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m Paper IF Citations

225 uurumKwheatKgenomeKhighlightsKpastKdomesticationKsignaturesKandKfutureKimprovementKtargetsYK
NaturedGeneticsWK2019WKfbWKiifXijf 36.3 289

224 γethodsKforKtheKintegrationKofKmultiXomicsKdatakKmathematicalKaspectsYKBMCdBioinformaticsWK2016WK
bhKSupplKcWKbf 3.6 208

223 sloodKmicroRNrKchangesKinKdepressedKpatientsKduringKantidepressantKtreatmentYKEuropeand
NeuropsychopharmacologyWK2013WKcdWKgacXbb 1.2 163

222 rnalysisKofKdonorKspliceKsitesKinKdifferentKeukaryoticKorganismsYKJournaldofdMoleculardEvolutionWK1997
WKefWKfaXj 3.1 135

221 PresenceKofKrTxKtripletsKinKfRKuntranslatedKregionsKofKeukaryoticKcuNrsKcorrelatesKwithKaKRweakRK
contextKofKtheKstartKcodonYKBioinformaticsWK2001WKbhWKijaXjaa 7.2 118

220 vvaluationKofKsiotrertzvvKassessmentKofKtaskKcYKBMCdBioinformaticsWK2005WKgKSupplKbWKSbg 3.6 82

219 γulticlassKytVKresistanceKtoKdirectXactingKantiviralKfailureKinKrealXlifeKpatientsKadvocatesKforKtailoredK
secondXlineKtherapiesYKLiverdInternationalWK2017WKdhWKfbeXfci 7.9 71

218 rssociationKstudyKonKlongXlivingKindividualsKfromKSouthernKztalyKidentifiesKrsbaejbddeKinKtheK
trγαzVKgeneKthatKregulatesKsurvivalKproteinsYKRejuvenationdResearchWK2011WKbeWKcidXjb 2.6 68

217 rKmultilevelKdataKintegrationKresourceKforKbreastKcancerKstudyYKBMCdSystemsdBiologyWK2010WKeWKhg 3.5 67

216 SystematicKanalysisKofKhumanKkinaseKgeneskKaKlargeKnumberKofKgenesKandKalternativeKsplicingKeventsK
resultKinKfunctionalKandKstructuralKdiversityYKBMCdBioinformaticsWK2005WKgKSupplKeWKSca 3.6 56

215 OsteogenicKuifferentiationKofKγStKthroughKtalciumKSignalingKrctivationkKTranscriptomicsKandK
wunctionalKrnalysisYKPLoSdONEWK2016WKbbWKeabeibhd 3.7 56

214 xenesuilderkKinteractiveKinKsilicoKpredictionKofKgeneKstructureYKBioinformaticsWK1999WKbfWKgbcXcb 7.2 52

213 SpecificKpatternsKofKPzWzXinteractingKsmallKnoncodingKRNrKexpressionKinKdysplasticKliverKnodulesK
andKhepatocellularKcarcinomaYKOncotargetWK2016WKhWKfegfaXfeggb 3.3 51

212 vnvironmentWKdysbiosisWKimmunityKandKsexXspecificKsusceptibilitykKaKtranslationalKhypothesisKforK
regressiveKautismKpathogenesisYKNutritionaldNeuroscienceWK2015WKbiWKbefXgb 3.6 44

211 talciumKkidneyKstonesKareKassociatedKwithKaKhaplotypeKofKtheKcalciumXsensingKreceptorKgeneK
regulatoryKregionYKNephrologydDialysisdTransplantationWK2010WKcfWKccefXfc 4.3 43

210 γolecularKmechanismKofKallostericKcommunicationKinKysphaKrevealedKbyKmolecularKdynamicsK
simulationsYKPLoSdComputationaldBiologyWK2012WKiWKebaaciee 5 43

209 uecreasedKtranscriptionalKactivityKofKcalciumXsensingKreceptorKgeneKpromoterKbKisKassociatedKwithK
calciumKnephrolithiasisYKJournaldofdClinicaldEndocrinologydanddMetabolismWK2013WKjiWKdidjXeh 5.6 42
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208 RSSsitekKaKreferenceKdatabaseKandKpredictionKtoolKforKtheKidentificationKofKcrypticKRecombinationK
SignalKSequencesKinKhumanKandKmurineKgenomesYKNucleicdAcidsdResearchWK2010WKdiWKWcgcXh 20.1 42

207 γethylationKandKsequenceKanalysisKaroundKvagzKsiteskKidentificationKofKciKnewKtpxKislandsKinK
XQceXXQciYKNucleicdAcidsdResearchWK1992WKcaWKhchXdd 20.1 42

206 znhibitionKofKhistoneKmethyltransferaseKuOTbβKsilencesKvR˛–KgeneKandKblocksKproliferationKofK
antiestrogenXresistantKbreastKcancerKcellsYKSciencedAdvancesWK2019WKfWKeaavffja 14.3 37

205 StrategiesKforKcomparingKgeneKexpressionKprofilesKfromKdifferentKmicroarrayKplatformskKapplicationK
toKaKcaseXcontrolKexperimentYKAnalyticaldBiochemistryWK2006WKdfdWKedXfg 3.1 37

204 TransposableKvlementKznsertionsKinKβongKzntergenicKNonXtodingKRNrKxenesYKFrontiersdind
BioengineeringdanddBiotechnologyWK2015WKdWKhb 5.8 36

203 TheKnuclearKreceptorKvR˛†KengagesKrxOcKinKregulationKofKgeneKtranscriptionWKRNrKsplicingKandKRzStK
loadingYKGenomedBiologyWK2017WKbiWKbij 18.3 35

202 γyosinXbindingKproteinKtKuNrKvariantsKinKdomesticKcatsKSrdbPWKrheTWKRicaWTKandKtheirKassociationK
withKhypertrophicKcardiomyopathyYKJournaldofdVeterinarydInternaldMedicineWK2013WKchWKchfXif 3.1 35

201 TowardsKaKsystemsKbiologyKapproachKtoKmammalianKcellKcyclekKmodelingKtheKentranceKintoKSKphaseK
ofKquiescentKfibroblastsKafterKserumKstimulationYKBMCdBioinformaticsWK2009WKbaKSupplKbcWKSbg 3.6 35

200 TheKsubclassKapproachKforKmutationalKspectrumKanalysiskKapplicationKofKtheKSvγKalgorithmYKJournald
ofdTheoreticaldBiologyWK1998WKbjcWKehfXih 2.3 35

199 SystemsKbiologyKofKtheKmetabolicKnetworkKregulatedKbyKtheKrktKpathwayYKBiotechnologydAdvancesWK
2012WKdaWKbdbXeb 17.8 34

198
xenomeKandKPhenotypeKγicroarrayKrnalysesKofKRhodococcusKspYKstPbKandKRhodococcusKopacusK
RhkKxeneticKueterminantsKandKγetabolicKrbilitiesKwithKvnvironmentalKRelevanceYKPLoSdONEWK2015WK
baWKeabdjegh

3.7 34

197 rssessmentKandKcomparisonKofKthreeKscatterKcorrectionKtechniquesKinKsingleKphotonKemissionK
computedKtomographyYKJournaldofdNucleardMedicineWK1988WKcjWKbjhbXj 8.9 33

196 yomologyKmodelingKinKtandemKwithKduXQSrRKanalyseskKaKcomputationalKapproachKtoKdepictKtheK
agonistKbindingKsiteKofKtheKhumanKtscKreceptorYKEuropeandJournaldofdMedicinaldChemistryWK2011WKegWKeeijXfaf6.8 32

195 wineKmappingKofKryzbKasKaKschizophreniaKsusceptibilityKgenekKfromKassociationKtoKevolutionaryK
evidenceYKFASEBdJournalWK2010WKceWKdaggXic 0.9 32

194 vSTreeKdbkKaKtoolKforKpeachKfunctionalKgenomicsYKBMCdBioinformaticsWK2005WKgKSupplKeWKSbg 3.6 28

193 PhenotypeKmicroarrayKanalysisKmayKunravelKgeneticKdeterminantsKofKtheKstressKresponseKbyK
RhodococcusKaetherivoransKstPbKandKRhodococcusKopacusKRhYKResearchdindMicrobiologyWK2016WKbghWKhggXhhd4 28

192
NewKinsightsKintoKselectiveKPuveuKinhibitorskKdXStyclopentyloxyTXeXmethoxybenzaldehydeK
OXScXScWgXdimethylmorpholinoTXcXoxoethylTKoximeKSxvsRXhbTKstructuralKdevelopmentKandKpromisingK
activitiesKtoKrestoreKmemoryKimpairmentYKEuropeandJournaldofdMedicinaldChemistryWK2016WKbceWKicXbac

6.8 27

191 SystemsKmedicineKofKinflammagingYKBriefingsdindBioinformaticsWK2016WKbhWKfchXea 13.4 27

(2016-2010)
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190 StudyKonKtheKrssociationKamongKγycotoxinsKandKotherKVariablesKinKthildrenKwithKrutismYKToxinsWK
2017WKjWK 4.9 27

189 SerumKsPzwseKlevelsKclassifyKhealthKstatusKinKlongXlivingKindividualsYKImmunitydanddAgeingWK2015WKbcWKch 9.7 27

188 NuthartkKanKRKpackageKtoKstudyKgeneKspatialKneighbourhoodsKwithKmultiXomicsKannotationsYKPLoSd
ONEWK2013WKiWKehfbeg 3.7 26

187 TheKexonXintronKorganizationKofKtheKhumanKXXlinkedKgeneKSwβNbTKencodingKactinXbindingKproteinK
ciaYKGenomicsWK1994WKcbWKhbXg 4.3 25

186 tlassificationKandKPersonalizedKPrognosticKrssessmentKonKtheKsasisKofKtlinicalKandKxenomicK
weaturesKinKγyelodysplasticKSyndromesYKJournaldofdClinicaldOncologyWK2021WKdjWKbccdXbcdd 2.2 25

185 rnKatomisticKviewKofKysphaKallostericKcrosstalkkKfromKtheKnucleotideKtoKtheKsubstrateKbindingK
domainKandKbackYKScientificdReportsWK2016WKgWKcdehe 4.9 24

184 unaαKasKrntibioticKTargetkKyotKSpotKResiduesKrnalysisKforKuifferentialKznhibitionKofKtheKsacterialK
ProteinKinKtomparisonKwithKtheKyumanKySPhaYKPLoSdONEWK2015WKbaWKeabcefgd 3.7 24

183
γolecularKinteractionKstudiesKofKyzVXbKmatrixKproteinKpbhKandKheparinkKidentificationKofKtheK
heparinXbindingKmotifKofKpbhKasKaKtargetKforKtheKdevelopmentKofKmultitargetKantagonistsYKJournaldofd
BiologicaldChemistryWK2013WKciiWKbbfaXgb

5.4 24

182
yomologyKmodelingWKdockingKstudiesKandKmolecularKdynamicKsimulationsKusingKgraphicalKprocessingK
unitKarchitectureKtoKprobeKtheKtypeXbbKphosphodiesteraseKcatalyticKsitekKaKcomputationalKapproachK
forKtheKrationalKdesignKofKselectiveKinhibitorsYKChemicaldBiologydanddDrugdDesignWK2013WKicWKhbiXdb

2.9 24

181 ProtγukKaKdatabaseKandKduKwebKresourceKforKproteinKtKmutantsYKBMCdBioinformaticsWK2007WKiKSupplK
bWKSbb 3.6 24

180 siowepkKaKworkflowKenactmentKportalKforKbioinformaticsKapplicationsYKBMCdBioinformaticsWK2007WKiK
SupplKbWKSbj 3.6 24

179 γedicalKinformaticsKandKbioinformaticskKaKbibliometricKstudyYKIEEEdTransactionsdondInformationd
TechnologydindBiomedicineWK2007WKbbWKcdhXed 24

178 NetworkKdiffusionXbasedKanalysisKofKhighXthroughputKdataKforKtheKdetectionKofKdifferentiallyK
enrichedKmodulesYKScientificdReportsWK2016WKgWKdeieb 4.9 24

177 StaticKandKdynamicKinteractionsKbetweenKxrβαKenzymeKandKknownKinhibitorskKguidelinesKtoKdesignK
newKdrugsKforKgalactosemicKpatientsYKEuropeandJournaldofdMedicinaldChemistryWK2013WKgdWKecdXde 6.8 23

176 xridXenabledKhighXthroughputKinKsilicoKscreeningKagainstKinfluenzaKrKneuraminidaseYKIEEEd
TransactionsdondNanobioscienceWK2006WKfWKciiXjf 3.4 23

175 ReconstructingKnetworksKofKpathwaysKviaKsignificanceKanalysisKofKtheirKintersectionsYKBMCd
BioinformaticsWK2008WKjKSupplKeWKSj 3.6 22

174 rKdataKintegrationKapproachKforKcellKcycleKanalysisKorientedKtoKmodelKsimulationKinKsystemsKbiologyYK
BMCdSystemsdBiologyWK2007WKbWKdf 3.5 22

173 rKnovelKpolymorphismKinKSvβbβKconfersKsusceptibilityKtoKrlzheimerRsKdiseaseYKNeurosciencedLettersWK
2006WKdjiWKfdXi 3.3 22
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172 myγzRkKaKgenomeXwideKmicroRNrKtargetsKidentificationKandKannotationKtoolYKBriefingsdind
BioinformaticsWK2011WKbcWKfiiXgaa 13.4 21

171 VersionKVzKofKtheKvSTreeKdbkKanKimprovedKtoolKforKpeachKtranscriptomeKanalysisYKBMCdBioinformaticsWK
2008WKjKSupplKcWKSj 3.6 21

170 rSPuKSrrtificiallyKSelectedKProteinsZPeptidesKuatabaseTkKaKdatabaseKofKproteinsKandKpeptidesK
evolvedKinKvitroYKNucleicdAcidsdResearchWK2002WKdaWKcaaXc 20.1 21

169 βrVXsPzwseKisoformKmodulatesKeNOSKsignallingKthroughKtacVZPαtXalphaXdependentKmechanismYK
CardiovasculardResearchWK2017WKbbdWKhjfXiae 9.9 20

168 SNPrankerKcYakKaKgeneXcentricKdataKminingKtoolKforKdiseasesKassociatedKSNPKprioritizationKinKxWrSYK
BMCdBioinformaticsWK2013WKbeKSupplKbWKSj 3.6 20

167 StructuralKthermalKadaptationKofK˛†XtubulinsKfromKtheKrntarcticKpsychrophilicKprotozoanKvuplotesK
focardiiYKProteins:dStructurepdFunctiondanddBioinformaticsWK2012WKiaWKbbfeXgg 4.2 20

166 uataKhandlingKstrategiesKforKhighKthroughputKpyrosequencersYKBMCdBioinformaticsWK2007WKiKSupplKbWKScc 3.6 20

165 ProteinKannotationKasKtermKcategorizationKinKtheKgeneKontologyKusingKwordKproximityKnetworksYK
BMCdBioinformaticsWK2005WKgKSupplKbWKSca 3.6 20

164 UsingKwebXbasedKobservationsKtoKidentifyKthresholdsKofKaKpersonRsKstabilityKinKaKflowYKWaterd
ResourcesdResearchWK2016WKfcWKhhjdXhiaf 5.4 20

163 znKsilicoKsaturationKmutagenesisKandKdockingKscreeningKforKtheKanalysisKofKproteinXligandK
interactionkKtheKvndothelialKProteinKtKReceptorKcaseKstudyYKBMCdBioinformaticsWK2009WKbaKSupplKbcWKSd 3.6 19

162 γodellingKtheKinteractionKofKsteroidKreceptorsKwithKendocrineKdisruptingKchemicalsYKBMCd
BioinformaticsWK2005WKgKSupplKeWKSba 3.6 19

161 zntegratedKdatabasesKandKcomputerKsystemsKforKstudyingKeukaryoticKgeneKexpressionYK
BioinformaticsWK1999WKbfWKggjXig 7.2 19

160 βargeXscaleKprofilingKofKsignallingKpathwaysKrevealsKanKasthmaKspecificKsignatureKinKbronchialK
smoothKmuscleKcellsYKOncotargetWK2016WKhWKcfbfaXgb 3.3 19

159 rntarcticKmarineKciliatesKunderKstresskKsuperoxideKdismutasesKfromKtheKpsychrophilicKvuplotesK
focardiiKareKcoldXactiveKyetKheatKtolerantKenzymesYKScientificdReportsWK2018WKiWKbehcb 4.9 19

158 tloudKinfrastructuresKforKinKsilicoKdrugKdiscoverykKeconomicKandKpracticalKaspectsYKBioMeddResearchd
InternationalWK2013WKcabdWKbdiabc 3 18

157 TrendsKinKmodelingKsiomedicalKtomplexKSystemsYKBMCdBioinformaticsWK2009WKbaKSupplKbcWKzb 3.6 18

156 vukaryoticKpromoterKrecognitionKbyKbindingKsitesKforKtranscriptionKfactorsYKBioinformaticsWK1995WKbbWKehhXii7.2 18

155 wxwcKandKvxwKrreKRequiredKforKSelfXRenewalKandKOrganoidKwormationKofKtanineKNormalKandKTumorK
sreastKStemKtellsYKJournaldofdCellulardBiochemistryWK2017WKbbiWKfhaXfie 4.7 17

(2017-2011)
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154 NetworkKuiffusionXsasedKPrioritizationKofKrutismKRiskKxenesKzdentifiesKSignificantlyKtonnectedK
xeneKγodulesYKFrontiersdindGeneticsWK2017WKiWKbcj 4.5 17

153
torrelationKassessmentKamongKclinicalKphenotypesWKexpressionKanalysisKandKmolecularKmodelingKofK
beKnovelKvariationsKinKtheKhumanKgalactoseXbXphosphateKuridylyltransferaseKgeneYKHumandMutationWK
2012WKddWKbbahXbf

4.7 17

152 zmageXbasedKsurfaceKmatchingKalgorithmKorientedKtoKstructuralKbiologyYKIEEEsACMdTransactionsdond
ComputationaldBiologydanddBioinformaticsWK2011WKiWKbaaeXbg 3 17

151 VirtualKscreeningKpipelineKandKligandKmodellingKforKyfNbKneuraminidaseYKBiochemicaldandd
BiophysicaldResearchdCommunicationsWK2009WKdidWKeefXj 3.4 17

150 tomputationalKmodelingKofKtheKmetabolicKStatesKregulatedKbyKtheKkinaseKaktYKFrontiersdind
PhysiologyWK2012WKdWKebi 4.6 17

149
vxomeKsequencingKidentifiesKvariantsKinKtwoKgenesKencodingKtheKβzγXproteinsKNRrPKandKwyβbKinKanK
ztalianKpatientKwithKsrxdKmyofibrillarKmyopathyYKJournaldofdMuscledResearchdanddCelldMotilityWK2016WK
dhWKbabXbf

3.5 17

148 OchratoxinKrKasKpossibleKfactorKtriggingKautismKandKitsKmaleKprevalenceKviaKepigeneticKmechanismYK
NutritionaldNeuroscienceWK2016WKbjWKedXg 3.6 16

147 zdentificationKofKfunctionallyKrelatedKgenesKusingKdataKminingKandKdataKintegrationkKaKbreastKcancerK
caseKstudyYKBMCdBioinformaticsWK2009WKbaKSupplKbcWKSi 3.6 16

146 VirtualKscreeningKonKlargeKscaleKgridsYKParalleldComputingWK2007WKddWKcijXdab 1 16

145 ProteinXcodingKregionsKpredictionKcombiningKsimilarityKsearchesKandKconservativeKevolutionaryK
propertiesKofKproteinXcodingKsequencesYKGeneWK1999WKccgWKbcjXdh 3.8 16

144 SYγszOmaticskKsynergiesKinKγedicalKznformaticsKandKsioinformaticsXXexploringKcurrentKscientificK
literatureKforKemergingKtopicsYKBMCdBioinformaticsWK2007WKiKSupplKbWKSbi 3.6 15

143 yammingXtlusteringKmethodKforKsignalsKpredictionKinKfRKandKdRKregionsKofKeukaryoticKgenesYK
BioinformaticsWK1996WKbcWKdjjXeae 7.2 15

142 TheKxenomeKtonformationKrsKanKzntegratorKofKγultiXOmicKuatakKTheKvxampleKofKuamageK
SpreadingKinKtancerYKFrontiersdindGeneticsWK2016WKhWKbje 4.5 15

141 rssociationKrnalysisKofKNoncodingKVariantsKinKNeuroliginsKdKandKeXKxenesKwithKrutismKSpectrumK
uisorderKinKanKztalianKtohortYKInternationaldJournaldofdMoleculardSciencesWK2016WKbhWK 6.3 15

140 iSmaRTkKaKtoolkitKforKaKcomprehensiveKanalysisKofKsmallKRNrXSeqKdataYKBioinformaticsWK2017WKddWKjdiXjea 7.2 14

139 VzSPrckKaKscalableKpipelineKforKhighXthroughputKidentificationKandKannotationKofKvectorKintegrationK
sitesYKBMCdBioinformaticsWK2017WKbiWKfca 3.6 14

138 StochasticKneutralKmodellingKofKtheKxutKγicrobiotaRsKrelativeKspeciesKabundanceKfromKnextK
generationKsequencingKdataYKBMCdBioinformaticsWK2016WKbhKSupplKcWKbg 3.6 14

137 NetworkXbasedKanalysisKofKomicsKwithKmultiXobjectiveKoptimizationYKMoleculardBioSystemsWK2013WKjWKcjhbXia 14
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136 βiteratureKretrievalKandKminingKinKbioinformaticskKstateKofKtheKartKandKchallengesYKAdvancesdind
BioinformaticsWK2012WKcabcWKfhdieg 5.5 14

135 SNPβimskKaKdataKmanagementKsystemKforKgenomeKwideKassociationKstudiesYKBMCdBioinformaticsWK
2008WKjKSupplKcWKSbd 3.6 14

134 rKhybridKgeneticXneuralKsystemKforKpredictingKproteinKsecondaryKstructureYKBMCdBioinformaticsWK
2005WKgKSupplKeWKSd 3.6 14

133 tharacterizationKandKfineKlocalizationKofKtwoKnewKgenesKinKXqciKusingKtheKgenomicKsequenceZvSTK
databaseKscreeningKapproachYKGenomicsWK1996WKdeWKdcdXh 4.3 14

132 rKnovelKmolecularKdynamicsKapproachKtoKevaluateKtheKeffectKofKphosphorylationKonKmultimericK
proteinKinterfacekKtheK˛–sXtrystallinKcaseKstudyYKBMCdBioinformaticsWK2016WKbhKSupplKeWKfh 3.6 13

131 rKrareKgeneticKvariantKofKsPzwseKpredisposesKtoKhighKbloodKpressureKviaKimpairmentKofKnitricKoxideK
signalingYKScientificdReportsWK2017WKhWKjhag 4.9 13

130 SegmentingKtheKyumanKxenomeKintoKzsochoresYKEvolutionarydBioinformaticsWK2015WKbbWKcfdXgb 1.9 13

129 tYtβONvTXXanKintegratedKdatabaseKonKcellKcycleKregulationKandKcarcinogenesisYKNucleicdAcidsd
ResearchWK2007WKdfWKuffaXg 20.1 13

128 rKsentenceKslidingKwindowKapproachKtoKextractKproteinKannotationsKfromKbiomedicalKarticlesYKBMCd
BioinformaticsWK2005WKgKSupplKbWKSbj 3.6 13

127 WebKservicesKandKworkflowKmanagementKforKbiologicalKresourcesYKBMCdBioinformaticsWK2005WKgK
SupplKeWKSce 3.6 13

126
ytVKNSdKsequencingKasKaKreliableKandKclinicallyKusefulKtoolKforKtheKassessmentKofKgenotypeKandK
resistanceKmutationsKforKclinicalKsamplesKwithKdifferentKytVXRNrKlevelsYKJournaldofdAntimicrobiald
ChemotherapyWK2016WKhbWKhdjXfa

5.1 12

125 zsusitekKaKxalaxyXinteractingWKintegrativeKdatabaseKforKsupportingKinflammatoryKbowelKdiseaseKhighK
throughputKdataKanalysisYKBMCdBioinformaticsWK2012WKbdKSupplKbeWKSf 3.6 12

124 NanoinformaticskKdevelopingKnewKcomputingKapplicationsKforKnanomedicineYKComputingd
lViennasNewdYorkmWK2012WKjeWKfcbXfdj 2.2 12

123
yumanKarylXhydrocarbonKreceptorKandKitsKinteractionKwithKdioxinKandKphysiologicalKligandsK
investigatedKbyKmolecularKmodellingKandKdockingKsimulationsYKBiochemicaldanddBiophysicaldResearchd
CommunicationsWK2011WKebdWKbhgXib

3.4 12

122 rnKagentXbasedKmultilayerKarchitectureKforKbioinformaticsKgridsYKIEEEdTransactionsdond
NanobioscienceWK2007WKgWKbecXi 3.4 12

121 tomputationalKanalysisKofKmutationKspectraYKBriefingsdindBioinformaticsWK2003WKeWKcbaXch 13.4 12

120 rnKinfrastructureKforKprecisionKmedicineKthroughKanalysisKofKbigKdataYKBMCdBioinformaticsWK2018WKbjWKdfb 3.6 12

119 rKdiethylpyrocarbonateXbasedKderivatizationKmethodKforKtheKβtXγSZγSKmeasurementKofKplasmaK
arginineKandKitsKchemicallyKrelatedKmetabolitesKandKanalogsYKClinicadChimicadActaWK2019WKejcWKcjXdg 6.2 11

(2019-2012)
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118
SpeedingKUpKtheKzdentificationKofKtysticKwibrosisKTransmembraneKtonductanceKRegulatorXTargetedK
urugskKrnKrpproachKsasedKonKsioinformaticsKStrategiesKandKSurfaceKPlasmonKResonanceYKMolecules
WK2018WKcdWK

4.8 11

117 rKsingleKaminoKacidKsubstitutionKconfersKsXcellKclonogenicKactivityKtoKtheKyzVXbKmatrixKproteinKpbhYK
ScientificdReportsWK2017WKhWKgfff 4.9 11

116 RNrXxeneratedKandKxeneXvditedKznducedKPluripotentKStemKtellsKforKuiseaseKγodelingKandK
TherapyYKJournaldofdCellulardPhysiologyWK2017WKcdcWKbcgcXbcgj 7 11

115 tUurXquicksortkKanKimprovedKxPUXbasedKimplementationKofKquicksortYKConcurrencydComputationd
PracticedanddExperienceWK2016WKciWKcbXed 1.4 11

114 yowKcomputerKscienceKcanKhelpKinKunderstandingKtheKduKgenomeKarchitectureYKBriefingsdind
BioinformaticsWK2016WKbhWKhddXee 13.4 10

113 xenomeXbasedKanalysisKforKtheKidentificationKofKgenesKinvolvedKinKoXxyleneKdegradationKinK
RhodococcusKopacusKRhYKBMCdGenomicsWK2018WKbjWKfih 4.5 10

112 TheKroleKofKextracellularKmatrixKinKmouseKandKhumanKcornealKneovascularizationYKScientificdReportsWK
2019WKjWKbechc 4.9 10

111 vxploringKtheKroleKofKtheKphospholipidKligandKinKendothelialKproteinKtKreceptorkKaKmolecularK
dynamicsKstudyYKProteins:dStructurepdFunctiondanddBioinformaticsWK2010WKhiWKcghjXja 4.2 10

110 OntologyXbasedWKTissueKγicrorrrayKorientedWKimageKcenteredKtissueKbankYKBMCdBioinformaticsWK2008
WKjKSupplKeWKSe 3.6 10

109 TheKcellKcycleKuskKaKsystemsKbiologyKapproachKtoKcellKcycleKanalysisYKNucleicdAcidsdResearchWK2008WKdgWKugebXf20.1 10

108 PredictionKandKphylogeneticKanalysisKofKmammalianKshortKinterspersedKelementsKSSzNvsTYKBriefingsd
indBioinformaticsWK2000WKbWKcgaXhe 13.4 10

107 PredictionKofKyumanKxeneKStructureK1998WKcbfXcfj 10

106 yeparinKandKheparanKsulfateKproteoglycansKpromoteKyzVXbKpbhKmatrixKproteinKoligomerizationkK
computationalWKbiochemicalKandKbiologicalKimplicationsYKScientificdReportsWK2019WKjWKbfhgi 4.9 10

105 rKgridKportalKwithKrobotKcertificatesKforKbioinformaticsKphylogeneticKanalysesYKConcurrencyd
ComputationdPracticedanddExperienceWK2011WKcdWKcegXcff 1.4 9

104 rKStandardsKOrganizationKforKOpenKandKwrzRKNeurosciencekKtheKznternationalKNeuroinformaticsK
toordinatingKwacilityYKNeuroinformaticsWK2021WKb 3.2 9

103 zntegratingKmultiXomicKfeaturesKexploitingKthromosomeKtonformationKtaptureKdataYKFrontiersdind
GeneticsWK2015WKgWKea 4.5 8

102 xenomeKSequenceKofKRhodococcusKopacusKStrainKRhWKaKsiodegraderKofKγonoXKandKPolycyclicK
rromaticKyydrocarbonsYKGenomedAnnouncementsWK2014WKcWK 8

101 TheKxvNzUSKxridKPortalKandKrobotKcertificateskKaKnewKtoolKforKeXScienceYKBMCdBioinformaticsWK2009WK
baKSupplKgWKScb 3.6 8
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100 γodelingKtheKcellKcyclekKfromKdeterministicKmodelsKtoKhybridKsystemsYKBioSystemsWK2011WKbafWKdeXea 1.9 8

99 vSTuberKdbkKanKonlineKdatabaseKforKTuberKborchiiKvSTKsequencesYKBMCdBioinformaticsWK2007WKiKSupplK
bWKSbd 3.6 8

98 xeneKstructureKpredictionKusingKinformationKonKhomologousKproteinKsequenceYKBioinformaticsWK
1996WKbcWKbgbXha 7.2 8

97 uiffusionKofKinformationKthroughoutKtheKhostKinteractomeKrevealsKgeneKexpressionKvariationsKinK
networkKproximityKtoKtargetKproteinsKofKhepatitisKtKvirusYKPLoSdONEWK2014WKjWKebbdgga 3.7 8

96 ProfilingKtheKtourseKofKResolvingKvsYKPersistentKznflammationKinKyumanKγonocyteskKTheKRoleKofKzβXbK
wamilyKγoleculesYKFrontiersdindImmunologyWK2020WKbbWKbecg 8.4 8

95 wurtherKznsightsKinKtheKsindingKγodeKofKSelectiveKznhibitorsKtoKyumanKPuveuKvnzymeKtombiningK
uockingKandKγolecularKuynamicsYKMoleculardInformaticsWK2016WKdfWKdgjXib 3.8 8

94 ParallelKsolutionsKforKvoxelXbasedKsimulationsKofKreactionXdiffusionKsystemsYKBioMeddResearchd
InternationalWK2014WKcabeWKjiafab 3 7

93 xenomeKSequenceKofKRhodococcusKspYKStrainKstPbWKaKsiodegraderKofKrlkanesKandKthlorinatedK
tompoundsYKGenomedAnnouncementsWK2013WKbWK 7

92 xvNVzvWvRkKrKtOγPUTzNxKTOOβKwORKPROTvzNXtOuzNxKRvxzONSKPRvuztTzONKzNKNUtβvOTzuvK
SvQUvNtvSK1993WK 7

91 siomedicalKapplicationsKofKcyclotronsKandKreviewKofKcommerciallyKavailableKmodelsYKJournaldofd
MedicaldEngineeringdanddTechnologyWK1987WKbbWKbggXhg 1.8 7

90 slockadeKofKzxwcRKimprovesKmuscleKregenerationKandKamelioratesKuuchenneKmuscularKdystrophyYK
EMBOdMoleculardMedicineWK2020WKbcWKebbabj 12 7

89 RemovingKduplicateKreadsKusingKgraphicsKprocessingKunitsYKBMCdBioinformaticsWK2016WKbhWKdeg 3.6 6

88 xXtNVkKrKxPUXsasedKToolKforKPreparingKuataKtoKuetectKtNVsKwithKReadXuepthKγethodsYKFrontiersd
indBioengineeringdanddBiotechnologyWK2015WKdWKci 5.8 6

87 OntologyXorientedKretrievalKofKputativeKmicroRNrsKinKVitisKviniferaKviaKxrapeγiRNrkKaKwebK
databaseKofKdeKnovoKpredictedKgrapeKmicroRNrsYKBMCdPlantdBiologyWK2009WKjWKic 5.3 6

86 OverlappingKgenesKmayKcontrolKreprogrammingKofKmouseKsomaticKcellsKintoKinducedKpluripotentK
stemKcellsKSiPStsTKandKbreastKcancerKstemKcellsYKIndSilicodBiologyWK2010WKbaWKcahXcb 2 6

85 SzTvVzuvOkKaKcomputerKsystemKforKfunctionalKsiteKanalysisKandKrecognitionYKznvestigationKofKtheK
humanKspliceKsitesYKBioinformaticsWK1993WKjWKgbhXch 7.2 6

84 sayesianKPhylogenyKonKxridYKCommunicationsdindComputerdanddInformationdScienceWK2008WKeaeXebg 0.3 6

83 NetworkKuiffusionKPromotesKtheKzntegrativeKrnalysisKofKγultipleKOmicsYKFrontiersdindGeneticsWK2020WK
bbWKbag 4.5 5

(2020-2011)
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82 γolecularKremodelingKofKpotassiumKchannelsKinKfibroblastsKfromKcentenarianskKaKmarkerKofK
longevitypYKMechanismsdofdAgeingdanddDevelopmentWK2010WKbdbWKgheXib 5.6 5

81 vvaluationKofKaKgridKbasedKmolecularKdynamicsKapproachKforKpolypeptideKsimulationsYKIEEEd
TransactionsdondNanobioscienceWK2007WKgWKccjXde 3.4 5

80
NvTWORαSKwROγKxvNvKvXPRvSSzONKTzγvKSvRzvSkKtyrRrtTvRzZrTzONKOwKtORRvβrTzONK
PrTTvRNSYKInternationaldJournaldofdBifurcationdanddChaosdindApplieddSciencesdanddEngineeringWK2007WK
bhWKcehhXceid

2 5

79 QuantitativeKradionuclideKangiocardiographyKusingKgoldXbjfmYKAmericandJournaldofdCardiologyWK
1984WKfdWKbeecXg 3 5

78
vxploitationKofKaKnovelKbiosensorKbasedKonKtheKfullXlengthKhumanKwfaidelXtwTRKwithKcomputationalK
studiesWKbiochemicalKandKbiologicalKassaysKforKtheKcharacterizationKofKaKnewKβumacaftorZTezacaftorK
analogueYKSensorsdanddActuatorsdB:dChemicalWK2019WKdabWKbchbdb

8.5 4

77
γolecularKdynamicsKandKdockingKsimulationKofKaKnaturalKvariantKofKrctivatedKProteinKtKwithK
impairedKproteaseKactivitykKimplicationsKforKintegrinXmediatedKantisepticKfunctionYKJournaldofd
BiomoleculardStructuredanddDynamicsWK2015WKddWKifXjc

3.6 4

76 TubulinKfoldingkKtheKspecialKcaseKofKaKbetaXtubulinKisotypeKfromKtheKrntarcticKpsychrophilicKciliateK
vuplotesKfocardiiYKPolardBiologyWK2013WKdgWKbiddXbidi 2 4

75 xuidelinesKforKmanagingKdataKandKprocessesKinKboneKandKcartilageKtissueKengineeringYKBMCd
BioinformaticsWK2014WKbfKSupplKbWKSbe 3.6 4

74 StochasticKSimulationsKonKaKxridKwrameworkKforKParameterKSweepKrpplicationsKinKsiologicalKγodelsK
2009WK 4

73 SequenceKandKgeneKcontentKinKdfKkbKgenomicKcloneKmappingKinKtheKhumanKXqchYbKregionYKDNAd
SequenceWK1997WKiWKbXbf 4

72 zmagesKsasedKSystemKforKSurfaceKγatchingKinKγacromolecularKScreeningK2008WK 4

71 TranscriptomicKrnalysisKofKRhKxrownKonKXXyleneKbyKRNrXSeqYKFrontiersdindMicrobiologyWK2020WKbbWKbiai 5.7 4

70 SPzRvWKaKmodularKpipelineKforKeQTβKanalysisKofKRNrXSeqKdataWKrevealsKaKregulatoryKhotspotK
controllingKmiRNrKexpressionKinKtYKelegansYKMoleculardBioSystemsWK2016WKbcWKdeehXdefi 4

69 ismakKanKRKpackageKforKtheKintegrativeKanalysisKofKmutationsKdetectedKbyKmultipleKpipelinesYKBMCd
BioinformaticsWK2019WKcaWKbah 3.6 3

68 NetworkXsasedKzntegrativeKrnalysisKofKxenomicsWKvpigenomicsKandKTranscriptomicsKinKrutismK
SpectrumKuisordersYKInternationaldJournaldofdMoleculardSciencesWK2019WKcaWK 6.3 3

67 xeneKrelevanceKbasedKonKmultipleKevidencesKinKcomplexKnetworksYKBioinformaticsWK2020WKdgWKigfXihb 7.2 3

66 NuthartXzzkKTheKroadKtoKaKfastKandKscalableKtoolKforKyiXtKdataKanalysisYKInternationaldJournaldofdHighd
PerformancedComputingdApplicationsWK2017WKdbWKbjgXcbb 1.8 3

65 ParallelKvxplorationKofKtheKNuclearKthromosomeKtonformationKwithKNuthartXzzK2015WK 3
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64 tUurKacceleratedKmolecularKsurfaceKgenerationYKConcurrencydComputationdPracticedanddExperienceWK
2014WKcgWKbibjXbidb 1.4 3

63 rKtoolKforKmappingKSingleKNucleotideKPolymorphismsKusingKxraphicsKProcessingKUnitsYKBMCd
BioinformaticsWK2014WKbfKSupplKbWKSba 3.6 3

62 SNPRankerkKaKtoolKforKidentificationKandKscoringKofKSNPsKassociatedKtoKtargetKgenesYKJournaldofd
IntegrativedBioinformaticsWK2010WKhWKddbXdef 3.8 3

61 rKparallelKproteinKsurfaceKreconstructionKsystemYKInternationaldJournaldofdBioinformaticsdResearchd
anddApplicationsWK2008WKeWKccbXdj 0.9 3

60 rKfastKjobKschedulingKsystemKforKaKwideKrangeKofKbioinformaticKapplicationsYKIEEEdTransactionsdond
NanobioscienceWK2007WKgWKbejXfe 3.4 3

59 yighKperformanceKcuNrKsequenceKanalysisKusingKgridKtechnologyYKJournaldofdParalleldanddDistributedd
ComputingWK2006WKggWKbeicXbeii 4.4 3

58 vSTγrPkKaKsystemKforKexpressedKsequenceKtagsKmappingKonKgenomicKsequencesYKIEEEdTransactionsd
ondNanobioscienceWK2003WKcWKhfXi 3.4 3

57 OverviewKofKszTScaafWKtheKSecondKrnnualKγeetingKofKtheKztalianKsioinformaticsKSocietyYKBMCd
BioinformaticsWK2005WKgWKSb 3.6 3

56 yighKperformanceKworkflowKimplementationKforKproteinKsurfaceKcharacterizationKusingKgridK
technologyYKBMCdBioinformaticsWK2005WKgKSupplKeWKSbj 3.6 3

55 xPUXsSγkKaKxPUXbasedKtoolKtoKmapKbisulfiteXtreatedKreadsYKPLoSdONEWK2014WKjWKejhchh 3.7 3

54 γodellingKSpatialKyeterogeneityKandKγacromolecularKtrowdingKwithKγembraneKSystemsYKLectured
NotesdindComputerdScienceWK2010WKcifXdae 0.9 3

53 xridKtomputingKforKSensitivityKrnalysisKofKStochasticKsiologicalKγodelsYKLecturedNotesdindComputerd
ScienceWK2011WKgcXhd 0.9 3

52 sxslastkKaKsβrSTKgridKimplementationKwithKdatabaseKselfXupdatingKandKadaptiveKreplicationYK
StudiesdindHealthdTechnologydanddInformaticsWK2007WKbcgWKcdXda 0.5 3

51 NuchaRtkKvmbeddingKyighXβevelKParallelKtomputingKinKRKforKrugmentedKyiXtKuataKrnalysisYKLectured
NotesdindComputerdScienceWK2016WKcfjXchc 0.9 2

50 ˛‡XTRzSkKaKgraphXalgorithmKforKcomprehensiveKidentificationKofKvectorKgenomicKinsertionKsitesYK
BioinformaticsWK2020WKdgWKbgccXbgce 7.2 2

49 OntologyXbasedKresourcesKforKbioinformaticsKanalysisYKInternationaldJournaldofdMetadatapdSemanticsd
anddOntologiesWK2011WKgWKdf 0.6 2

48 xridKsasedKxenomeKWideKStudiesKonKrtrialKwlutterYKJournaldofdGriddComputingWK2010WKiWKfbbXfch 4.2 2

47 SemiXautomaticKidentificationKofKpunchingKareasKforKtissueKmicroarrayKbuildingkKtheKtubularKbreastK
cancerKpilotKstudyYKBMCdBioinformaticsWK2010WKbbWKfgg 3.6 2

(2010-2014)
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46 zdentificationKofKaKUhsnRNrKhomologueKmappingKtoKtheKhumanKXqchYbKregionWKbetweenKtheK
uXSbcdcKandKuXSbbjKlociYKGeneWK1997WKbihWKccbXe 3.8 2

45 TγrinspectWKanKvxvvKwrameworkKforKTissueKγicrorrrayKzmageKyandlingK2008WK 2

44 xridKmethodologyKforKidentifyingKcoXregulatedKgenesKandKtranscriptionKfactorKbindingKsitesYKIEEEd
TransactionsdondNanobioscienceWK2007WKgWKbgcXh 3.4 2

43 γolecularKProbeKuataKsaseKSγPusTYKNucleicdAcidsdResearchWK1998WKcgWKbefXh 20.1 2

42 sioinformaticsKapproachKforKdataKmanagementKaboutKboneKcellsKgrownKonKsubstituteKmaterialsYK
EMBnetdJournalWK2012WKbiWKbei 2.3 2

41 yPtKrnalysisKofKγultipleKsindingKSitesKtommunicationKandKrllostericKγodulationsKinKurugKuesignkK
TheKySPKtaseKStudyYKCurrentdDrugdTargetsWK2016WKbhWKbgbaXbgcf 3 2

40 rKNovelKVariantKofKPKSystemsKforKtheKγodellingKandKSimulationKofKsiochemicalKSystemsYKLectured
NotesdindComputerdScienceWK2010WKcbaXccg 0.9 2

39 yighKperformanceKxRzuKbasedKimplementationKforKgenomicsKandKproteinKanalysisYKStudiesdindHealthd
TechnologydanddInformaticsWK2006WKbcaWKdheXia 0.5 2

38 TissueKγicrorrraykKaKdistributedKxridKapproachKforKimageKanalysisYKStudiesdindHealthdTechnologydandd
InformaticsWK2007WKbcgWKcjbXi 0.5 2

37 SNPRankerkKaKtoolKforKidentificationKandKscoringKofKSNPsKassociatedKtoKtargetKgenesYKJournaldofd
IntegrativedBioinformaticsWK2010WKhWK 3.8 2

36 βowXPowerKrrchitecturesKforKmiRNrXTargetKxenomeKWideKrnalysisK2017WK 1

35 rssessmentKofKhaptoglobinKallelesKinKautismKspectrumKdisordersYKScientificdReportsWK2020WKbaWKhhfi 4.9 1

34 wrailnessKandKresilienceKofKgeneKnetworksKpredictedKbyKdetectionKofKcoXoccurringKmutationsKviaKaK
stochasticKperturbativeKapproachYKScientificdReportsWK2020WKbaWKcged 4.9 1

33 TheKWNoueSKtloudKVirtualizationKwrameworkkKrKγacromolecularKSurfaceKrnalysisKrpplicationKtaseK
StudyK2014WK 1

32 PYcYaYaagKrgomelatineKandKfluoxetineKinduceKdifferentKandKtimeXdependentKmodulationKofKratK
hippocampalKmiRNomeYKEuropeandNeuropsychopharmacologyWK2014WKceWKSdge 1.2 1

31 SensitivityKanalysisKforKstudyingKtheKrelationKbetweenKbiochemicalKreactionsKandKmetabolicK
phenotypesYKJournaldofdBioinformaticsdanddComputationaldBiologyWK2013WKbbWKbdeaaac 1 1

30 rKuynamicKParallelKrpproachKtoKRecognizeKTubularKsreastKtancerKforKTγrKzmageKsuildingK2010WK 1

29 TheKyumanKvSTKOntologyKvxplorerkKaKtissueXorientedKvisualizationKsystemKforKontologiesK
distributionKinKhumanKvSTKcollectionsYKBMCdBioinformaticsWK2009WKbaKSupplKbcWKSc 3.6 1
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28 ParallelizationKofKtheKSSrαvKxenomicsKrpplicationK2011WK 1

27 ParallelKuecompositionKofKduKSurfacesKinKzmagesKofKβocalKuescriptorsKforKγolecularKScreeningK2009WK 1

26 K2008WK 1

25 RepresentationKandKmodelingKofKproteinKsurfaceKdeterminantsYKIEEEdTransactionsdondNanobioscience
WK2005WKeWKdabXf 3.4 1

24 γultipleKalignmentKthroughKproteinKsecondaryXstructureKinformationYKIEEEdTransactionsdond
NanobioscienceWK2005WKeWKcahXbb 3.4 1

23 NetworkKintegrationKofKdataKandKanalysisKofKoncologyKinterestYKJournaldofdIntegrativedBioinformaticsWK
2006WKdWKefXff 3.8 1

22 uataKbankKhomologyKsearchKalgorithmKwithKlinearKcomputationKcomplexityYKBioinformaticsWK1994WK
baWKdbjXcc 7.2 1

21 wastWKstatisticallyKbasedKalignmentKofKaminoKacidKsequencesKonKtheKbaseKofKdiagonalKfragmentsKofK
uOTXmatricesYKBioinformaticsWK1992WKiWKfcjXde 7.2 1

20 tonceptXbasedKindexingKandKretrievalKofKmultimediaKdocumentsYKJournaldofdInformationdScienceWK
1994WKcaWKbifXbjg 2 1

19 γultiXβevelKuataKzntegrationKandKuataKγiningKinKSystemsKsiologyK2009WKehgXejg 1

18 xridXvnabledKyighKThroughputKVirtualKScreeningK2007WKefXfj 1

17 SolvingKsiclusteringKwithKaKxRrSPXβikeKγetaheuristickKTwoKtaseXStudiesKonKxeneKvxpressionK
rnalysisYKLecturedNotesdindComputerdScienceWK2012WKcfdXcgh 0.9 1

16 OntologicalKvnrichmentKofKtheKxenesXtoXSystemsKsreastKtancerKuatabaseYKCommunicationsdind
ComputerdanddInformationdScienceWK2009WKbhbXbic 0.3 1

15 tomplexKSearchWKRanksWKandKsiologicalKuiscoverykKrKUserâ��sKPerspectiveYKLecturedNotesdindComputerd
ScienceWK2011WKccgXcdf 0.9 1

14 wunctionalKxenomicsKrpplicationsKinKxRzuK2012WKijjXjbh 1

13 tharacterizationKandKcomparisonKofKgeneXcenteredKhumanKinteractomesYKBriefingsdindBioinformaticsWK
2021WKccWK 13.4 1

12 rKγachineKβearningKrpproachKforKtheKzntegrationKofKmiRNrXTargetKPredictionsK2016WK 1

11 γicroRNrXTargetKznteractionkKrKParallelKrpproachKforKtomputingKPairingKvnergyK2016WK 1

(2016-2011)
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10 rKScalableKxeneticKProgrammingKrpproachKtoKzntegrateKmiRNrXTargetKPredictionskKtomparingK
uifferentKParallelKzmplementationsKofKγdxPYKComplexityWK2018WKcabiWKbXbd 1.6 1

9 ParameterKestimationKforKcellKcycleKordinaryKdifferentialKequationKSOuvTKmodelsKusingKaKgridK
approachYKStudiesdindHealthdTechnologydanddInformaticsWK2007WKbcgWKjdXbac 0.5 1

8 zNwNWKzTKtheKxvNzUSKgridKportalKandKtheKrobotKcertificatesKtoKperformKphylogeneticKanalysisKonKlargeK
scalekKaKsuccessKstoryKfromKtheKznternationalKβzszKprojectK2010WKbbjXbda

7 γodelingKsiochemicalKPathwaysK2011WKbbbXbcg

6 γiningKtheKbovineKgenomeKwithKtheKMsovineKSNPKRetrieverMYKJournaldofdHeredityWK2008WKjjWKgjgXi 2.4

5 UsingKSecondaryKStructureKznformationKtoKPerformKγultipleKrlignmentYKLecturedNotesdindComputerd
ScienceWK2005WKhiXii 0.9

4 NuthartXzzkKrKxraphXsasedKrpproachKforKrnalysisKandKznterpretationKofKyiXtKuataYKLecturedNotesdind
ComputerdScienceWK2015WKcjiXdbb 0.9

3 rKVisualizationKToolαitKsasedKrpplicationKforKRepresentingKγacromolecularKSurfacesYKLecturedNotesd
indComputerdScienceWK2009WKcieXcjc 0.9

2 PopulationKStratificationKrnalysisKinKxenomeXWideKrssociationKStudiesK2011WKbhhXbjg

1 tomplexKSystemK2013WKefgXefg
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