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i Paper IF Citations

173 snLinteractiveLviralLgenomeLevolutionLnetworkLanalysisLsystemLenablingLrapidLlargeYscaleLmolecularL
tracingLofLSsRSYuoVYdZZLScienceiBulletinXL2022XL 10.6 1

172
SpatialLMultiomicsLsnalysisLRevealsLOnlyLMinorLyeneticLandLwpigeneticLuhangesLinLzumanLLiverL
uancerLStemYLikeLuellsLuomparedLWithLOtherLTumorLParenchymalLuellsZZLFrontiersiiniCelliandi
DevelopmentaliBiologyXL2022XLcbXLjcbhji

5.7 1

171 sssociationsLofLerythrocyteLpolyunsaturatedLfattyLacidsLwithLincidenceLofLstrokeLandLstrokeLtypesL
inLadultLuhineselLaLprospectiveLstudyLofLoverLjbbbLindividualsZZLEuropeaniJournaliofiNutritionXL2022XLc 5.2

170
IntegratedLgenomicLandLtranscriptomicLanalysisLrevealsLuniqueLcharacteristicsLofLhepaticL
metastasesLandLproYmetastaticLroleLofLcomplementLucqLinLpancreaticLductalLadenocarcinomaZL
GenomeiBiologyXL2021XLddXLf

18.3 6

169 IdentifyingLKeyLyenesLforLNasopharyngealLuarcinomaLbyLPrioritizedLuonsensusLvifferentiallyL
wxpressedLyenesLuausedLbyLsberrantLMethylationZLJournaliofiCancerXL2021XLcdXLjifYjjf 4.5 2

168 IntegrativeLsnalysisLIdentifiedLaLhYmiRNsLPrognosticLSignatureLinLNasopharyngealLuarcinomaZL
FrontiersiiniCelliandiDevelopmentaliBiologyXL2021XLkXLhhccbg 5.7

167 LargeYscaleLpharmacogenomicLstudiesLandLdrugLresponseLpredictionLforLpersonalizedLcancerL
medicineZLJournaliofiGeneticsiandiGenomicsXL2021XLfjXLgfbYggc 4 4

166 OptimizationLofLuYtoYyLbaseLeditorsLwithLsequenceLcontextLpreferenceLpredictableLbyLmachineL
learningLmethodsZLNatureiCommunicationsXL2021XLcdXLfkbd 17.4 5

165 wffectsLofLgutLmicrobiotaLandLfattyLacidLmetabolismLonLdyslipidemiaLfollowingLweightYlossLdietsLinL
womenlLResultsLfromLaLrandomizedLcontrolledLtrialZLClinicaliNutritionXL2021XLfbXLggccYggdb 5.9 0

164 SingleYcellLRNsLsequencingLofLperipheralLbloodLmononuclearLcellsLfromLacuteLKawasakiLdiseaseL
patientsZLNatureiCommunicationsXL2021XLcdXLgfff 17.4 8

163 ImprovingLtheLgenomeLassemblyLofLrabbitsLwithLlongYreadLsequencingZLGenomicsXL2021XLcceXLedchYedde 4.3 0

162 sLrationallyLengineeredLcytosineLbaseLeditorLretainsLhighLonYtargetLactivityLwhileLreducingLbothL
vNsLandLRNsLoffYtargetLeffectsZLNatureiMethodsXL2020XLciXLhbbYhbf 21.6 47

161 TheLselfYorganizationLmodelLrevealsLsystematicLcharacteristicsLofLagingZLTheoreticaliBiologyiandi
MedicaliModellingXL2020XLciXLf 2.3 0

160 TheLacceleratedLagingLmodelLrevealsLcriticalLmechanismsLofLlateYonsetLParkinsonSsLdiseaseZLBioDatai
MiningXL2020XLceXLf 4.3 2

159 MKRNeLregulatesLtheLepigeneticLswitchLofLmammalianLpubertyLviaLubiquitinationLofLMtveZL
NationaliScienceiReviewXL2020XLiXLhicYhjg 10.8 18

158 WholeYgenomeLsequencingLofLcdjLcamelsLacrossLssiaLrevealsLoriginLandLmigrationLofLdomesticL
tactrianLcamelsZLCommunicationsiBiologyXL2020XLeXLc 6.7 215

157 uomparisonLofLimmuneLprofilesLbetweenLhepatocellularLcarcinomaLsubtypesZLBiophysicsiReportsXL
2020XLhXLckYed 3.5 1
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156 PhenoModifierlLaLgeneticLmodifierLdatabaseLforLelucidatingLtheLgeneticLbasisLofLhumanLphenotypicL
variationZLNucleiciAcidsiResearchXL2020XLfjXLvkiiYvkjd 20.1 7

155 IntegrativeLanalysisLrevealsLnovelLdriverLgenesLandLmolecularLsubclassesLofLhepatocellularL
carcinomaZLAgingXL2020XLcdXLdejfkYdejic 5.6 5

154 KinaseYsubstrateLwdgeLtiomarkersLProvideLaLMoreLsccurateLPrognosticLPredictionLinLwRYnegativeL
treastLuancerZLGenomicsyiProteomicsiandiBioinformaticsXL2020XLcjXLgdgYgej 6.5

153 yenomeLassemblyLandLtranscriptomeLanalysisLprovideLinsightsLintoLtheLantischistosomeLmechanismL
ofLMicrotusLfortisZLJournaliofiGeneticsiandiGenomicsXL2020XLfiXLifeYigg 4 0

152 uhromosomeYlevelLassemblyLofLwildLtactrianLcamelLgenomeLrevealsLorganizationLofLimmuneLgeneL
lociZLMoleculariEcologyiResourcesXL2020XLdbXLiib 8.4 11

151 yOTIXLaLmethodLtoLidentifyLgenomeYwideLoffYtargetLeffectsLofLgenomeLeditingLinLmouseLembryosZL
NatureiProtocolsXL2020XLcgXLebbkYebdk 18.8 11

150 yeneLdysregulationLanalysisLbuildsLaLmechanisticLsignatureLforLprognosisLandLtherapeuticLbenefitLinL
colorectalLcancerZLJournaliofiMoleculariCelliBiologyXL2020XLcdXLjjcYjke 6.3 0

149 PanYuancerLsnalysisLofLzeadYtoYzeadLyeneLPairsLinLTermsLofLTranscriptionalLsctivityXLuoYexpressionL
andLRegulationZLFrontiersiiniGeneticsXL2020XLccXLghbkki 4.5 3

148 RapidLevolutionLofLaLretroYtransposableLhotspotLofLovineLgenomeLunderliesLtheLalterationLofLtMPdL
expressionLandLdevelopmentLofLfatLtailsZLBMCiGenomicsXL2019XLdbXLdhc 4.5 14

147 uytosineLbaseLeditorLgeneratesLsubstantialLoffYtargetLsingleYnucleotideLvariantsLinLmouseLembryosZL
ScienceXL2019XLehfXLdjkYdkd 33.3 381

146 sLPharmacogenomicLLandscapeLinLzumanLLiverLuancersZLCanceriCellXL2019XLehXLcikYckeZecc 24.3 66

145 OffYtargetLRNsLmutationLinducedLbyLvNsLbaseLeditingLandLitsLeliminationLbyLmutagenesisZLNatureXL
2019XLgicXLdigYdij 50.4 207

144 sLzomeostaticLsridcaYvependentLPermissiveLuhromatinLStateLLicensesLzepatocyteL
ResponsivenessLtoLLiverYInjuryYsssociatedLYsPLSignalingZLCelliStemiCellXL2019XLdgXLgfYhjZeg 18 42

143 ReconstructionLofLkidneyLrenalLclearLcellLcarcinomaLevolutionLacrossLpathologicalLstagesZLScientifici
ReportsXL2018XLjXLeeek 4.9 2

142 SystematicLidentificationLofLrabbitLLncRNssLrevealsLfunctionalLrolesLinLatherosclerosisZLBiochimicai
EtiBiophysicaiActai-iMoleculariBasisiofiDiseaseXL2018XLcjhfXLddhhYddie 6.9 1

141 RabbitLmodelsLprovideLinsightsLintoLboneLformationLrelatedLbiologicalLprocessLinLatheroscleroticL
vascularLcalcificationZLBiochemicaliandiBiophysicaliResearchiCommunicationsXL2018XLfkhXLcehkYceig 3.4 10

140 WholeYgenomeLsequencesLofLjkLuhineseLsheepLsuggestLroleLofLRXxPdLinLtheLdevelopmentLofL
uniqueLhornLphenotypeLasLresponseLtoLsemiYferalizationZLGigaScienceXL2018XLiXL 7.6 42

139 uomparativeLtranscriptomicsLrevealsLspecificLrespondingLgenesLassociatedLwithLatherosclerosisLinL
rabbitLandLmouseLmodelsZLPLoSiONEXL2018XLceXLebdbchcj 3.7 0

(2018-2020)
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138 TranscriptomicLsequencingLrevealsLdiverseLadaptiveLgeneLexpressionLresponsesLofLhumanLvascularL
smoothLmuscleLcellsLtoLnitroYconjugatedLlinoleicLacidZLPhysiologicaliGenomicsXL2018XLgbXLdjiYdkg 3.6 5

137 wvaluationLofLfunctionalityLforLserineLandLthreonineLphosphorylationLwithLdifferentLevolutionaryL
agesLinLhumanLandLmouseZLBMCiGenomicsXL2018XLckXLfec 4.5 5

136 IntegrativeLanalysisLofLvNsLmethylationLandLgeneLexpressionLrevealsLhepatocellularL
carcinomaYspecificLdiagnosticLbiomarkersZLGenomeiMedicineXL2018XLcbXLfd 14.4 60

135 sLyenomeYWideLStudyLofLslleleYSpecificLwxpressionLinLuolorectalLuancerZLFrontiersiiniGeneticsXL2018XL
kXLgib 4.5 12

134 uompetitiveLevolutionLofLNSuLuLtumorLclonesLandLtheLdrugLresistanceLmechanismLofL
firstYgenerationLwyxRYTKIsLinLuhineseLNSuLuLpatientsZLHeliyonXL2018XLfXLebcbec 3.6 9

133 wnrichmentLofLtheLfetalLfractionLinLnonYinvasiveLprenatalLscreeningLreducesLmaternalLbackgroundL
interferenceZLScientificiReportsXL2018XLjXLcihig 4.9 15

132 MultipleLtranscriptionLfactorsLcontributeLtoLinterYchromosomalLinteractionLinLyeastZLBMCiSystemsi
BiologyXL2018XLcdXLcfb 3.5 4

131 RabyTvlLaLcomprehensiveLdatabaseLofLrabbitLgenomeLandLtranscriptomeZLDatabase:itheiJournaliofi
BiologicaliDatabasesiandiCurationXL2018XLdbcjXL 5 11

130 SystematicLanalysisLrevealsLmolecularLcharacteristicsLofLwRyYnegativeLprostateLcancerZLScientifici
ReportsXL2018XLjXLcdjhj 4.9 7

129 wvolutionLofLoncogenicLsignaturesLofLmutationLhotspotsLinLtyrosineLkinasesLsupportsLtheLatavisticL
hypothesisLofLcancerZLScientificiReportsXL2018XLjXLjdgh 4.9 9

128 ylobalLPrioritizingLviseaseLuandidateLlncRNssLviaLaLMultiYlevelLuompositeLNetworkZLScientifici
ReportsXL2017XLiXLekgch 4.9 35

127 ProteinLcodingLgeneLuRNKLcLasLaLpotentialLprognosticLbiomarkerLinLesophagealLadenocarcinomaZL
ArtificialiIntelligenceiiniMedicineXL2017XLihXLcYh 7.4 3

126
ResponseLtoLuommentLonLsdamLetLalZLMetforminLwffectLonLNontargetedLMetaboliteLProfilesLinL
PatientsLWithLTypeLdLviabetesLandLinLMultipleLMurineLTissuesZLviabetesLdbchmhgleiihYeijgZL
DiabetesXL2017XLhhXLeeYef

0.9 1

125 uanProVarLdZblLsnLUpdatedLvatabaseLofLzumanLuancerLProteomeLVariationZLJournaliofiProteomei
ResearchXL2017XLchXLfdcYfed 5.6 26

124 PopulationYbasedLstudyLofLeffectivenessLofLneoadjuvantLradiotherapyLonLsurvivalLinLUSLrectalL
cancerLpatientsLaccordingLtoLageZLScientificiReportsXL2017XLiXLefic 4.9 6

123 TheLwvolutionLandLwxpressionLPatternLofLzumanLOverlappingLlncRNsLandLProteinYcodingLyeneL
PairsZLScientificiReportsXL2017XLiXLfdiig 4.9 22

122 sldehydeLdehydrogenaseYdLTsLvzdULopposesLhepatocellularLcarcinomaLprogressionLbyLregulatingL
sMPYactivatedLproteinLkinaseLsignalingLinLmiceZLHepatologyXL2017XLhgXLchdjYchff 11.2 34

121 uancerYRelatedLTripletsLofLmRNsYlncRNsYmiRNsLRevealedLbyLIntegrativeLNetworkLinLUterineL
uorpusLwndometrialLuarcinomaZLBioMediResearchiInternationalXL2017XLdbciXLejgkgjd 3 20
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120 PanelLofLsevenLlongLnoncodingLRNsLasLaLcandidateLprognosticLbiomarkerLforLovarianLcancerZL
OncoTargetsiandiTherapyXL2017XLcbXLdjbgYdjce 4.4 12

119 SystematicLpathwayLengineeringLofLuorynebacteriumLglutamicumLSkccfLforLLYornithineLproductionZL
MicrobialiCelliFactoriesXL2017XLchXLcgj 6.4 24

118 sssociationLofLaLnovelLpointLmutationLinLMSzdLgeneLwithLfamilialLmultipleLprimaryLcancersZLJournali
ofiHematologyiandiOncologyXL2017XLcbXLcgj 22.4 3

117 uRISPRauaskYmediatedLtargetedLchromosomeLeliminationZLGenomeiBiologyXL2017XLcjXLddf 18.3 93

116
uomprehensiveLanalysisLofLdifferentialLcoYexpressionLpatternsLrevealLtranscriptionalLdysregulationL
mechanismLandLidentifyLnovelLprognosticLlncRNssLinLesophagealLsquamousLcellLcarcinomaZL
OncoTargetsiandiTherapyXL2017XLcbXLebkgYecbg

4.4 17

115 sdaptiveLevolutionLofLproteinsLinLhepatitisLtLvirusLduringLdivergenceLofLgenotypesZLScientifici
ReportsXL2017XLiXLckkb 4.9 11

114 TheLSafetyLofLOvarianLPreservationLinLStageLILwndometrialLwndometrioidLsdenocarcinomaLtasedLonL
PropensityLScoreLMatchingZLCombinatorialiChemistryiandiHighiThroughputiScreeningXL2017XLdbXLhfiYhgg 1.3 7

113 SysxinderlLsLcustomizedLplatformLforLsearchXLcomparisonLandLassistedLdesignLofLappropriateLanimalL
modelsLbasedLonLsystematicLsimilarityZLJournaliofiGeneticsiandiGenomicsXL2017XLffXLdgcYdgj 4

112 sLTwoYlayerLModelLtoLIdentifyLzepatitisLtLVirusLRelatedLuhronicLzepatitisLandLLiverLuirrhosisLtasedL
onLPlasmaLmicroRNsLtiomarkersZLCombinatorialiChemistryiandiHighiThroughputiScreeningXL2017XLdbXLcdeYced1.3 1

111 yenomicLsnalysisLRevealsLzypoxiaLsdaptationLinLtheLTibetanLMastiffLbyLIntrogressionLofLtheLyrayL
WolfLfromLtheLTibetanLPlateauZLMoleculariBiologyiandiEvolutionXL2017XLefXLiefYife 8.3 45

110 sLgenomeYwideLlossYofYfunctionLscreeningLmethodLforLminimizingLfalseYnegativesLcausedLbyL
functionalLredundancyZLCelliResearchXL2016XLdhXLcbhiYib 24.7 2

109 zepatocellularLcarcinomaLcellLlinesLretainLtheLgenomicLandLtranscriptomicLlandscapesLofLprimaryL
humanLcancersZLScientificiReportsXL2016XLhXLdifcc 4.9 36

108 zyperlipidemiaYassociatedLgeneLvariationsLandLexpressionLpatternsLrevealedLbyLwholeYgenomeLandL
transcriptomeLsequencingLofLrabbitLmodelsZLScientificiReportsXL2016XLhXLdhkfd 4.9 21

107 MetforminLwffectLonLNontargetedLMetaboliteLProfilesLinLPatientsLWithLTypeLdLviabetesLandLinL
MultipleLMurineLTissuesZLDiabetesXL2016XLhgXLeiihYeijg 0.9 30

106 cissSwlLaLlikelihoodYbasedLmethodLforLdetectingLputativeLcisYregulatedLalleleYspecificLexpressionLinL
RNsLsequencingLdataZLBioinformaticsXL2016XLedXLedkcYedki 7.2 6

105 TheLcfthLIleLresidueLisLessentialLforLLeptinLfunctionLinLregulatingLenergyLhomeostasisLinLratZL
ScientificiReportsXL2016XLhXLdjgbj 4.9 8

104 sssociationLbetweenLtheLuYPccLfamilyLandLsixLcancerLtypesZLOncologyiLettersXL2016XLcdXLegYfb 2.6 12

103
NoninvasiveLdiagnosisLandLmonitoringLofLmutationsLbyLdeepLsequencingLofLcirculatingLtumorLvNsL
inLesophagealLsquamousLcellLcarcinomaZLBiochemicaliandiBiophysicaliResearchiCommunicationsXL
2016XLficXLgkhYhbd

3.4 35

(2016-2017)
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102 PotentialLdiagnosticLandLprognosticLmarkerLdimethylglycineLdehydrogenaseLTvMyvzULsuppressesL
hepatocellularLcarcinomaLmetastasisLinLvitroLandLinLvivoZLOncotargetXL2016XLiXLedhbiYch 3.3 30

101 vifferentialLRegulatoryLsnalysisLtasedLonLuoexpressionLNetworkLinLuancerLResearchZLBioMedi
ResearchiInternationalXL2016XLdbchXLfdfcdke 3 14

100 NeuraminidaseLcLTNwUcULpromotesLproliferationLandLmigrationLasLaLdiagnosticLandLprognosticL
biomarkerLofLhepatocellularLcarcinomaZLOncotargetXL2016XLiXLhfkgiYhfkhh 3.3 23

99 vsSsxlLsnLRLPackageLforLveepLSequencingYtasedLvetectionLofLxetalLsutosomalLsbnormalitiesL
fromLMaternalLuellYxreeLvNsZLBioMediResearchiInternationalXL2016XLdbchXLdicfefc 3 2

98 uonstructionLofLdifferentialLmRNsYlncRNsLcrosstalkLnetworksLbasedLonLceRNsLhypothesisLuncoverL
keyLrolesLofLlncRNssLimplicatedLinLesophagealLsquamousLcellLcarcinomaZLOncotargetXL2016XLiXLjgidjYjgifb3.3 69

97 uomparativeLTranscriptomicLsnalysisLofLPrimaryLvuckLzepatocytesLProvidesLInsightLintoL
vifferentialLSusceptibilityLtoLvztVLInfectionZLPLoSiONEXL2016XLccXLebcfkibd 3.7 4

96 PrioritizingLfunctionalLphosphorylationLsitesLbasedLonLmultipleLfeatureLintegrationZLScientifici
ReportsXL2016XLhXLdfieg 4.9 23

95 terberineLamelioratesLnonalcoholicLfattyLliverLdiseaseLbyLaLglobalLmodulationLofLhepaticLmRNsLandL
lncRNsLexpressionLprofilesZLJournaliofiTranslationaliMedicineXL2015XLceXLdf 8.5 70

94 miRYdibLsynergizesLwithLanticancerLdrugsLviaLpgeLactivationLandLuYPctcLsuppressionZLCelliResearchXL
2015XLdgXLfiiYkg 24.7 66

93 IdentifyingLnovelLassociationsLbetweenLsmallLmoleculesLandLmiRNssLbasedLonLintegratedLmolecularL
networksZLBioinformaticsXL2015XLecXLehejYff 7.2 45

92 yenomeYwideLanalysisLofLhomeoboxLgenesLfromLMesobuthusLmartensiiLrevealsLzoxLgeneL
duplicationLinLscorpionsZLInsectiBiochemistryiandiMoleculariBiologyXL2015XLhcXLdgYee 4.5 23

91 wffectsLofLmetforminLonLmetaboliteLprofilesLandLLvLLcholesterolLinLpatientsLwithLtypeLdLdiabetesZL
DiabetesiCareXL2015XLejXLcjgjYhi 14.6 76

90 uomparativeLTranscriptomesLandLwVOYvwVOLStudiesLvependingLonLNextLyenerationLSequencingZL
ComputationaliandiMathematicaliMethodsiiniMedicineXL2015XLdbcgXLjkhcih 2.8 3

89 yeneLuoexpressionLandLwvolutionaryLuonservationLsnalysisLofLtheLzumanLPreimplantationL
wmbryosZLBioMediResearchiInternationalXL2015XLdbcgXLechieg 3 4

88
NonsynonymousLSingleYNucleotideLVariationsLonLSomeLPosttranslationalLModificationsLofLzumanL
ProteinsLandLtheLsssociationLwithLviseasesZLComputationaliandiMathematicaliMethodsiiniMedicineXL
2015XLdbcgXLcdfheb

2.8 4

87 uonstructionLandLvecipheringLofLzumanLPhosphorylationYMediatedLSignalingLTransductionL
NetworksZLJournaliofiProteomeiResearchXL2015XLcfXLdifgYgi 5.6 10

86 slleleLfrequencyLofLsomaticLmutationsLinLindividualsLrevealsLsignaturesLofLcancerYrelatedLgenesZL
ActaiBiochimicaiEtiBiophysicaiSinicaXL2015XLfiXLhgiYhb 2.8 1

85 IdentifyingLprognosticLfeaturesLbyLbottomYupLapproachLandLcorrelatingLtoLdrugLrepositioningZLPLoSi
ONEXL2015XLcbXLebccjhid 3.7 8
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84 wpididymalLRegionYSpecificLmiRNsLwxpressionLandLvNsLMethylationLandLTheirLRolesLinLuontrollingL
yeneLwxpressionLinLRatsZLPLoSiONEXL2015XLcbXLebcdffgb 3.7 18

83 IntegratedLanalysisLofLtranscriptomeLinLcancerLpatientYderivedLxenograftsZLPLoSiONEXL2015XLcbXLebcdfijb3.7 7

82 uomparativeLyenomeLofLyKLandLWistarLRatsLRevealsLyeneticLtasisLofLTypeLdLviabetesZLPLoSiONEXL
2015XLcbXLebcfcjgk 3.7 11

81 WholeYgenomeLsequencingLofLsixLdogLbreedsLfromLcontinuousLaltitudesLrevealsLadaptationLtoL
highYaltitudeLhypoxiaZLGenomeiResearchXL2014XLdfXLcebjYcg 9.7 150

80 uomparativeLanalysisLofLviralLproteinLinteractionLnetworksLinLzepatitisLtLvirusLandLzepatitisLuLvirusL
infectedLzuuZLBiochimicaiEtiBiophysicaiActai-iProteinsiandiProteomicsXL2014XLcjffXLdicYk 4 5

79 uomparingLcomputationalLmethodsLforLidentificationLofLalleleYspecificLexpressionLbasedLonLnextL
generationLsequencingLdataZLGeneticiEpidemiologyXL2014XLejXLgkcYj 2.6 9

78 TheLevyvlLaLdatabaseLofLgenomeLevLstructureZLBioinformaticsXL2014XLebXLchfbYd 7.2 10

77 SysPTMLdZblLanLupdatedLsystematicLresourceLforLpostYtranslationalLmodificationZLDatabase:ithei
JournaliofiBiologicaliDatabasesiandiCurationXL2014XLdbcfXLbaubdg 5 48

76 LscePlLlysineLacetylationLsiteLpredictionLusingLlogisticLregressionLclassifiersZLPLoSiONEXL2014XLkXLejkgig 3.7 62

75 IntegrativeLanalysisLofLtranscriptionalLregulatoryLnetworkLandLcopyLnumberLvariationLinLintrahepaticL
cholangiocarcinomaZLPLoSiONEXL2014XLkXLekjhge 3.7 4

74 QuantitativeLdynamicLmodellingLofLtheLgeneLregulatoryLnetworkLcontrollingLadipogenesisZLPLoSi
ONEXL2014XLkXLeccbghe 3.7 2

73 tigLbiologicalLdatalLchallengesLandLopportunitiesZLGenomicsyiProteomicsiandiBioinformaticsXL2014XL
cdXLcjiYk 6.5 57

72 InvestigatingLcoYevolutionLofLfunctionallyLassociatedLphosphositesLinLhumanZLMoleculariGeneticsi
andiGenomicsXL2014XLdjkXLcdciYde 3.1

71 TheLdomainLlandscapeLofLvirusYhostLinteractomesZLBioMediResearchiInternationalXL2014XLdbcfXLjhideg 3 18

70 PredictionLofLproteinLamidationLsitesLbyLfeatureLselectionLandLanalysisZLMoleculariGeneticsiandi
GenomicsXL2013XLdjjXLekcYfbb 3.1 9

69 InterYLandLIntraYuhainLvisulfideLtondLPredictionLtasedLonLOptimalLxeatureLSelectionZLProteiniandi
PeptideiLettersXL2013XLdbXLedfYeeg 1.9 3

68 SySsPlLaLsystemYlevelLpredictorLofLdeleteriousLsingleLaminoLacidLpolymorphismsZLProteiniandiCellXL
2012XLeXLejYfe 7.2 18

67 PredictionLofLlysineLubiquitinationLwithLmRMRLfeatureLselectionLandLanalysisZLAminoiAcidsXL2012XLfdXLcejiYkg3.5 101

(2012-2015)
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66 uellLtypeLspecificityLofLsignalinglLviewLfromLmembraneLreceptorsLdistributionLandLtheirLdownstreamL
transductionLnetworksZLProteiniandiCellXL2012XLeXLibcYce 7.2 4

65 yenomeLsequencesLofLwildLandLdomesticLbactrianLcamelsZLNatureiCommunicationsXL2012XLeXLcdbd 17.4 105

64 sLmodelLforLtheLevLchromatinLarchitectureLofLproLandLeukaryotesZLMethodsXL2012XLgjXLebiYcf 4.6 15

63 TowardsLbiologicalLcharactersLofLinteractionsLbetweenLtranscriptionLfactorsLandLtheirLvNsLtargetsL
inLmammalsZLBMCiGenomicsXL2012XLceXLejj 4.5 4

62 sLcomparativeLanalysisLofLtissueLgeneLexpressionLdataLfromLhighYthroughputLstudiesZLSciencei
BulletinXL2012XLgiXLdkdbYdkdi 3

61 vifferentialLcombinatorialLregulatoryLnetworkLanalysisLrelatedLtoLvenousLmetastasisLofL
hepatocellularLcarcinomaZLBMCiGenomicsXL2012XLceLSupplLjXLScf 4.5 31

60 sLcrossYspeciesLanalysisLmethodLtoLanalyzeLanimalLmodelsSLsimilarityLtoLhumanSsLdiseaseLstateZLBMCi
SystemsiBiologyXL2012XLhLSupplLeXLScj 3.5 6

59 PredictionLofLfunctionalLphosphorylationLsitesLbyLincorporatingLevolutionaryLinformationZLProteini
andiCellXL2012XLeXLhigYkb 7.2 9

58 SyStemuelllLaLdatabaseLpopulatedLwithLmultipleLlevelsLofLexperimentalLdataLfromLstemLcellL
differentiationLresearchZLPLoSiONEXL2012XLiXLeegdeb 3.7 8

57 uombiningLZzwNyLTheoryLandLzighYThroughputLwxpressionLvataLtoLPredictLNewLwffectsLofLuhineseL
zerbalLxormulaeZLEvidence-basediComplementaryiandiAlternativeiMedicineXL2012XLdbcdXLkjhfdi 2.3 13

56 sLnovelLstrategyLforLdecipheringLdynamicLconservationLofLgeneLexpressionLrelationshipZLJournaliofi
MoleculariCelliBiologyXL2012XLfXLciiYk 6.3 3

55 TheLdiscoveryLofLnovelLproteinYcodingLfeaturesLinLmouseLgenomeLbasedLonLmassLspectrometryL
dataZLGenomicsXL2011XLkjXLefeYgc 4.3 17

54 PredictionLofLproteinLmodificationLsitesLofLpyrrolidoneLcarboxylicLacidLusingLmRMRLfeatureL
selectionLandLanalysisZLPLoSiONEXL2011XLhXLedjddc 3.7 9

53 iyeproslLanLintegratedLgeneLandLproteinLannotationLserverLforLbiologicalLnatureLexplorationZLBMCi
BioinformaticsXL2011XLcdLSupplLcfXLSh 3.6 9

52 TheLroleLofLzepatitisLuLVirusLinLtheLdynamicLproteinLinteractionLnetworksLofLhepatocellularLcirrhosisL
andLcarcinomaZLInternationaliJournaliofiComputationaliBiologyiandiDrugiDesignXL2011XLfXLgYcj 0.4 12

51 sssociationLofLfeatureLgeneLexpressionLwithLstructuralLfingerprintsLofLchemicalLcompoundsZLJournali
ofiBioinformaticsiandiComputationaliBiologyXL2011XLkXLgbeYck 1 3

50 wvolutionLofLproteinLphosphorylationLforLdistinctLfunctionalLmodulesLinLvertebrateLgenomesZL
MoleculariBiologyiandiEvolutionXL2011XLdjXLccecYfb 8.3 20

49 dbvwPulLaLdatabaseLofLdifferentiallyLexpressedLproteinsLinLhumanLcancersZLNucleiciAcidsiResearchXL
2010XLejXLvhgjYhf 20.1 18
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48 RegulationLofLcellularLmetabolismLbyLproteinLlysineLacetylationZLScienceXL2010XLediXLcbbbYf 33.3 1394

47 PredictionLofLtyrosineLsulfationLwithLmRMRLfeatureLselectionLandLanalysisZLJournaliofiProteomei
ResearchXL2010XLkXLhfkbYi 5.6 33

46 wxploringLmitochondrialLevolutionLandLmetabolismLorganizationLprinciplesLbyLcomparativeLanalysisL
ofLmetabolicLnetworksZLGenomicsXL2010XLkgXLeekYff 4.3 11

45 ReconstructionLandLanalysisLofLhumanLliverYspecificLmetabolicLnetworkLbasedLonLuNzLPPLdataZL
JournaliofiProteomeiResearchXL2010XLkXLchfjYgj 5.6 13

44 PredictionLofLproteinLcodingLregionsLbyLcombiningLxourierLandLWaveletLTransformL2010XL 5

43 vockingLandLmolecularLdynamicsLstudiesLonLuYPdvhZLScienceiBulletinXL2010XLggXLcjiiYcjjb 9

42 TheLstructureLofLphospholambanLandLitsLMvLsimulationsZLScienceiBulletinXL2010XLggXLchckYchdf 3

41 ProteinLsumoylationLsitesLpredictionLbasedLonLtwoYstageLfeatureLselectionZLMoleculariDiversityXL
2010XLcfXLjcYh 3.1 24

40 sLknowledgeYbasedLmethodLtoLpredictLtheLcooperativeLrelationshipLbetweenLtranscriptionLfactorsZL
MoleculariDiversityXL2010XLcfXLjcgYk 3.1 3

39
TxYcenteredLdownstreamLgeneLsetLenrichmentLanalysislLInferenceLofLcausalLregulatorsLbyL
integratingLTxYvNsLinteractionsLandLproteinLpostYtranslationalLmodificationsLinformationZLBMCi
BioinformaticsXL2010XLccLSupplLccXLSg

3.6 10

38 UsingLyeneRegLtoLconstructLtimeLdelayLgeneLregulatoryLnetworksZLBMCiResearchiNotesXL2010XLeXLcfd 2.3 29

37 uonsideringLvependenciesLsmongstLyenesLzelpsLtoLsdjustLtheLSignificanceLRankLofLvwysZLChinesei
JournaliofiChemistryXL2010XLdjXLcdjfYcdkb 4.9

36 PredictionLofLdeleteriousLnonYsynonymousLSNPsLbasedLonLproteinLinteractionLnetworkLandLhybridL
propertiesZLPLoSiONEXL2010XLgXLecckbb 3.7 61

35 SysPTMlLaLsystematicLresourceLforLproteomicLresearchLonLpostYtranslationalLmodificationsZL
MoleculariandiCellulariProteomicsXL2009XLjXLcjekYfk 7.6 96

34 yenomicLregionsLwithLdistinctLgenomicLdistanceLconservationLinLvertebrateLgenomesZLBMCi
GenomicsXL2009XLcbXLcee 4.5 3

33 SubtypingLofLtypeLsLinfluenzaLbyLsequencingLtheLvariableLregionsLofLzsLgeneLspecificallyLamplifiedL
withLRTYPuRZLScienceiBulletinXL2009XLgfXLdchfYdchi 2

32 xunctionalLassociationLbetweenLinfluenzaLsLTzcNcULvirusLandLhumanZLBiochemicaliandiBiophysicali
ResearchiCommunicationsXL2009XLekbXLccccYe 3.4 17

31 ModelingLtheLageLdistributionLofLgeneLduplicationsLinLvertebrateLgenomeLusingLmixtureLdensityZL
GenomicsXL2009XLkeXLcfhYgc 4.3 2

(2009-2010)
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30 ImprovedLpredictionLofLlysineLacetylationLbyLsupportLvectorLmachinesZLProteiniandiPeptideiLettersXL
2009XLchXLkiiYje 1.9 73

29 TheLcombinationLapproachLofLSVMLandLwuOuLforLpowerfulLidentificationLandLclassificationLofL
transcriptionLfactorZLBMCiBioinformaticsXL2008XLkXLdjd 3.6 20

28 uomparisonLofLnormalizationLmethodsLwithLmicroRNsLmicroarrayZLGenomicsXL2008XLkdXLcddYj 4.3 47

27 MolecularLmodelingLofLtwoLuYPduckLSNPsLandLitsLimplicationsLforLpersonalizedLdrugLdesignZL
ProteiniandiPeptideiLettersXL2008XLcgXLdiYed 1.9 105

26 yeneLexpressionLmoduleYbasedLchemicalLfunctionLsimilarityLsearchZLNucleiciAcidsiResearchXL2008XLehXLecei20.1 21

25 TreeLofLlifeLbasedLonLgenomeLcontextLnetworksZLPLoSiONEXL2008XLeXLeeegi 3.7 16

24 StructuralLrelationshipsLbetweenLhighlyLconservedLelementsLandLgenesLinLvertebrateLgenomesZL
PLoSiONEXL2008XLeXLeeidi 3.7 7

23 wPyvlLaLcomprehensiveLwebLresourceLforLintegratingLandLdisplayingLeukaryoticLparalogaparalogonL
informationZLNucleiciAcidsiResearchXL2008XLehXLvdggYhd 20.1 14

22 yeneYcentricLcharacteristicsLofLgenomeYwideLassociationLstudiesZLPLoSiONEXL2007XLdXLecdhd 3.7 5

21 wuSlLanLautomaticLenzymeLclassifierLbasedLonLfunctionalLdomainLcompositionZLComputationali
BiologyiandiChemistryXL2007XLecXLddhYed 3.6 36

20 towYtieLtopologicalLfeaturesLofLmetabolicLnetworksLandLtheLfunctionalLsignificanceZLScienceiBulletin
XL2007XLgdXLcbehYcbfg 14

19 xunctionalLanalysisLofLschistosomesLwxYhandLdomainYcontainingLtegumentLproteinsZLScienceiBulletin
XL2007XLgdXLdcbbYdcbi 2

18 yeneticLinsightLofLtheLzgNcLhemagglutininLcleavageLsiteZLScienceiBulletinXL2007XLgdXLdeifYdeik 1

17 snLapproachLtoLpredictLtranscriptionLfactorLvNsLbindingLsiteLspecificityLbasedLuponLgeneLandL
transcriptionLfactorLfunctionalLcategorizationZLBioinformaticsXL2007XLdeXLdffkYgf 7.2 15

16 PredictingLproteinLNYglycosylationLbyLcombiningLfunctionalLdomainLandLsecretionLinformationZL
JournaliofiBiomoleculariStructureiandiDynamicsXL2007XLdgXLfkYgf 3.6 10

15 PredictingLtheLproteinLSUMOLmodificationLsitesLbasedLonLPropertiesLSequentialLxorwardLSelectionL
TPSxSUZLBiochemicaliandiBiophysicaliResearchiCommunicationsXL2007XLegjXLcehYk 3.4 26

14 uomparativeLanalysisLofLwholeYgenomeLsequencesLofLStreptococcusLsuisZLScienceiBulletinXL2006XLgcXLcckkYcdbk 2

13 PredictionLandLsystematicLstudyLofLproteinYproteinLinteractionLnetworksLofLLeptospiraLinterrogansZL
ScienceiBulletinXL2006XLgcXLcdkhYcebg 2
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12 uomplexLnetworksLtheoryLforLanalyzingLmetabolicLnetworksZLScienceiBulletinXL2006XLgcXLcgdkYcgei 37

11 ulassificationLofLproteinLquaternaryLstructureLbyLfunctionalLdomainLcompositionZLBMCi
BioinformaticsXL2006XLiXLcji 3.6 22

10 InsightsLintoLtheLcouplingLofLduplicationLeventsLandLmacroevolutionLfromLanLageLprofileLofLanimalL
transmembraneLgeneLfamiliesZLPLoSiComputationaliBiologyXL2006XLdXLecbd 5 9

9 sutomaticLtranscriptionLfactorLclassifierLbasedLonLfunctionalLdomainLcompositionZLBiochemicaliandi
BiophysicaliResearchiCommunicationsXL2006XLefiXLcfcYf 3.4 19

8 sLnovelLcomputationalLmethodLtoLpredictLtranscriptionLfactorLvNsLbindingLpreferenceZLBiochemicali
andiBiophysicaliResearchiCommunicationsXL2006XLefjXLcbefYi 3.4 47

7 IdentificationLandLanalysisLofLtheLmouseLbasicazelixYLoopYzelixLtranscriptionLfactorLfamilyZL
BiochemicaliandiBiophysicaliResearchiCommunicationsXL2006XLegbXLhfjYgh 3.4 18

6 PredictingLOYglycosylationLsitesLinLmammalianLproteinsLbyLusingLSVMsZLComputationaliBiologyiandi
ChemistryXL2006XLebXLdbeYj 3.6 63

5 PredictingLrRNsYXLRNsYXLandLvNsYbindingLproteinsLfromLprimaryLstructureLwithLsupportLvectorL
machinesZLJournaliofiTheoreticaliBiologyXL2006XLdfbXLcigYjf 2.3 95

4 RefinedLphylogeneticLprofilesLmethodLforLpredictingLproteinYproteinLinteractionsZLBioinformaticsXL
2005XLdcXLefbkYcg 7.2 95

3 sssociationLbetweenLalcoholXLsmokingLandLzLsYvQscVbdbcLgenotypeLinLpsoriasisZLActaiBiochimicai
EtiBiophysicaiSinicaXL2004XLehXLgkiYhbd 2.8 6

2 sLnovelLdomainYbasedLmethodLforLpredictingLtheLfunctionalLclassesLofLproteinsZLScienceiBulletinXL
2004XLfkXLdeikYdejf 4

1 zighYfidelityLbaseLeditorLwithLnoLdetectableLgenomeYwideLoffYtargetLeffects 5
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