansaLandLotherLethnicLgroupscLLipidsiiniHealthiandiDiseaseaL2021aLgeaLffh 4.4 2

12 IdentificationLofLgeneticLeffectsLunderlyingLtypeLgLdiabetesLinLSouthLvsianLandLzuropeanL
populationsccLCommunicationsiBiologyaL2022aLjaLhgn 6.7 2

11 xopyLnumberLpolymorphismsLinLnewLHapMapLIIILandLSingaporeLpopulationscLJournaliofiHumani
GeneticsaL2011aLjkaLjjgbke 4.3 1

10 TheLTransbvncestralL enomicLvrchitectureLofL lycaemicLTraits 1

9 hehbORoLvyvLPresidentsTLSelectLvbstractoLTransethnicLvssociationLStudyLofLTypeLgLyiabetesLinLMoreL
thanLaLMillionLIndividualscLDiabetesaL2019aLkmaLhehbOR 0.9 1

8
ImpactLofLwMILandLwaistLcircumferenceLonLepigenomebwideLyNvLmethylationLandLidentificationLofL
epigeneticLbiomarkersLinLbloodoLanLzWvSLinLmultibethnicLvsianLindividualscLClinicaliEpigeneticsaL2021aL
fhaLfnj

7.7 1

7 yeterminantsLofLpenetranceLandLvariableLexpressivityLinLmonogenicLmetabolicLconditionsLacrossL
llafmiLexomes 1

6 ProteinbxodingLVariantsLImplicateLNovelL enesLRelatedLtoLLipidLHomeostasisLxontributingLtoLwodyL
–atLyistribution 1

5 yietaLPhysicalLvctivityLandLvdiposityLasLyeterminantsLofLxirculatingLvminoLvcidLLevelsLinLaL
MultiethnicLvsianLPopulationcLNutrientsaL2020aLfgaL 6.7 1

4 vssociationLofLleukocyteLtelomereLlengthLwithLchronicLkidneyLdiseaseLinLzastLvsiansLwithLtypeLgL
diabetesoLaLMendelianLrandomizationLstudycLCKJ:iClinicaliKidneyiJournalaL2021aLfiaLghlfbghlk 4.5 0

3 OverlapLofLhighbriskLindividualsLpredictedLbyLfamilyLhistoryaLandLgeneticLandLnonbgeneticLbreastL
cancerLriskLpredictionLmodelsoLimplicationsLforLriskLstratificationccLBMCiMedicineaL2022aLgeaLfje 11.4 0

2 MultidisciplinaryLzffortLtoLyriveLPrecisionbMedicineLforLtheL–utureccLFrontiersiiniDigitaliHealthaL2022aL
iaLmijiej 2.3 0

1 wreastLcancerLrisksLassociatedLwithLmissenseLvariantsLinLbreastLcancerLsusceptibilityLgenesccLGenomei
MedicineaL2022aLfiaLjf 14.4 0
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