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j Paper IF Citations

709 qourGgroupsGofGtypeGYGdiabetesGcontributeGtoGtheGetiologicalGandGclinicalGheterogeneityGinGnewlyG
diagnosedGindividualseGlnGtxtGot pnβGstudyUUGCellZReportsZMedicineSG2022SGZSGXWW[bb 18 1

708
 esponseGtoGnommentGonGxeekGetGalUG eappearanceGofGnT{eptideGouringGtheGβhirdGβrimesterGinG
βypeGXGoiabetesG{regnancyeG{ancreaticG egenerationGorGqetalGsyperinsulinismjGoiabetesGnareG
YWYXf[[eXcYaTXcZ[UUGDiabetesZCareSG2022SG[]SGe[ZTe[[

14.6

707 pvaluationGofGpvidenceGforG{athogenicityGoemonstratesGthatGmwvSGvwqXXGandG{lX[GαhouldGnotGbeG
tncludedGinGoiagnosticGβestingGforGxzoYUUGDiabetesSG2022SG 0.9 2

706 UnderstandingGtheGpathogenesisGofGleanGnonTautoimmuneGdiabetesGinGanGlfricanGpopulationGwithG
newlyGdiagnosedGdiabetesUUGDiabetologiaSG2022SGa]SGab] 10.3 1

705 lssociationGofGbirthweightGandGpenetranceGofGdiabetesGinGindividualsGwithGsyq[lTxzoYeGaGcohortG
studyUGDiabetologiaSG2022SGa]SGY[aTY[d 10.3

704 llternativeGpreTanalyticGsampleGhandlingGtechniquesGforGglucoseGmeasurementGinGtheGabsenceGofG
fluorideGtubesGinGlowGresourceGsettingsUUGPLoSZONESG2022SGXbSGeWYa[[ZY 3.7

703 lnGsyqX˛–GtruncationGassociatedGwithGmaturityTonsetGdiabetesGofGtheGyoungGimpairsGpancreaticG
progenitorGdifferentiationGbyGantagonizingGsyqX˛†GfunctionUUGCellZReportsSG2022SGZcSGXXW[Y] 10.6 0

702 nongenitalGbetaGcellGdefectsGareGnotGassociatedGwithGmarkersGofGisletGautoimmunitySGevenGinGtheG
contextGofGhighGgeneticGriskGforGtypeGXGdiabetesUUGDiabetologiaSG2022SGX 10.3 0

701 xultiTancestryGgeneticGstudyGofGtypeGYGdiabetesGhighlightsGtheGpowerGofGdiverseGpopulationsGforG
discoveryGandGtranslationUUGNatureZGeneticsSG2022SG 36.3 7

700 seterogeneityGinGphenotypeSGdiseaseGprogressionGandGdrugGresponseGinGtypeGYGdiabetesUUGNatureZ
MedicineSG2022SGYcSGdcYTdcc 50.5 3

699 tsletGautoantibodyGpositivityGinGanGadultGpopulationGwithGrecentlyGdiagnosedGdiabetesGinGUgandaUG
PLoSZONESG2022SGXbSGeWYacbcZ 3.7

698 βheGpowerGofGgeneticGdiversityGinGgenomeTwideGassociationGstudiesGofGlipidsUGNatureSG2021SG 50.4 24

697 αystematicGgeneticGtestingGforGrecessivelyGinheritedGmonogenicGdiabeteseGaGcrossTsectionalGstudyGinG
paediatricGdiabetesGclinicsUGDiabetologiaSG2021SGX 10.3 1

696 pstimatingGdiseaseGprevalenceGinGlargeGdatasetsGusingGgeneticGriskGscoresUGNatureZCommunicationsSG
2021SGXYSGa[[X 17.4 1

695 αyndromicGxonogenicGoiabetesGrenesGαhouldGbeGβestedGinG{atientsGWithGaGnlinicalGαuspicionGofG
xzoYUGDiabetesSG2021SG 0.9 2

694 {rocessesGUnderlyingGrlycemicGoeteriorationGinGβypeGYGoiabeteseGlnGtxtGot pnβGαtudyUGDiabetesZ
CareSG2021SG[[SG]XXT]Xc 14.6 6

693 yeonatalGdiabetesGmutationsGdisruptGaGchromatinGpioneeringGfunctionGthatGactivatesGtheGhumanG
insulinGgeneUGCellZReportsSG2021SGZ]SGXWcdcX 10.6 4
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692 lssociationsGbetweenGlowGsowSGsexGandGcardiovascularGriskGmarkersGareGsubstantiallyGdifferentGinG
subTαaharanGlfricaGandGtheGUveGanalysisGofGfourGpopulationGstudiesUGBMJZGlobalZHealthSG2021SGaSG 6.6 1

691 watentGlutoimmuneGoiabetesGofGldultsGOwlolPGtsGwikelyGtoG epresentGaGxixedG{opulationGofG
lutoimmuneGOβypeGXPGandGyonautoimmuneGOβypeGYPGoiabetesUGDiabetesZCareSG2021SG[[SGXY[ZTXY]X 14.6 10

690 xonogenicGoiabetesGandGtntegratedGαtressG esponseGrenesGoisplayGllteredGreneGpxpressionGinG
βypeGXGoiabetesUGDiabetesSG2021SGbWSGXcc]TXcdb 0.9 1

689  eappearanceGofGnT{eptideGouringGtheGβhirdGβrimesterGofG{regnancyGinGβypeGXGoiabeteseG{ancreaticG
 egenerationGorGqetalGsyperinsulinismjUGDiabetesZCareSG2021SG[[SGXcYaTXcZ[ 14.6 3

688 tnGcelebrationGofGaGcenturyGwithGinsulinGTGUpdateGofGinsulinGgeneGmutationsGinGdiabetesUGMolecularZ
MetabolismSG2021SG]YSGXWXYcW 8.8 8

687 tdentificationGofGrnvTmaturityTonsetGdiabetesGofGtheGyoungGinGcasesGofGneonatalGhyperglycemiaeGlG
caseGseriesGandGreviewGofGclinicalGfeaturesUGPediatricZDiabetesSG2021SGYYSGcbaTccX 3.6 2

686
{rofilesGofGrlucoseGxetabolismGinGoifferentG{rediabetesG{henotypesSGnlassifiedGbyGqastingG
rlycemiaSGYTsourGzrββSGrlycatedGsemoglobinSGandGXTsourGzrββeGlnGtxtGot pnβGαtudyUGDiabetesSG
2021SGbWSGYWdYTYXWa

0.9 4

685 wongTtermGqollowTupGofGrlycemicGandGyeurologicalGzutcomesGinGanGtnternationalGαeriesGofG{atientsG
WithGαulfonylureaTβreatedG{ermanentGyeonatalGoiabetesUGDiabetesZCareSG2021SG[[SGZ]T[Y 14.6 7

684
lssociationsGmetweenGαystolicGtnterarmGoifferencesGinGmloodG{ressureGandGnardiovascularGoiseaseG
zutcomesGandGxortalityeGtndividualG{articipantGoataGxetaTlnalysisSGoevelopmentGandGValidationGofG
aG{rognosticGllgorithmeGβheGtyβp { pααTt{oGnollaborationUGHypertensionSG2021SGbbSGa]WTaaX

8.5 7

683 βypeGYGoiabetesGandGnzVtoTXdT elatedGxortalityGinGtheGnriticalGnareGαettingeGlGyationalGnohortG
αtudyGinGpnglandSGxarchTuulyGYWYWUGDiabetesZCareSG2021SG[[SG]WT]b 14.6 57

682 xoreGonGαβlβXGrainGofGqunctionSGβypeGXGoiabetesSGandGulvGtnhibitionUGNewZEnglandZJournalZofZ
MedicineSG2021SGZc[SGdZ 59.2

681 wossGofGxlyqGnausesGnhildhoodTznsetGαyndromicGoiabetesGoueGtoGtncreasedGpndoplasmicG
 eticulumGαtressUGDiabetesSG2021SGbWSGXWWaTXWXc 0.9 13

680 βwoGdecadesGsinceGtheGfetalGinsulinGhypothesiseGwhatGhaveGweGlearnedGfromGgeneticsjUGDiabetologiaSG
2021SGa[SGbXbTbYa 10.3 3

679 βheGdisproportionateGexcessGmortalityGriskGofGnzVtoTXdGinGyoungerGpeopleGwithGdiabetesGwarrantsG
vaccinationGprioritisationUGDiabetologiaSG2021SGa[SGXXc[TXXca 10.3 9

678 nhoiceGofGsblXcGthresholdGforGidentifyingGindividualsGatGhighGriskGofGtypeGYGdiabetesGandG
implicationsGforGdiabetesGpreventionGprogrammeseGaGcohortGstudyUGBMCZMedicineSG2021SGXdSGXc[ 11.4 0

677 sigherGmaternalGadiposityGreducesGoffspringGbirthweightGifGassociatedGwithGaGmetabolicallyG
favourableGprofileUGDiabetologiaSG2021SGa[SGYbdWTYcWY 10.3 0

676 {hantasiaTβheGpsychologicalGsignificanceGofGlifelongGvisualGimageryGvividnessGextremesUGCortexSG2020
SGXZWSG[YaT[[W 3.8 31

675 yoninvasiveGqetalGrenotypingGbyGoropletGoigitalG{n GtoGtdentifyGxaternallyGtnheritedGxonogenicG
oiabetesGVariantsUGClinicalZChemistrySG2020SGaaSGd]cTda] 5.5 13
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674 {recisionGmedicineGinGdiabeteseGaGnonsensusG eportGfromGtheGlmericanGoiabetesGlssociationGOlolPG
andGtheGpuropeanGlssociationGforGtheGαtudyGofGoiabetesGOplαoPUGDiabetologiaSG2020SGaZSGXabXTXadZ 10.3 33

673 {recisionGxedicineGinGoiabeteseGlGnonsensusG eportGqromGtheGlmericanGoiabetesGlssociationGOlolPG
andGtheGpuropeanGlssociationGforGtheGαtudyGofGoiabetesGOplαoPUGDiabetesZCareSG2020SG[ZSGXaXbTXaZ] 14.6 75

672 {redictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseaseeGlGmachineGlearningGmodelingGandG
validationGstudyGinGtheGtxtGot pnβGcohortsUGPLoSZMedicineSG2020SGXbSGeXWWZX[d 11.6 18

671 {riorGeventGrateGratioGadjustmentGproducedGestimatesGconsistentGwithGrandomizedGtrialeGaGdiabetesG
caseGstudyUGJournalZofZClinicalZEpidemiologySG2020SGXYYSGbcTca 5.7 5

670 αtudiesGofGinsulinGandGproinsulinGinGpancreasGandGserumGsupportGtheGexistenceGofGaetiopathologicalG
endotypesGofGtypeGXGdiabetesGassociatedGwithGageGatGdiagnosisUGDiabetologiaSG2020SGaZSGXY]cTXYab 10.3 40

669 βheGchallengeGofGdiagnosingGtypeGXGdiabetesGinGolderGadultsUGDiabeticZMedicineSG2020SGZbSGXbcXTXbcY 3.5 2

668 βheGroleGofGphysicalGactivityGinGmetabolicGhomeostasisGbeforeGandGafterGtheGonsetGofGtypeGYGdiabeteseG
anGtxtGot pnβGstudyUGDiabetologiaSG2020SGaZSGb[[Tb]a 10.3 4

667
lbsenceGofGtsletGlutoantibodiesGandGxodestlyG aisedGrlucoseGValuesGatGoiabetesGoiagnosisGαhouldG
weadGtoGβestingGforGxzoYeGwessonsGqromGaG]TYearG{ediatricGαwedishGyationalGnohortGαtudyUG
DiabetesZCareSG2020SG[ZSGcYTcd

14.6 35

666  iskGfactorsGforGgenitalGinfectionsGinGpeopleGinitiatingGαrwβYGinhibitorsGandGtheirGimpactGonG
discontinuationUGBMJZOpenZDiabetesZResearchZandZCareSG2020SGcSG 4.5 14

665
βrixastereGrandomisedGdoubleTblindGcrossoverGstudyGofGaGo{{[GinhibitorSGαrwβYGinhibitorGandG
thiazolidinedioneGasGsecondTlineGorGthirdTlineGtherapyGinGpatientsGwithGtypeGYGdiabetesGwhoGhaveG
suboptimalGglycaemicGcontrolGonGmetforminGtreatmentGwithGorGwithoutGaGsulfonylureaTaG
xlαβp xtyoGstudyGprotocolUGBMJZOpenSG2020SGXWSGeW[Ybc[

3 6

664 {redictionGalgorithmseGpitfallsGinGinterpretingGgeneticGvariantsGofGautosomalGdominantGmonogenicG
diabetesUGJournalZofZClinicalZInvestigationSG2020SGXZWSGX[TXa 15.9 13

663 Yt{q]GmutationsGcauseGneonatalGdiabetesGandGmicrocephalyGthroughGendoplasmicGreticulumGstressUG
JournalZofZClinicalZInvestigationSG2020SGXZWSGaZZcTaZ]Z 15.9 21

662
nommonGmaternalGandGfetalGgeneticGvariantsGshowGexpectedGpolygenicGeffectsGonGriskGofGsmallTGorG
largeTforTgestationalTageGOαrlGorGwrlPSGexceptGinGtheGsmallestGZLGofGbabiesUGPLoSZGeneticsSG2020SG
XaSGeXWWdXdX

6 5

661 lllGthresholdsGofGmaternalGhyperglycaemiaGfromGtheGWszGYWXZGcriteriaGforGgestationalGdiabetesG
identifyGwomenGwithGaGhigherGgeneticGriskGforGtypeGYGdiabetesUGWellcomeZOpenZResearchSG2020SG]SGXb] 4.8 0

660 lGyonTnodingGoiseaseGxodifierGofG{ancreaticGlgenesisGtdentifiedGbyGreneticGnorrectionGinGaG
{atientToerivedGi{αnGwineUGCellZStemZCellSG2020SGYbSGXZbTX[aUea 18 8

659
tdentifyingGroutineGclinicalGpredictorsGofGnonTadherenceGtoGsecondTlineGtherapiesGinGtypeGYGdiabeteseG
lGretrospectiveGcohortGanalysisGinGaGlargeGprimaryGcareGdatabaseUGDiabeteslZObesityZandZMetabolismSG
2020SGYYSG]dTa]

6.7 6

658 oeGyovoGxutationsGinGlffectingGetqYGαignalingGnauseGyeonatalVparlyTznsetGoiabetesGandGβransientG
sepaticGoysfunctionUGDiabetesSG2020SGadSG[bbT[cZ 0.9 17

657 βypeGXGdiabetesGcanGpresentGbeforeGtheGageGofGa´ monthsGandGisGcharacterisedGbyGautoimmunityGandG
rapidGlossGofGbetaGcellsUGDiabetologiaSG2020SGaZSGYaW]TYaX] 10.3 9
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656 yovelGlociGforGchildhoodGbodyGmassGindexGandGsharedGheritabilityGwithGadultGcardiometabolicGtraitsUG
PLoSZGeneticsSG2020SGXaSGeXWWcbXc 6 25

655
{redictingGpostGoneTyearGdurabilityGofGglucoseTloweringGmonotherapiesGinGpatientsGwithG
newlyTdiagnosedGtypeGYGdiabetesGmellitusGTGlGxlαβp xtyoGprecisionGmedicineGapproachGOUv{oαG
cbPUGDiabetesZResearchZandZClinicalZPracticeSG2020SGXaaSGXWcZZZ

7.4 2

654 xonogenicGoiabeteseGqromGreneticGtnsightsGtoG{opulationTmasedG{recisionGinGnareUG eflectionsG
qromGaGpditorsNGpxpertGqorumUGDiabetesZCareSG2020SG[ZSGZXXbTZXYc 14.6 23

653 WholeGbloodGcoTexpressionGmodulesGassociateGwithGmetabolicGtraitsGandGtypeGYGdiabeteseGanG
txtTot pnβGstudyUGGenomeZMedicineSG2020SGXYSGXWd 14.4 3

652  iskGofGlnemiaGWithGxetforminGUseGinGβypeGYGoiabeteseGlGxlαβp xtyoGαtudyUGDiabetesZCareSG2020SG
[ZSGY[dZTY[dd 14.6 10

651 nlinicalGnharacteristicsGandGwongTtermGqollowTupGofG{atientsGwithGoiabetesGoueGβoG{βqXlGpnhancerG
xutationsUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2020SGXW]SG 5.6 6

650 lllGthresholdsGofGmaternalGhyperglycaemiaGfromGtheGWszGYWXZGcriteriaGforGgestationalGdiabetesG
identifyGwomenGwithGaGhigherGgeneticGriskGforGtypeGYGdiabetesUGWellcomeZOpenZResearchSG2020SG]SGXb] 4.8 0

649 xetaTanalysisGofGupGtoGaYYS[WdGindividualsGidentifiesG[WGnovelGsmokingGbehaviourGassociatedG
geneticGlociUGMolecularZPsychiatrySG2020SGY]SGYZdYTY[Wd 15.1 45

648 lGxendelianG andomizationGαtudyG{rovidesGpvidenceGβhatGldiposityGandGoyslipidemiaGweadGtoG
wowerGUrinaryGllbuminTtoTnreatinineG atioSGaGxarkerGofGxicrovascularGqunctionUGDiabetesSG2020SGadSGXWbYTXWcY0.9 7

647 αtrategiesGtoGidentifyGindividualsGwithGmonogenicGdiabeteseGresultsGofGanGeconomicGevaluationUGBMJZ
OpenSG2020SGXWSGeWZ[bXa 3 5

646 {redictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseaseeGlGmachineGlearningGmodelingGandG
validationGstudyGinGtheGtxtGot pnβGcohortsG2020SGXbSGeXWWZX[d

645 {redictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseaseeGlGmachineGlearningGmodelingGandG
validationGstudyGinGtheGtxtGot pnβGcohortsG2020SGXbSGeXWWZX[d

644 {redictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseaseeGlGmachineGlearningGmodelingGandG
validationGstudyGinGtheGtxtGot pnβGcohortsG2020SGXbSGeXWWZX[d

643 {redictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseaseeGlGmachineGlearningGmodelingGandG
validationGstudyGinGtheGtxtGot pnβGcohortsG2020SGXbSGeXWWZX[d

642 {redictingGandGelucidatingGtheGetiologyGofGfattyGliverGdiseaseeGlGmachineGlearningGmodelingGandG
validationGstudyGinGtheGtxtGot pnβGcohortsG2020SGXbSGeXWWZX[d

641 rlβlaGnooperatesGwithGpzxpαVαxloYVZGtoGoeployGtheGreneG egulatoryGyetworkGroverningG
sumanGoefinitiveGpndodermGandG{ancreasGqormationUGStemZCellZReportsSG2019SGXYSG]bTbW 8 16

640 rWlαGonGlongitudinalGgrowthGtraitsGrevealsGdifferentGgeneticGfactorsGinfluencingGinfantSGchildSGandG
adultGmxtUGScienceZAdvancesSG2019SG]SGeaawZWd] 14.3 39

639
αcreeningGofGmonogenicGautoimmuneGdiabetesGamongGchildrenGwithGtypeGXGdiabetesGandGmultipleG
autoimmuneGdiseaseseGisGitGworthGdoingjUGJournalZofZPediatricZEndocrinologyZandZMetabolismSG2019SG
ZYSGXX[bTXX]Z

1.6 0

(2019-2020)
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638 nlustersGprovideGaGbetterGholisticGviewGofGtypeGYGdiabetesGthanGsimpleGclinicalGfeaturesGTGluthorsNG
replyUGLancetZDiabetesZandZEndocrinologyltheSG2019SGbSGaad 18.1 1

637 lssessingGtheG{athogenicitySG{enetranceSGandGpxpressivityGofG{utativeGoiseaseTnausingGVariantsGinGaG
{opulationGαettingUGAmericanZJournalZofZHumanZGeneticsSG2019SGXW[SGYb]TYca 11 80

636
oiscoveryGofGbiomarkersGforGglycaemicGdeteriorationGbeforeGandGafterGtheGonsetGofGtypeGYGdiabeteseG
descriptiveGcharacteristicsGofGtheGepidemiologicalGstudiesGwithinGtheGtxtGot pnβGnonsortiumUG
DiabetologiaSG2019SGaYSGXaWXTXaX]

10.3 14

635 lssociationGofGmaternalGcirculatingGY]OzsPoGandGcalciumGwithGbirthGweighteGlGmendelianG
randomisationGanalysisUGPLoSZMedicineSG2019SGXaSGeXWWYcYc 11.6 20

634 reneticGstudiesGofGabdominalGx tGdataGidentifyGgenesGregulatingGhepcidinGasGmajorGdeterminantsGofG
liverGironGconcentrationUGJournalZofZHepatologySG2019SGbXSG]d[TaWY 13.4 10

633
lGαpecificGnyzβXGxutationG esultsGinGaGyovelGαyndromeGofG{ancreaticGlgenesisGandG
soloprosencephalyGthroughGtmpairedG{ancreaticGandGyeurologicalGoevelopmentUGAmericanZJournalZ
ofZHumanZGeneticsSG2019SGXW[SGdc]Tdcd

11 28

632
oiseaseGprogressionGandGtreatmentGresponseGinGdataTdrivenGsubgroupsGofGtypeGYGdiabetesG
comparedGwithGmodelsGbasedGonGsimpleGclinicalGfeatureseGanGanalysisGusingGclinicalGtrialGdataUGLancetZ
DiabetesZandZEndocrinologyltheSG2019SGbSG[[YT[]X

18.1 128

631 xaternalGandGfetalGgeneticGeffectsGonGbirthGweightGandGtheirGrelevanceGtoGcardioTmetabolicGriskG
factorsUGNatureZGeneticsSG2019SG]XSGcW[TcX[ 36.3 181

630 βimeGtrendsGinGprescribingGofGtypeGYGdiabetesGdrugsSGglycaemicGresponseGandGriskGfactorseGlG
retrospectiveGanalysisGofGprimaryGcareGdataSGYWXWTYWXbUGDiabeteslZObesityZandZMetabolismSG2019SGYXSGX]baTX]c[6.7 34

629
UnderstandingGtheGmanifestationGofGdiabetesGinGsubGαaharanGlfricaGtoGinformGtherapeuticG
approachesGandGpreventiveGstrategieseGaGnarrativeGreviewUGClinicalZDiabetesZandZEndocrinologySG2019SG
]SGY

4.7 26

628
{ersistentGnTpeptideGisGassociatedGwithGreducedGhypoglycaemiaGbutGnotGsblGinGadultsGwithG
longstandingGβypeGXGdiabeteseGevidenceGforGlackGofGintensiveGtreatmentGinGUvGclinicalGpracticejUG
DiabeticZMedicineSG2019SGZaSGXWdYTXWdd

3.5 21

627 βrisomyGYXGtsGaGnauseGofG{ermanentGyeonatalGoiabetesGβhatGtsGlutoimmuneGbutGyotGswlG
lssociatedUGDiabetesSG2019SGacSGX]YcTX]Z] 0.9 15

626 βypeGXGdiabetesGdefinedGbyGsevereGinsulinGdeficiencyGoccursGafterGZW´ yearsGofGageGandGisGcommonlyG
treatedGasGtypeGYGdiabetesUGDiabetologiaSG2019SGaYSGXXabTXXbY 10.3 48

625 WhatGtoGdoGwithGdiabetesGtherapiesGwhenGsblXcGloweringGisGinadequateeGaddSGswitchSGorGcontinuejGlG
xlαβp xtyoGstudyUGBMCZMedicineSG2019SGXbSGbd 11.4 6

624 βypeGXGdiabetesGgeneticGriskGscoreGdiscriminatesGbetweenGmonogenicGandGβypeGXGdiabetesGinG
childrenGdiagnosedGatGtheGageGofGUGDiabeticZMedicineSG2019SGZaSGXad[TXbWY 3.5 8

623 lGgenomeTwideGassociationGstudyGimplicatesGmultipleGmechanismsGinfluencingGraisedGurinaryG
albuminTcreatinineGratioUGHumanZMolecularZGeneticsSG2019SGYcSG[XdbT[YWb 5.6 8

622 {roteinTcodingGvariantsGimplicateGnovelGgenesGrelatedGtoGlipidGhomeostasisGcontributingGtoGbodyTfatG
distributionUGNatureZGeneticsSG2019SG]XSG[]YT[ad 36.3 44

621 {atternsGofGpostmealGinsulinGsecretionGinGindividualsGwithGsulfonylureaTtreatedGneonatalGdiabetesG
showGpredominanceGofGnonTvTchannelGpathwaysUGBMJZOpenZDiabetesZResearchZandZCareSG2019SGbSGeWWWbYX4.5 4
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620 oevelopmentGandGvalidationGofGmultivariableGclinicalGdiagnosticGmodelsGtoGidentifyGtypeGXGdiabetesG
requiringGrapidGinsulinGtherapyGinGadultsGagedGXcT]WGyearsUGBMJZOpenSG2019SGdSGeWZX]ca 3 19

619
ZincGβransporterGcGlutoantibodiesGOZnβclPGandGaGβypeGXGoiabetesGreneticG iskGαcoreGnanGpxcludeG
tndividualsGWithGβypeGXGoiabetesGqromGtnappropriateGreneticGβestingGforGxonogenicGoiabetesUG
DiabetesZCareSG2019SG[YSGeXaTeXb

14.6 15

618
renomeTWideGandGlbdominalGx tGoataG{rovideGpvidenceGβhatGaGreneticallyGoeterminedGqavorableG
ldiposityG{henotypeGtsGnharacterizedGbyGwowerGpctopicGwiverGqatGandGwowerG iskGofGβypeGYG
oiabetesSGseartGoiseaseSGandGsypertensionUGDiabetesSG2019SGacSGYWbTYXd

0.9 46

617 lGβypeGXGoiabetesGreneticG iskGαcoreGnanGtdentifyG{atientsGWithGrloa]GlutoantibodyT{ositiveG
βypeGYGoiabetesGWhoG apidlyG{rogressGtoGtnsulinGβherapyUGDiabetesZCareSG2019SG[YSGYWcTYX[ 14.6 20

616 nognitiveSGyeurologicalSGandGmehavioralGqeaturesGinGldultsGWithGyeonatalGoiabetesUGDiabetesZCareSG
2019SG[YSGYX]TYY[ 14.6 11

615 xetaTanalysisGofGgenomeTwideGassociationGstudiesGforGbodyGfatGdistributionGinGad[´ a[dGindividualsGofG
puropeanGancestryUGHumanZMolecularZGeneticsSG2019SGYcSGXaaTXb[ 5.6 258

614 somozygosityGmappingGprovidesGsupportingGevidenceGofGpathogenicityGinGrecessiveGxendelianG
diseaseUGGeneticsZinZMedicineSG2019SGYXSGdcYTdca 8.1 15

613 qetalGrenotypeGandGxaternalGrlucoseGsaveGtndependentGandGldditiveGpffectsGonGmirthGWeightUG
DiabetesSG2018SGabSGXWY[TXWYd 0.9 24

612 reneticGriskGscoresGinGadultTonsetGtypeGXGdiabetesGTGluthorsNGreplyUGLancetZDiabetesZandZ
EndocrinologyltheSG2018SGaSGXad 18.1 3

611
renomeTwideGassociationGstudyGofGoffspringGbirthGweightGinGcaG]bbGwomenGidentifiesGfiveGnovelGlociG
andGhighlightsGmaternalGgeneticGeffectsGthatGareGindependentGofGfetalGgeneticsUGHumanZMolecularZ
GeneticsSG2018SGYbSGb[YTb]a

5.6 98

610  efiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetesUGNatureZGeneticsSG2018SG]WSG]]dT]bX 36.3 221

609 {harmacogenomicsGinGdiabeteseGoutcomesGofGthiamineGtherapyGinGβ xlGsyndromeUGDiabetologiaSG
2018SGaXSGXWYbTXWZa 10.3 17

608
{recisionGxedicineGinGβypeGYGoiabeteseGnlinicalGxarkersGofGtnsulinG esistanceGlreGlssociatedGWithG
llteredGαhortTGandGwongTtermGrlycemicG esponseGtoGo{{T[GtnhibitorGβherapyUGDiabetesZCareSG2018SG
[XSGbW]TbXY

14.6 36

607 lGtypeGXGdiabetesGgeneticGriskGscoreGcanGdiscriminateGmonogenicGautoimmunityGwithGdiabetesGfromG
earlyTonsetGclusteringGofGpolygenicGautoimmunityGwithGdiabetesUGDiabetologiaSG2018SGaXSGcaYTcad 10.3 20

606
nommentGonGouboisTwaforgueGetGalUGoiabetesSGlssociatedGnlinicalGαpectrumSGwongTtermG{rognosisSG
andGrenotypeV{henotypeGnorrelationsGinGYWXGldultG{atientsGWithGsepatocyteGyuclearGqactorGXmGOPG
xolecularGoefectsUGoiabetesGnareGYWXbf[WeX[ZaTX[[ZUGDiabetesZCareSG2018SG[XSGeb

14.6 3

605 reneticGmutationsGassociatedGwithGneonatalGdiabetesGmellitusGinGzmaniGpatientsUGJournalZofZ
PediatricZEndocrinologyZandZMetabolismSG2018SGZXSGXd]TYW[ 1.6 8

604 {revalenceGofGdiabetesGinGlustraliaeGinsightsGfromGtheGqremantleGoiabetesGαtudyG{haseGttUGInternalZ
MedicineZJournalSG2018SG[cSGcWZTcWd 1.6 19

603
lreGweGmissingGhypoglycaemiajGplderlyGpatientsGwithGinsulinTtreatedGdiabetesGpresentGtoGprimaryG
careGfrequentlyGwithGnonTspecificGsymptomsGassociatedGwithGhypoglycaemiaUGPrimaryZCareZDiabetesSG
2018SGXYSGXZdTX[a

2.4 16

(2018-2019)
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602 xaternalGandGfetalGgeneticGcontributionGtoGgestationalGweightGgainUGInternationalZJournalZofZObesitySG
2018SG[YSGbb]Tbc[ 5.5 19

601 renomeTwideGmethylomicGanalysisGinGindividualsGwithGsyqXmGintragenicGmutationGandGXbqXYG
microdeletionUGClinicalZEpigeneticsSG2018SGXWSGdb 7.7 10

600
αexGandGmxtGllterGtheGmenefitsGandG isksGofGαulfonylureasGandGβhiazolidinedionesGinGβypeGYG
oiabeteseGlGqrameworkGforGpvaluatingGαtratificationGUsingG outineGnlinicalGandGtndividualGβrialGoataUG
DiabetesZCareSG2018SG[XSGXc[[TXc]Z

14.6 43

599 βimeGtrendsGandGgeographicalGvariationGinGprescribingGofGdrugsGforGdiabetesGinGpnglandGfromGXddcGtoG
YWXbUGDiabeteslZObesityZandZMetabolismSG2018SGYWSGYX]dTYXac 6.7 38

598 xolecularGreductionsGinGglucokinaseGactivityGincreaseGcounterTregulatoryGresponsesGtoG
hypoglycemiaGinGmiceGandGhumansGwithGdiabetesUGMolecularZMetabolismSG2018SGXbSGXbTYb 8.8 25

597 pxcessGmortalityGandGcardiovascularGdiseaseGinGyoungGadultsGwithGtypeGXGdiabetesGinGrelationGtoGageG
atGonseteGaGnationwideSGregisterTbasedGcohortGstudyUGLancetlZTheSG2018SGZdYSG[bbT[ca 40 271

596 pxocrineGpancreaticGdysfunctionGisGcommonGinGhepatocyteGnuclearGfactorGX˛†TassociatedGrenalG
diseaseGandGcanGbeGsymptomaticUGCKJ:ZClinicalZKidneyZJournalSG2018SGXXSG[]ZT[]c 4.5 5

595
pffectivenessGandGsafetyGofGlongTtermGtreatmentGwithGsulfonylureasGinGpatientsGwithGneonatalG
diabetesGdueGtoGvnyuXXGmutationseGanGinternationalGcohortGstudyUGLancetZDiabetesZandZ
EndocrinologyltheSG2018SGaSGaZbTa[a

18.1 77

594 nT{eptideGoeclineGinGβypeGXGoiabetesGsasGβwoG{haseseGlnGtnitialGpxponentialGqallGandGaGαubsequentG
αtableG{haseUGDiabetesZCareSG2018SG[XSGX[caTX[dY 14.6 54

593 βheGnommonGVariantGtYbwGtsGaGxodifierGofGlgeGatGoiabetesGoiagnosisGinGtndividualsGWithG
syqXlTxzoYUGDiabetesSG2018SGabSGXdWZTXdWb 0.9 7

592 {ermanentGneonatalGdiabeteseGcombiningGsulfonylureasGwithGinsulinGmayGbeGanGeffectiveGtreatmentUG
DiabeticZMedicineSG2018SGZ]SGXYdX 3.5 7

591 {roteinTalteringGvariantsGassociatedGwithGbodyGmassGindexGimplicateGpathwaysGthatGcontrolGenergyG
intakeGandGexpenditureGinGobesityUGNatureZGeneticsSG2018SG]WSGYaT[X 36.3 186

590
qrequencyGandGphenotypeGofGtypeGXGdiabetesGinGtheGfirstGsixGdecadesGofGlifeeGaGcrossTsectionalSG
geneticallyGstratifiedGsurvivalGanalysisGfromGUvGmiobankUGLancetZDiabetesZandZEndocrinologyltheSG
2018SGaSGXYYTXYd

18.1 191

589 xarkedGintrafamilialGvariabilityGofGexocrineGandGendocrineGpancreaticGphenotypesGdueGtoGaGspliceG
siteGmutationGinGrlβlaUGBiotechnologyZandZBiotechnologicalZEquipmentSG2018SGZYSGXY[TXYd 1.6

588 pvaluatingGassociationsGbetweenGtheGbenefitsGandGrisksGofGdrugGtherapyGinGtypeGYGdiabeteseGaGjointG
modelingGapproachUGClinicalZEpidemiologySG2018SGXWSGXcadTXcbb 5.9 8

587 qutureG oadmapsGforG{recisionGxedicineGlppliedGtoGoiabeteseG isingGtoGtheGnhallengeGofG
seterogeneityUGJournalZofZDiabetesZResearchSG2018SGYWXcSGZWaXaYW 3.9 11

586 qineTmappingGtypeGYGdiabetesGlociGtoGsingleTvariantGresolutionGusingGhighTdensityGimputationGandG
isletTspecificGepigenomeGmapsUGNatureZGeneticsSG2018SG]WSGX]W]TX]XZ 36.3 675

585 {wtyXGsaploinsufficiencyGtsGyotGlssociatedGWithGwipodystrophyUGJournalZofZClinicalZEndocrinologyZ
andZMetabolismSG2018SGXWZSGZYY]TZYZW 5.6 14

AndrewuHattersley
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584 tα{loGnlinicalG{racticeGnonsensusGruidelinesGYWXceGβheGdiagnosisGandGmanagementGofGmonogenicG
diabetesGinGchildrenGandGadolescentsUGPediatricZDiabetesSG2018SGXdGαupplGYbSG[bTaZ 3.6 136

583
lGUvGnationwideGprospectiveGstudyGofGtreatmentGchangeGinGxzoYeGgeneticGsubtypeGandGclinicalG
characteristicsGpredictGoptimalGglycaemicGcontrolGafterGdiscontinuingGinsulinGandGmetforminUG
DiabetologiaSG2018SGaXSGY]YWTY]Yb

10.3 38

582 reneticGscoresGtoGstratifyGriskGofGdevelopingGmultipleGisletGautoantibodiesGandGtypeGXGdiabeteseGlG
prospectiveGstudyGinGchildrenUGPLoSZMedicineSG2018SGX]SGeXWWY][c 11.6 60

581  areGandGlowTfrequencyGcodingGvariantsGalterGhumanGadultGheightUGNatureSG2017SG][YSGXcaTXdW 50.4 412

580 syperglycaemiaTrelatedGcomplicationsGatGtheGtimeGofGdiagnosisGcanGcauseGpermanentGneurologicalG
disabilityGinGchildrenGwithGneonatalGdiabetesUGDiabeticZMedicineSG2017SGZ[SGXWWWTXWW[ 3.5 8

579 oominantGp GαtressTtnducingGxutationsGUnderlieGaGreneticGαyndromeGofGyeonatalVtnfancyTznsetG
oiabetesSGnongenitalGαensorineuralGoeafnessSGandGnongenitalGnataractsUGDiabetesSG2017SGaaSGYW[[TYW]Z 0.9 56

578  ecessivelyGtnheritedGxutationsGnauseGlutoimmunityG{resentingGasGyeonatalGoiabetesUGDiabetesSG
2017SGaaSGYZXaTYZYY 0.9 39

577 yeuropsychologicalGimpairmentsGinGchildrenGwithGvnyuXXGneonatalGdiabetesUGDiabeticZMedicineSG
2017SGZ[SGXXbXTXXbZ 3.5 10

576
lGsuccessfulGtransitionGtoGsulfonylureaGtreatmentGinGmaleGinfantGwithGneonatalGdiabetesGcausedGbyG
theGnovelGabcccGgeneGmutationGandGthreeGyearsGfollowTupUGDiabetesZResearchZandZClinicalZPracticeSG
2017SGXYdSG]dTaX

7.4 5

575 xanagementGofGsulfonylureaTtreatedGmonogenicGdiabetesGinGpregnancyeGimplicationsGofGplacentalG
glibenclamideGtransferUGDiabeticZMedicineSG2017SGZ[SGXZZYTXZZd 3.5 21

574 lnGpxpandedGrenomeTWideGlssociationGαtudyGofGβypeGYGoiabetesGinGpuropeansUGDiabetesSG2017SGaaSGYcccTYdWY0.9 414

573 lGwowTqrequencyGtnactivatingGVariantGpnrichedGinGtheGqinnishG{opulationGtsGlssociatedGWithGqastingG
tnsulinGwevelsGandGβypeGYGoiabetesG iskUGDiabetesSG2017SGaaSGYWXdTYWZY 0.9 29

572 {recisionGdiabeteseGlearningGfromGmonogenicGdiabetesUGDiabetologiaSG2017SGaWSGbadTbbb 10.3 162

571 seterozygousG qXaGproteinGtruncatingGvariantsGareGassociatedGwithGxzoYGwithGreducedG
penetranceUGNatureZCommunicationsSG2017SGcSGccc 17.4 57

570
nohortGprofileGforGtheGxlαβp xtyoGstudyeGusingGtheGnlinicalG{racticeG esearchGoatalinkGOn{ oPGtoG
investigateGstratificationGofGresponseGtoGtreatmentGinGpatientsGwithGtypeGYGdiabetesUGBMJZOpenSG
2017SGbSGeWXbdcd

3 13

569 βheGprevalenceGofGmonogenicGdiabetesGinGlustraliaeGtheGqremantleGoiabetesGαtudyG{haseGttUGMedicalZ
JournalZofZAustraliaSG2017SGYWbSGZ[[TZ[b 4 11

568 nostsGandGβreatmentG{athwaysGforGβypeGYGoiabetesGinGtheGUveGlGxastermindGnohortGαtudyUGDiabetesZ
TherapySG2017SGcSGXWZXTXW[] 3.6 8

567 αcreeningGforGneonatalGdiabetesGatGdayG]GofGlifeGusingGdriedGbloodGspotGglucoseGmeasurementUG
DiabetologiaSG2017SGaWSGYXacTYXbZ 10.3 7

(2017-2018)
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566 {opulationTmasedGlssessmentGofGaGmiomarkerTmasedGαcreeningG{athwayGtoGlidGoiagnosisGofG
xonogenicGoiabetesGinGYoungTznsetG{atientsUGDiabetesZCareSG2017SG[WSGXWXbTXWY] 14.6 73

565 {ancreasGandGgallbladderGagenesisGinGaGnewbornGwithGsemilobarGholoprosencephalySGaGcaseGreportUG
BMCZMedicalZGeneticsSG2017SGXcSG]b 2.1 3

564 oefiningGdrugGresponseGforGstratifiedGmedicineUGDrugZDiscoveryZTodaySG2017SGYYSGXbZTXbd 8.8 13

563 lnalysisGofGcellTfreeGfetalGoylGforGnonTinvasiveGprenatalGdiagnosisGinGaGfamilyGwithGneonatalG
diabetesUGDiabeticZMedicineSG2017SGZ[SG]cYT]c] 3.5 24

562 αequenceGdataGandGassociationGstatisticsGfromGXYSd[WGtypeGYGdiabetesGcasesGandGcontrolsUGScientificZ
DataSG2017SG[SGXbWXbd 8.2 22

561 xarkersGofG˛†TnellGqailureG{redictG{oorGrlycemicG esponseGtoGrw{TXG eceptorGlgonistGβherapyGinG
βypeGYGoiabetesUGDiabetesZCareSG2016SGZdSGY]WTb 14.6 94

560 lGreferenceGpanelGofGa[SdbaGhaplotypesGforGgenotypeGimputationUGNatureZGeneticsSG2016SG[cSGXYbdTcZ 36.3 1447

559 {rematurityGandGreneticGβestingGforGyeonatalGoiabetesUGPediatricsSG2016SGXZcSG 7.4 19

558 sypogonadotropicGsypogonadismGandGαhortGαtatureGinG{atientsGwithGoiabetesGoueGtoGyeurogeninG
ZGoeficiencyUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2016SGXWXSGZ]]]TZ]]c 5.6 6

557 lGprincipalGcomponentGmetaTanalysisGonGmultipleGanthropometricGtraitsGidentifiesGnovelGlociGforG
bodyGshapeUGNatureZCommunicationsSG2016SGbSGXZZ]b 17.4 46

556 metaGcellGfunctionGandGongoingGautoimmunityGinGlongTstandingSGchildhoodGonsetGtypeGXGdiabetesUG
DiabetologiaSG2016SG]dSGYbYYTYbYa 10.3 33

555 {sychiatricGmorbidityGinGchildrenGwithGvnyuXXGneonatalGdiabetesUGDiabeticZMedicineSG2016SGZZSGXZcbTdX 3.5 22

554 {racticalGnlassificationGruidelinesGforGoiabetesGinGpatientsGtreatedGwithGinsulineGaGcrossTsectionalG
studyGofGtheGaccuracyGofGdiabetesGdiagnosisUGBritishZJournalZofZGeneralZPracticeSG2016SGaaSGeZX]TYY 1.6 35

553 αystematicG{opulationGαcreeningSGUsingGmiomarkersGandGreneticGβestingSGtdentifiesGYU]LGofGtheGUUvUG
{ediatricGoiabetesG{opulationGWithGxonogenicGoiabetesUGDiabetesZCareSG2016SGZdSGXcbdTXccc 14.6 117

552 tsolatedG{ancreaticGlplasiaGoueGtoGaGsypomorphicG{βqXlGxutationUGDiabetesSG2016SGa]SGYcXWT] 0.9 16

551 xaternalGhypothyroxinaemiaGinGpregnancyGisGassociatedGwithGobesityGandGadverseGmaternalG
metabolicGparametersUGEuropeanZJournalZofZEndocrinologySG2016SGXb[SG]XTb 6.5 39

550 nharacteristicsGofGmaturityGonsetGdiabetesGofGtheGyoungGinGaGlargeGdiabetesGcenterUGPediatricZ
DiabetesSG2016SGXbSGZaWTb 3.6 36

549 reneticGpvidenceGforGnausalG elationshipsGmetweenGxaternalGzbesityT elatedGβraitsGandGmirthG
WeightUGJAMAZmZJournalZofZtheZAmericanZMedicalZAssociationSG2016SGZX]SGXXYdT[W 27.4 149
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548 lGβypeGXGoiabetesGreneticG iskGαcoreGnanGlidGoiscriminationGmetweenGβypeGXGandGβypeGYGoiabetesG
inGYoungGldultsUGDiabetesZCareSG2016SGZdSGZZbT[[ 14.6 141

547 ldherenceGtoGzralGrlucoseTwoweringGβherapiesGandGlssociationsGWithGXTYearGsblXceGlG
 etrospectiveGnohortGlnalysisGinGaGwargeG{rimaryGnareGoatabaseUGDiabetesZCareSG2016SGZdSGY]cTYaZ 14.6 57

546 αhouldGαtudiesGofGoiabetesGβreatmentGαtratificationGnorrectGforGmaselineGsblXcjUGPLoSZONESG2016SG
XXSGeWX]Y[Yc 3.7 21

545 βheGgeneticGarchitectureGofGtypeGYGdiabetesUGNatureSG2016SG]ZaSG[XT[b 50.4 704

544 nrossoverGstudiesGcanGhelpGtheGindividualisationGofGcareGinGtypeGYGdiabeteseGtheGxlαβp xtyoG
approachUGPracticalZDiabetesSG2016SGZZSGXX]TXXb 0.7

543 nhromosomeGXbqXYGmicrodeletionsGbutGnotGintragenicGsyqXmGmutationsGlinkGdevelopmentalGkidneyG
diseaseGandGpsychiatricGdisorderUGKidneyZInternationalSG2016SGdWSGYWZTXX 9.9 42

542  andomGnonTfastingGnTpeptideeGbringingGrobustGassessmentGofGendogenousGinsulinGsecretionGtoGtheG
clinicUGDiabeticZMedicineSG2016SGZZSGX]][TX]]c 3.5 34

541 wowGtgpGtsGaGUsefulGβoolGtoGtdentifyGαβlβZGrainTofTqunctionGxutationsUGClinicalZChemistrySG2016SGaYSGX]ZaTX]Zc5.5 4

540 αouthGlsianGindividualsGwithGdiabetesGwhoGareGreferredGforGxzoYGtestingGinGtheGUvGhaveGaGlowerG
mutationGpickTupGrateGthanGwhiteGpuropeanGpeopleUGDiabetologiaSG2016SG]dSGYYaYT] 10.3 13

539 xonogenicGnausesGofGoiabetesG2016SGY[XTYaX 1

538 αuccessfulGtransferGtoGsulfonylureasGinGvnyuXXGneonatalGdiabetesGisGdeterminedGbyGtheGmutationG
andGdurationGofGdiabetesUGDiabetologiaSG2016SG]dSGXXaYTa 10.3 54

537 βypeGXGoiabetesGreneticG iskGαcoreeGlGyovelGβoolGtoGoiscriminateGxonogenicGandGβypeGXGoiabetesUG
DiabetesSG2016SGa]SGYWd[TYWdd 0.9 105

536 oifferentialGregulationGofGserumGmicro ylGexpressionGbyGsyqX˛†GandGsyqX˛–GtranscriptionGfactorsUG
DiabetologiaSG2016SG]dSGX[aZTX[bZ 10.3 15

535 yeonatalGdiabetesGcausedGbyGaGhomozygousGvnyuXXGmutationGdemonstratesGthatGtinyGchangesGinG
lβ{GsensitivityGmarkedlyGaffectGdiabetesGriskUGDiabetologiaSG2016SG]dSGX[ZWTX[Za 10.3 18

534 reneticGpvidenceGforGaGwinkGmetweenGqavorableGldiposityGandGwowerG iskGofGβypeGYGoiabetesSG
sypertensionSGandGseartGoiseaseUGDiabetesSG2016SGa]SGY[[cTaW 0.9 86

533 renomeTwideGassociationsGforGbirthGweightGandGcorrelationsGwithGadultGdiseaseUGNatureSG2016SG]ZcSGY[cTY]Y50.4 266

532 βheGnommonGpU XX[WGsyq[lGxutationGnausesGaGoistinctGnlinicalGαubtypeGofGxonogenicGoiabetesUG
DiabetesSG2016SGa]SGZYXYTb 0.9 29

531 xonogenicGautoimmuneGdiseasesGofGtheGendocrineGsystemUGLancetZDiabetesZandZEndocrinologyltheSG
2016SG[SGcaYTbY 18.1 19

(2016-2016)
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530 βheGeffectGofGearlySGcomprehensiveGgenomicGtestingGonGclinicalGcareGinGneonatalGdiabeteseGanG
internationalGcohortGstudyUGLancetlZTheSG2015SGZcaSGd]bTaZ 40 186

529  ecognitionGandGxanagementGofGtndividualsGWithGsyperglycemiaGmecauseGofGaGseterozygousG
rlucokinaseGxutationUGDiabetesZCareSG2015SGZcSGXZcZTdY 14.6 157

528 lGxissenseGxutationGinG{{{X X]mGnausesGaGαyndromeGtncludingGoiabetesSGαhortGαtatureSGandG
xicrocephalyUGDiabetesSG2015SGa[SGZd]XTaY 0.9 48

527 lssociationGanalysisGofGYdSd]aGindividualsGconfirmsGthatGaGlowTfrequencyGvariantGatGnnyoYGhalvesG
theGriskGofGtypeGYGdiabetesGbyGenhancingGinsulinGsecretionUGDiabetesSG2015SGa[SGYYbdTc] 0.9 20

526 xonogenicGdisordersGofGtheG˛†GcellG2015SG[YaT[[X

525
nlinicalGcharacteristicsGandGmolecularGgeneticGanalysisGofGYYGpatientsGwithGneonatalGdiabetesGfromG
theGαouthTpasternGregionGofGβurkeyeGpredominanceGofGnonTvlβ{GchannelGmutationsUGEuropeanZ
JournalZofZEndocrinologySG2015SGXbYSGadbTbW]

6.5 40

524 miallelicG qXaGmutationsGcanGcauseGchildhoodGasGwellGasGneonatalGonsetGdiabetesGmellitusUGEuropeanZ
JournalZofZHumanZGeneticsSG2015SGYZSGXb[[Tc 5.3 24

523 βypeGYGoiabetesSGαrwβYGtnhibitorsSGandGrlucoseGαecretionUGNewZEnglandZJournalZofZMedicineSG2015SG
ZbZSGdb[Ta 59.2 27

522 yeonatalGdiabetesGinGUkraineeGincidenceSGgeneticsSGclinicalGphenotypeGandGtreatmentUGJournalZofZ
PediatricZEndocrinologyZandZMetabolismSG2015SGYcSGXYbdTca 1.6 25

521 reneticGfineGmappingGandGgenomicGannotationGdefinesGcausalGmechanismsGatGtypeGYGdiabetesG
susceptibilityGlociUGNatureZGeneticsSG2015SG[bSGX[X]TY] 36.3 292

520 syqXmTassociatedGrenalGandGextraTrenalGdiseaseTanGexpandingGclinicalGspectrumUGNatureZReviewsZ
NephrologySG2015SGXXSGXWYTXY 14.9 163

519 βheGvalueGofGin´ vitroGstudiesGinGaGcaseGofGneonatalGdiabetesGwithGaGnovelGviraUYTWacrGmutationUG
ClinicalZCaseZReportsZhdiscontinuediSG2015SGZSGcc[Tb 0.7 4

518 nanGclinicalGfeaturesGbeGusedGtoGdifferentiateGtypeGXGfromGtypeGYGdiabetesjGlGsystematicGreviewGofG
theGliteratureUGBMJZOpenSG2015SG]SGeWWdWcc 3 53

517 ZUGlGyovelSGtnexpensiveGβestGnanGoiscriminateGbetweenGβypeGXGandGβypeGYGoiabetesGOXb[]T{PUG
NederlandsZTijdschriftZVoorZDiabetologieSG2015SGXZSG]bT]b 0

516 βheGtnfluenceGofGlgeGandGαexGonGreneticGlssociationsGwithGldultGmodyGαizeGandGαhapeeGlG
wargeTαcaleGrenomeTWideGtnteractionGαtudyUGPLoSZGeneticsSG2015SGXXSGeXWW]Zbc 6 220

515 zptimisationGofGanGldvancedGzxidationG{roteinG{roductsGlssayeGttsGlpplicationGtoGαtudiesGofG
zxidativeGαtressGinGoiabetesGxellitusUGOxidativeZMedicineZandZCellularZLongevitySG2015SGYWX]SG[daYbX 6.7 29

514 xostGpeopleGwithGlongTdurationGtypeGXGdiabetesGinGaGlargeGpopulationTbasedGstudyGareGinsulinG
microsecretorsUGDiabetesZCareSG2015SGZcSGZYZTc 14.6 76

513 pxpandingGtheGnlinicalGαpectrumGlssociatedGWithGrwtαZGxutationsUGJournalZofZClinicalZEndocrinologyZ
andZMetabolismSG2015SGXWWSGpXZaYTd 5.6 53
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512 lssessmentGofGtheGsyqXmGαcoreGasGaGβoolGtoGαelectG{atientsGforGsyqXmGreneticGβestingUGNephronSG
2015SGXZWSGXZ[T[W 3.3 9

511 yewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SG]XcSGXcbTXda 50.4 920

510 reneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SG]XcSGXdbTYWa 50.4 2687

509 wowTfrequencyGandGrareGexomeGchipGvariantsGassociateGwithGfastingGglucoseGandGtypeGYGdiabetesG
susceptibilityUGNatureZCommunicationsSG2015SGaSG]cdb 17.4 147

508 wowerGnirculatingGmXYGtsGlssociatedGwithGsigherGzbesityGandGtnsulinG esistanceGduringG{regnancyGinG
aGyonToiabeticGWhiteGmritishG{opulationUGPLoSZONESG2015SGXWSGeWXZ]Yac 3.7 54

507  ecessiveGmutationsGinGaGdistalG{βqXlGenhancerGcauseGisolatedGpancreaticGagenesisUGNatureZGeneticsSG
2014SG[aSGaXTa[ 36.3 187

506 {revalenceGofGvascularGcomplicationsGamongGpatientsGwithGglucokinaseGmutationsGandGprolongedSG
mildGhyperglycemiaUGJAMAZmZJournalZofZtheZAmericanZMedicalZAssociationSG2014SGZXXSGYbdTca 27.4 181

505 βheGassociationGbetweenGpostprandialGurinaryGnTpeptideGcreatinineGratioGandGtheGtreatmentG
responseGtoGliraglutideeGaGmultiTcentreGobservationalGstudyUGDiabeticZMedicineSG2014SGZXSG[WZTXX 3.5 12

504 {ermanentGneonatalGdiabetesGinGsiblingsGwithGnovelGnXWdYGtyαGmutationGtransmittedGbyGanG
unaffectedGparentGwithGsomaticGmosaicismUGPediatricZDiabetesSG2014SGX]SGZY[Tc 3.6 4

503 βheGWUXLGofGtheGpopulationGwithGglucokinaseGmonogenicGdiabetesGcanGbeGrecognizedGbyGclinicalG
characteristicsGinGpregnancyeGtheGltlanticGoiabetesGinG{regnancyGcohortUGDiabetesZCareSG2014SGZbSGXYZWTa 14.6 90

502
qetalGmacrosomiaGandGneonatalGhyperinsulinemicGhypoglycemiaGassociatedGwithGtransplacentalG
transferGofGsulfonylureaGinGaGmotherGwithGvnyuXXTrelatedGneonatalGdiabetesUGDiabetesZCareSG2014SG
ZbSGZZZZT]

14.6 16

501 yeurogeninGZGisGimportantGbutGnotGessentialGforGpancreaticGisletGdevelopmentGinGhumansUG
DiabetologiaSG2014SG]bSGY[YXT[ 10.3 24

500 lctivatingGgermlineGmutationsGinGαβlβZGcauseGearlyTonsetGmultiTorganGautoimmuneGdiseaseUGNatureZ
GeneticsSG2014SG[aSGcXYTcX[ 36.3 328

499 lGdiagnosticGapproachGforGdefiningGidiopathicGremittingGdiabeteseGaGretrospectiveGcohortGstudyUGBMCZ
EndocrineZDisordersSG2014SGX[SG[] 3.3

498 {ermanentGneonatalGdiabetesGmisdiagnosedGasGtypeGXGdiabetesGinGaGYcTyearToldGfemaleeGaG
lifeTchangingGdiagnosisUGDiabetesZResearchZandZClinicalZPracticeSG2014SGXWaSGeYYT[ 7.4 1

497 oefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNatureZGeneticsSG2014SG[aSGXXbZTca 36.3 1339

496
oiscoveryGofGbiomarkersGforGglycaemicGdeteriorationGbeforeGandGafterGtheGonsetGofGtypeGYGdiabeteseG
rationaleGandGdesignGofGtheGepidemiologicalGstudiesGwithinGtheGtxtGot pnβGnonsortiumUGDiabetologia
SG2014SG]bSGXXZYT[Y

10.3 39

495 renomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNatureZGeneticsSG2014SG[aSGYZ[T[[ 36.3 784

(2014-2015)
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494 βenGyearsGofGtheGnationalGgeneticGdiabetesGnurseGnetworkeGaGmodelGforGtheGtranslationGofGgeneticG
informationGintoGclinicalGcareUGClinicalZMedicineSG2014SGX[SGXXbTYX 1.9 9

493 lnalysisGofGtranscriptionGfactorsGkeyGforGmouseGpancreaticGdevelopmentGestablishesGyvXYTYGandG
xyXXGmutationsGasGcausesGofGneonatalGdiabetesGinGmanUGCellZMetabolismSG2014SGXdSGX[aT][ 24.6 102

492 αimulationGofGqinnishGpopulationGhistorySGguidedGbyGempiricalGgeneticGdataSGtoGassessGpowerGofG
rareTvariantGtestsGinGqinlandUGAmericanZJournalZofZHumanZGeneticsSG2014SGd[SGbXWTYW 11 19

491 {hysiologyGhelpsGrWlαGtakeGaGstepGcloserGtoGmechanismUGDiabetesSG2014SGaZSGXcZaTb 0.9 5

490 {henotypicGseverityGofGhomozygousGrnvGmutationsGcausingGneonatalGorGchildhoodTonsetGdiabetesGisG
primarilyGmediatedGthroughGeffectsGonGproteinGstabilityUGHumanZMolecularZGeneticsSG2014SGYZSGa[ZYT[W 5.6 30

489 pffectGofGtheGholidayGseasonGinGpatientsGwithGdiabeteseGglycemiaGandGlipidsGincreaseGpostholidaySGbutG
theGeffectGisGsmallGandGtransientUGDiabetesZCareSG2014SGZbSGedcTd 14.6 6

488 tdentificationGofGnovelGgeneticGwociGassociatedGwithGthyroidGperoxidaseGantibodiesGandGclinicalG
thyroidGdiseaseUGPLoSZGeneticsSG2014SGXWSGeXWW[XYZ 6 122

487 βheGsyq[lG baWGmutationGcausesGatypicalGdominantGqanconiGsyndromeGinGadditionGtoGaG˛†GcellG
phenotypeUGJournalZofZMedicalZGeneticsSG2014SG]XSGXa]Td 5.8 57

486 rlβl[GmutationsGareGaGcauseGofGneonatalGandGchildhoodTonsetGdiabetesUGDiabetesSG2014SGaZSGYcccTd[ 0.9 80

485 tα{loGnlinicalG{racticeGnonsensusGruidelinesGYWX[UGβheGdiagnosisGandGmanagementGofGmonogenicG
diabetesGinGchildrenGandGadolescentsUGPediatricZDiabetesSG2014SGX]GαupplGYWSG[bTa[ 3.6 133

484 someGurineGnTpeptideGcreatinineGratioGcanGbeGusedGtoGmonitorGisletGtransplantGfunctionUGDiabetesZ
CareSG2014SGZbSGXbZbT[W 14.6 4

483 wifecourseeGmanagementGofGtypeGXGdiabetesUGLancetZDiabetesZandZEndocrinologyltheSG2014SGYSGXd[T] 18.1 2

482 nrossTsectionalGandGlongitudinalGstudiesGsuggestGpharmacologicalGtreatmentGusedGinGpatientsGwithG
glucokinaseGmutationsGdoesGnotGalterGglycaemiaUGDiabetologiaSG2014SG]bSG][Ta 10.3 122

481 βheGmajorityGofGpatientsGwithGlongTdurationGtypeGXGdiabetesGareGinsulinGmicrosecretorsGandGhaveG
functioningGbetaGcellsUGDiabetologiaSG2014SG]bSGXcbTdX 10.3 188

480 tdentifyingGgoodGrespondersGtoGglucoseGloweringGtherapyGinGtypeGYGdiabeteseGimplicationsGforG
stratifiedGmedicineUGPLoSZONESG2014SGdSGeXXXYZ] 3.7 9

479 wessonsGfromGtheGmixedTmealGtoleranceGtesteGuseGofGdWTminuteGandGfastingGnTpeptideGinGpediatricG
diabetesUGDiabetesZCareSG2013SGZaSGXd]TYWX 14.6 46

478 tmprovedGgeneticGtestingGforGmonogenicGdiabetesGusingGtargetedGnextTgenerationGsequencingUG
DiabetologiaSG2013SG]aSGXd]cTaZ 10.3 201

477 nlinicalGpresentationGofGaqY[GtransientGneonatalGdiabetesGmellitusGOaqY[GβyoxPGandG
genotypeTphenotypeGcorrelationGinGanGinternationalGcohortGofGpatientsUGDiabetologiaSG2013SG]aSGb]cTaY 10.3 90
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476 pxomeGsequencingTdrivenGdiscoveryGofGcodingGpolymorphismsGassociatedGwithGcommonGmetabolicG
phenotypesUGDiabetologiaSG2013SG]aSGYdcTZXW 10.3 102

475 sypoglycaemiaGfollowingGdiabetesGremissionGinGpatientsGwithGaqY[GmethylationGdefectseGexpandingG
theGclinicalGphenotypeUGDiabetologiaSG2013SG]aSGYXcTYX 10.3 19

474 nystatinGnGisGnotGaGgoodGcandidateGbiomarkerGforGsyqXlTxzoYUGActaZDiabetologicaSG2013SG]WSGcX]TYW 3.9 7

473 βheGclinicalGutilityGofGnTpeptideGmeasurementGinGtheGcareGofGpatientsGwithGdiabetesUGDiabeticZ
MedicineSG2013SGZWSGcWZTXb 3.5 295

472
{revalenceSGcharacteristicsGandGclinicalGdiagnosisGofGmaturityGonsetGdiabetesGofGtheGyoungGdueGtoG
mutationsGinGsyqXlSGsyq[lSGandGglucokinaseeGresultsGfromGtheGαpl nsGforGoiabetesGinGYouthUG
JournalZofZClinicalZEndocrinologyZandZMetabolismSG2013SGdcSG[W]]TaY

5.6 219

471 oigenicGheterozygousGsyqXlGandGsyq[lGmutationsGinGtwoGsiblingsGwithGchildhoodTonsetGdiabetesUG
PediatricZDiabetesSG2013SGX[SG]Z]Tc 3.6 11

470
nontinueGwithGlongGtermGsulfonylureasGinGpatientsGwithGmutationsGinGtheGvnyuXXGgeneGwhenGthereG
isGevidenceGofGresponseGevenGifGinsulinGtreatmentGisGstillGrequiredUGDiabetesZResearchZandZClinicalZ
PracticeSG2013SGXWWSGeaZ

7.4 3

469 syqXmGdeletionsGinGpatientsGwithGyoungTonsetGdiabetesGbutGnoGknownGrenalGdiseaseUGDiabeticZ
MedicineSG2013SGZWSGXX[Tb 3.5 27

468 someGurineGnTpeptideGcreatinineGratioGOUn{n PGtestingGcanGidentifyGtypeGYGandGxzoYGinGpediatricG
diabetesUGPediatricZDiabetesSG2013SGX[SGXcXTc 3.6 22

467 lnGinTframeGdeletionGatGtheGpolymeraseGactiveGsiteGofG{zwoXGcausesGaGmultisystemGdisorderGwithG
lipodystrophyUGNatureZGeneticsSG2013SG[]SGd[bT]W 36.3 120

466 qiveTyearGfollowTupGforGwomenGwithGsubclinicalGhypothyroidismGinGpregnancyUGJournalZofZClinicalZ
EndocrinologyZandZMetabolismSG2013SGdcSGpXd[XT] 5.6 34

465 UrineGnTpeptideGcreatinineGratioGcanGbeGusedGtoGassessGinsulinGresistanceGandGinsulinGproductionGinG
peopleGwithoutGdiabeteseGanGobservationalGstudyUGBMJZOpenSG2013SGZSGeWWZXdZ 3 9

464
 esponseGtoGnommentGoneGnhakeraGetGalUGlntenatalGdiagnosisGofGfetalGgenotypeGdeterminesGifG
maternalGhyperglycemiaGdueGtoGaGglucokinaseGmutationGrequiresGtreatmentUGoiabetesGnareG
YWXYfZ]eXcZYTXcZ[UGDiabetesZCareSG2013SGZaSGeX]

14.6 2

463 {arentalGdiabetesGandGbirthweightGinGYZaGWZWGindividualsGinGtheGUvGbiobankGstudyUGInternationalZ
JournalZofZEpidemiologySG2013SG[YSGXbX[TYZ 7.8 47

462 lGmetaTanalysisGofGthyroidTrelatedGtraitsGrevealsGnovelGlociGandGgenderTspecificGdifferencesGinGtheG
regulationGofGthyroidGfunctionUGPLoSZGeneticsSG2013SGdSGeXWWZYaa 6 146

461 rlβlaGmutationsGcauseGaGbroadGphenotypicGspectrumGofGdiabetesGfromGpancreaticGagenesisGtoG
adultTonsetGdiabetesGwithoutGexocrineGinsufficiencyUGDiabetesSG2013SGaYSGddZTb 0.9 104

460 nommentGoneGvhuranaGetGalUGβheGdiagnosisGofGneonatalGdiabetesGinGaGmotherGatGY]GyearsGofGageUG
oiabetesGnareGYWXYfZ]ee]dUGDiabetesZCareSG2013SGZaSGeZX 14.6 2

459
 esponseGtoGcommentGoneGmesserGetGalUGwessonsGfromGtheGmixedTmealGtoleranceGtesteGuseGofG
dWTminuteGandGfastingGnTpeptideGinGpediatricGdiabetesUGoiabetesGnareGYWXZfZaeXd]TYWXUGDiabetesZ
CareSG2013SGZaSGeYYY

14.6

(2013-2013)

15



458 t ylGmethyltransferaseGhomologGgeneGβ xβXWlGmutationGinGyoungGonsetGdiabetesGandGprimaryG
microcephalyGinGhumansUGPLoSZGeneticsSG2013SGdSGeXWWZccc 6 75

457 miallelicG{oXXGOinsulinGpromoterGfactorGXPGmutationsGcausingGneonatalGdiabetesGwithoutGexocrineG
pancreaticGinsufficiencyUGDiabeticZMedicineSG2013SGZWSGeXdbTYWW 3.5 37

456 xendelianGrandomizationGstudiesGdoGnotGsupportGaGcausalGroleGforGreducedGcirculatingGadiponectinG
levelsGinGinsulinGresistanceGandGtypeGYGdiabetesUGDiabetesSG2013SGaYSGZ]cdTdc 0.9 95

455 yewGlociGassociatedGwithGbirthGweightGidentifyGgeneticGlinksGbetweenGintrauterineGgrowthGandGadultG
heightGandGmetabolismUGNatureZGeneticsSG2013SG[]SGbaTcY 36.3 232

454 {ermanentGneonatalGdiabetesGmellituseGprevalenceGandGgeneticGdiagnosisGinGtheGαpl nsGforG
oiabetesGinGYouthGαtudyUGPediatricZDiabetesSG2013SGX[SGXb[TcW 3.6 42

453 rainTofTfunctionGmutationsGinGtheGvOlβ{PGchannelGOvnyuXXPGimpairGcoordinatedGhandTeyeGtrackingUG
PLoSZONESG2013SGcSGeaYa[a 3.7 6

452 UseGofGsblXcGinGtheGidentificationGofGpatientsGwithGhyperglycaemiaGcausedGbyGaGglucokinaseG
mutationeGobservationalGcaseGcontrolGstudiesUGPLoSZONESG2013SGcSGea]ZYa 3.7 83

451 parlyTonsetSGsevereGlipoatrophyGinGaGpatientGwithGpermanentGneonatalGdiabetesGmellitusGsecondaryG
toGaGrecessiveGmutationGinGtheGtyαGgeneUGPediatricZDiabetesSG2012SGXZSGeYaTd 3.6 1

450 vlβ{GchannelGmutationsGinGinfantsGwithGpermanentGdiabetesGdiagnosedGafterGaGmonthsGofGlifeUG
PediatricZDiabetesSG2012SGXZSGZYYT] 3.6 49

449 tncidenceSGgeneticsSGandGclinicalGphenotypeGofGpermanentGneonatalGdiabetesGmellitusGinGnorthwestG
αaudiGlrabiaUGPediatricZDiabetesSG2012SGXZSG[ddT]W] 3.6 60

448  ecessiveGαwnXdlYGmutationsGareGaGcauseGofGneonatalGdiabetesGmellitusGinGthiamineTresponsiveG
megaloblasticGanaemiaUGPediatricZDiabetesSG2012SGXZSGZX[TYX 3.6 43

447 seterozygousGlmnncGmutationsGareGaGcauseGofGxzoYUGDiabetologiaSG2012SG]]SGXYZTb 10.3 105

446 βheGimpactGofGinsulinGadministrationGduringGtheGmixedGmealGtoleranceGtestUGDiabeticZMedicineSG2012SG
YdSGXYbdTc[ 3.5 17

445 wargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNatureZGeneticsSG2012SG[[SGdcXTdW 36.3 1482

444 αwnYlYGmutationsGcanGcauseGneonatalGdiabetesSGsuggestingGrwUβYGmayGhaveGaGroleGinGhumanGinsulinG
secretionUGDiabetologiaSG2012SG]]SGYZcXT] 10.3 82

443 wipoproteinGcompositionGinGsyqXlTxzoYeGdifferentiatingGbetweenGsyqXlTxzoYGandGtypeGYG
diabetesUGClinicaZChimicaZActaSG2012SG[XZSGdYbTZY 6.2 30

442 trqYVsXdGhypomethylationGinGaGpatientGwithGveryGlowGbirthweightSGpreociousGpubarcheGandGinsulinG
resistanceUGBMCZMedicalZGeneticsSG2012SGXZSG[Y 2.1 22

441 lssessmentGofGendogenousGinsulinGsecretionGinGinsulinGtreatedGdiabetesGpredictsGpostprandialG
glucoseGandGtreatmentGresponseGtoGprandialGinsulinUGBMCZEndocrineZDisordersSG2012SGXYSGa 3.3 10
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440 lGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGlfricanGlmericansUGPLoSZONESG2012SG
bSGeYdYWY 3.7 138

439 {aradoxicalGlowerGserumGtriglycerideGlevelsGandGhigherGtypeGYGdiabetesGmellitusGsusceptibilityGinG
obeseGindividualsGwithGtheG{y{wlZGX[cxGvariantUGPLoSZONESG2012SGbSGeZdZaY 3.7 66

438 poβlGimprovesGstabilityGofGwholeGbloodGnTpeptideGandGinsulinGtoGoverGY[GhoursGatGroomG
temperatureUGPLoSZONESG2012SGbSGe[YWc[ 3.7 31

437 βheGdevelopmentGandGvalidationGofGaGclinicalGpredictionGmodelGtoGdetermineGtheGprobabilityGofG
xzoYGinGpatientsGwithGyoungTonsetGdiabetesUGDiabetologiaSG2012SG]]SGXYa]TbY 10.3 172

436 ValidationGofGaGsingleTsampleGurinaryGnTpeptideGcreatinineGratioGasGaGreproducibleGalternativeGtoG
serumGnTpeptideGinGpatientsGwithGβypeGYGdiabetesUGDiabeticZMedicineSG2012SGYdSGdWTZ 3.5 22

435 βheGimpactGofGgenderGonGurineGnTpeptideGcreatinineGratioGinterpretationUGAnnalsZofZClinicalZ
BiochemistrySG2012SG[dSGZaZTc 2.2 10

434 αtratifyingGtypeGYGdiabetesGcasesGbyGmxtGidentifiesGgeneticGriskGvariantsGinGwlxlXGandGenrichmentG
forGriskGvariantsGinGleanGcomparedGtoGobeseGcasesUGPLoSZGeneticsSG2012SGcSGeXWWYb[X 6 162

433 yovelGlociGforGadiponectinGlevelsGandGtheirGinfluenceGonGtypeGYGdiabetesGandGmetabolicGtraitseGaG
multiTethnicGmetaTanalysisGofG[]ScdXGindividualsUGPLoSZGeneticsSG2012SGcSGeXWWYaWb 6 326

432 lminoGacidGpropertiesGmayGbeGusefulGinGpredictingGclinicalGoutcomeGinGpatientsGwithGviraUYGneonatalG
diabetesUGEuropeanZJournalZofZEndocrinologySG2012SGXabSG[XbTYX 6.5 3

431 tdentifyingGclinicalGcriteriaGtoGpredictGβypeGXGdiabetesSGasGdefinedGbyGabsoluteGinsulinGdeficiencyeGaG
systematicGreviewGprotocolUGBMJZOpenSG2012SGYSG 3 3

430 mayesianGrefinementGofGassociationGsignalsGforGX[GlociGinGZGcommonGdiseasesUGNatureZGeneticsSG2012SG
[[SGXYd[TZWX 36.3 347

429 nommonGvariantsGatGXYqX]GandGXYqY[GareGassociatedGwithGinfantGheadGcircumferenceUGNatureZ
GeneticsSG2012SG[[SG]ZYT]Zc 36.3 94

428 {ermanentGneonatalGdiabeteseGdifferentGaetiologyGinGlrabsGcomparedGtoGpuropeansUGArchivesZofZ
DiseaseZinZChildhoodSG2012SGdbSGbYXTZ 2.2 25

427 lntenatalGdiagnosisGofGfetalGgenotypeGdeterminesGifGmaternalGhyperglycemiaGdueGtoGaGglucokinaseG
mutationGrequiresGtreatmentUGDiabetesZCareSG2012SGZ]SGXcZYT[ 14.6 41

426
reneticGvariationGinGtheGX]qY]GnicotinicGacetylcholineGreceptorGgeneGclusterG
Ons yl]Tns ylZTns ym[PGinteractsGwithGmaternalGselfTreportedGsmokingGstatusGduringG
pregnancyGtoGinfluenceGbirthGweightUGHumanZMolecularZGeneticsSG2012SGYXSG]Z[[T]c

5.6 50

425 βheGroleGofGinflammatoryGpathwayGgeneticGvariationGonGmaternalGmetabolicGphenotypesGduringG
pregnancyUGPLoSZONESG2012SGbSGeZYd]c 3.7 19

424 UsingGhighlyGsensitiveGnTreactiveGproteinGmeasurementGtoGdiagnoseGxzoYGinGaGfamilyGwithG
suspectedGtypeGYGdiabetesUGBMJZCaseZReportsSG2012SGYWXYSG 0.9

423 rlβlaGhaploinsufficiencyGcausesGpancreaticGagenesisGinGhumansUGNatureZGeneticsSG2011SG[[SGYWTYY 36.3 195

(2011-2012)

17



422
UrinaryGnTpeptideGcreatinineGratioGisGaGpracticalGoutpatientGtoolGforGidentifyingGhepatocyteGnuclearG
factorGXT{alpha}VhepatocyteGnuclearGfactorG[T{alpha}GmaturityTonsetGdiabetesGofGtheGyoungGfromG
longTdurationGtypeGXGdiabetesUGDiabetesZCareSG2011SGZ[SGYcaTdX

14.6 96

421 {ermanentGyeonatalGoiabetesGandGpntericGlnendocrinosisGlssociatedGWithGmiallelicGxutationsGinG
ypU zrZUGDiabetesSG2011SGaWSGXZ[dT]Z 0.9 114

420 lGpathwayGtoGinsulinGindependenceGinGnewbornsGandGinfantsGwithGdiabetesUGJournalZofZPerinatologySG
2011SGZXSG]abTbW 3.1 1

419 sighTsensitivityGn {GdiscriminatesGsyqXlTxzoYGfromGotherGsubtypesGofGdiabetesUGDiabetesZCareSG
2011SGZ[SGXcaWTY 14.6 76

418  esponseGtoGnommentGoneGxcoonaldGetGalUGsighTαensitivityGn {GoiscriminatesGsyqXlTxzoYGqromG
ztherGαubtypesGofGoiabetesUGoiabetesGnareGYWXXfZ[eXcaWTXcaYUGDiabetesZCareSG2011SGZ[SGeXcbTeXcb 14.6 78

417 {ersistentlyGautoantibodyGnegativeGO{lyPGtypeGXGdiabetesGmellitusGinGchildrenUGPediatricZDiabetesSG
2011SGXYSGX[YTd 3.6 44

416 vnyuXXGactivatingGmutationsGcauseGbothGtransientGandGpermanentGneonatalGdiabetesGmellitusGinG
nypriotGpatientsUGPediatricZDiabetesSG2011SGXYSGXZZTb 3.6 5

415
αequencingG{oXXGOinsulinGpromoterGfactorGXPGinGXbccGUvGindividualsGfoundG]LGhadGaGlowGfrequencyG
codingGvariantSGbutGtheseGvariantsGareGnotGassociatedGwithGβypeGYGdiabetesUGDiabeticZMedicineSG2011SG
YcSGacXT[

3.5 10

414 UrineGnTpeptideGcreatinineGratioGisGanGalternativeGtoGstimulatedGserumGnTpeptideGmeasurementGinG
lateTonsetSGinsulinTtreatedGdiabetesUGDiabeticZMedicineSG2011SGYcSGXWZ[Tc 3.5 26

413 tsletGautoantibodiesGcanGdiscriminateGmaturityTonsetGdiabetesGofGtheGyoungGOxzoYPGfromGβypeGXG
diabetesUGDiabeticZMedicineSG2011SGYcSGXWYcTZZ 3.5 127

412 renomeTwideGassociationGscanGallowingGforGepistasisGinGtypeGYGdiabetesUGAnnalsZofZHumanZGeneticsSG
2011SGb]SGXWTd 2.2 29

411 nommonGvariantsGnearGlβxGareGassociatedGwithGglycemicGresponseGtoGmetforminGinGtypeGYGdiabetesUG
NatureZGeneticsSG2011SG[ZSGXXbTYW 36.3 319

410 lGconservedGtryptophanGatGtheGmembraneTwaterGinterfaceGactsGasGaGgatekeeperGforGviraUYVαU XG
channelsGandGcausesGneonatalGdiabetesGwhenGmutatedUGJournalZofZPhysiologySG2011SG]cdSGZWbXTcZ 3.9 13

409
nommonGnonsynonymousGsubstitutionsGinGαwnzXmXGpredisposeGtoGstatinGintoleranceGinGroutinelyG
treatedGindividualsGwithGtypeGYGdiabeteseGaGgoTol βαGstudyUGClinicalZPharmacologyZandZTherapeuticsSG
2011SGcdSGYXWTa

6.1 153

408 lGroleGforGcodingGfunctionalGvariantsGinGsyq[lGinGtypeGYGdiabetesGsusceptibilityUGDiabetologiaSG2011SG
][SGXXXTd 10.3 24

407 βheGpreviouslyGreportedGβZ[Y{GrnvGmissenseGvariantGisGnotGaGpathogenicGmutationGcausingGxzoYUG
DiabetologiaSG2011SG][SGYYWYT] 10.3 11

406 qetalGthyroidGhormoneGlevelGatGbirthGisGassociatedGwithGfetalGgrowthUGJournalZofZClinicalZ
EndocrinologyZandZMetabolismSG2011SGdaSGpdZ[Tc 5.6 75

405 yovelGrwtαZGmutationsGdemonstrateGanGextendedGmultisystemGphenotypeUGEuropeanZJournalZofZ
EndocrinologySG2011SGXa[SG[ZbT[Z 6.5 75
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404
lGmetaTanalysisGofGtheGassociationsGbetweenGcommonGvariationGinGtheG{opcmGgeneGandGthyroidG
hormoneGparametersSGincludingGassessmentGofGlongitudinalGstabilityGofGassociationsGoverGtimeGandG
effectGofGthyroidGhormoneGreplacementUGEuropeanZJournalZofZEndocrinologySG2011SGXa[SGbbZTcW

6.5 26

403 reneticGvariationGatGns yl]Tns ylZTns ym[GinteractsGwithGsmokingGstatusGtoGinfluenceGbodyG
massGindexUGInternationalZJournalZofZEpidemiologySG2011SG[WSGXaXbTYc 7.8 92

402 xendelianGrandomizationGstudiesGdoGnotGsupportGaGroleGforGraisedGcirculatingGtriglycerideGlevelsG
influencingGtypeGYGdiabetesSGglucoseGlevelsSGorGinsulinGresistanceUGDiabetesSG2011SGaWSGXWWcTXc 0.9 60

401 UrineGnTpeptideGcreatinineGratioGisGaGnoninvasiveGalternativeGtoGtheGmixedTmealGtoleranceGtestGinG
childrenGandGadultsGwithGtypeGXGdiabetesUGDiabetesZCareSG2011SGZ[SGaWbTd 14.6 48

400
xutationsGofGtheGsameGconservedGglutamateGresidueGinGymoYGofGtheGsulfonylureaGreceptorGXG
subunitGofGtheGvlβ{GchannelGcanGresultGinGeitherGhyperinsulinismGorGneonatalGdiabetesUGDiabetesSG
2011SGaWSGXcXZTYY

0.9 20

399 wossTofTfunctionGnY{YndGvariantsGimproveGtherapeuticGresponseGtoGsulfonylureasGinGtypeGYGdiabeteseG
aGroTol βαGstudyUGClinicalZPharmacologyZandZTherapeuticsSG2010SGcbSG]YTa 6.1 124

398  fxaGdirectsGisletGformationGandGinsulinGproductionGinGmiceGandGhumansUGNatureSG2010SG[aZSGbb]TcW 50.4 254

397 renomeTwideGassociationGstudyGofGnyVsGinGXaSWWWGcasesGofGeightGcommonGdiseasesGandGZSWWWG
sharedGcontrolsUGNatureSG2010SG[a[SGbXZTYW 50.4 639

396 sundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SG[abSGcZYTc 50.4 1514

395 reneticGvariationGinGrt{ GinfluencesGtheGglucoseGandGinsulinGresponsesGtoGanGoralGglucoseGchallengeUG
NatureZGeneticsSG2010SG[YSGX[YTc 36.3 527

394 VariantsGinGlonY]GandGnearGnnywXGareGassociatedGwithGfetalGgrowthGandGbirthGweightUGNatureZ
GeneticsSG2010SG[YSG[ZWT] 36.3 184

393 βwelveGtypeGYGdiabetesGsusceptibilityGlociGidentifiedGthroughGlargeTscaleGassociationGanalysisUGNatureZ
GeneticsSG2010SG[YSG]bdTcd 36.3 1449

392 xetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNatureZGeneticsSG2010SG[YSGd[dTaW 36.3 724

391 lssociationGanalysesGofGY[dSbdaGindividualsGrevealGXcGnewGlociGassociatedGwithGbodyGmassGindexUG
NatureZGeneticsSG2010SG[YSGdZbT[c 36.3 2267

390 tncreasedGallTcauseGandGcardiovascularGmortalityGinGmonogenicGdiabetesGasGaGresultGofGmutationsGinG
theGsyqXlGgeneUGDiabeticZMedicineSG2010SGYbSGX]bTaX 3.5 76

389 tncorrectGandGincompleteGcodingGandGclassificationGofGdiabeteseGaGsystematicGreviewUGDiabeticZ
MedicineSG2010SGYbSG[dXTb 3.5 47

388 pntitiesGandGfrequencyGofGneonatalGdiabeteseGdataGfromGtheGdiabetesGdocumentationGandGqualityG
managementGsystemGOo{VPUGDiabeticZMedicineSG2010SGYbSGbWdTXY 3.5 63

387 tncidenceGofGneonatalGdiabetesGinGlustriaTcalculationGbasedGonGtheGlustrianGoiabetesG egisterUG
PediatricZDiabetesSG2010SGXXSGXcTYZ 3.6 42
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386 tntegratedGgeneticGandGepigeneticGanalysisGidentifiesGhaplotypeTspecificGmethylationGinGtheGqβzG
typeGYGdiabetesGandGobesityGsusceptibilityGlocusUGPLoSZONESG2010SG]SGeX[W[W 3.7 193

385 reneticGβestingGinGoiabetesGxellitusG2010SGXbTY] 3

384 tnteractionGbetweenGmutationsGinGtheGslideGhelixGofGviraUYGassociatedGwithGneonatalGdiabetesGandG
neurologicalGsymptomsUGHumanZMolecularZGeneticsSG2010SGXdSGdaZTbY 5.6 15

383
 ecessiveGmutationsGinGtheGtyαGgeneGresultGinGneonatalGdiabetesGthroughGreducedGinsulinG
biosynthesisUGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaSG2010SG
XWbSGZXW]TXW

11.5 149

382 reneticGevidenceGthatGraisedGsexGhormoneGbindingGglobulinGOαsmrPGlevelsGreduceGtheGriskGofGtypeGYG
diabetesUGHumanZMolecularZGeneticsSG2010SGXdSG]Z]T[[ 5.6 150

381
syperglycemiaGandGldverseG{regnancyGzutcomeGOsl{zPGstudyeGcommonGgeneticGvariantsGinGrnvG
andGβnqbwYGareGassociatedGwithGfastingGandGpostchallengeGglucoseGlevelsGinGpregnancyGandGwithGtheG
newGconsensusGdefinitionGofGgestationalGdiabetesGmellitusGfromGtheGtnternationalGlssociationGofG
oiabetesGandG{regnancyGαtudyGrroupsUGDiabetesSG2010SG]dSGYacYTd

0.9 77

380 oetailedGinvestigationGofGtheGroleGofGcommonGandGlowTfrequencyGWqαXGvariantsGinGtypeGYGdiabetesG
riskUGDiabetesSG2010SG]dSGb[XTa 0.9 27

379 reneticGinfluencesGonGtheGassociationGbetweenGfetalGgrowthGandGsusceptibilityGtoGtypeGYGdiabetesUG
JournalZofZDevelopmentalZOriginsZofZHealthZandZDiseaseSG2010SGXSGdaTXW] 2.4 6

378 {olygenicGriskGvariantsGforGtypeGYGdiabetesGsusceptibilityGmodifyGageGatGdiagnosisGinGmonogenicG
syqXlGdiabetesUGDiabetesSG2010SG]dSGYaaTbX 0.9 25

377 somozygousGmutationsGinGypU zoXGareGresponsibleGforGaGnovelGsyndromeGofGpermanentGneonatalG
diabetesGandGneurologicalGabnormalitiesUGDiabetesSG2010SG]dSGYZYaTZX 0.9 116

376  eevaluationGofGaGcaseGofGtypeGXGdiabetesGmellitusGdiagnosedGbeforeGaGmonthsGofGageUGNatureZ
ReviewsZEndocrinologySG2010SGaSGZ[bT]X 15.2 6

375 yewGgeneticGlociGimplicatedGinGfastingGglucoseGhomeostasisGandGtheirGimpactGonGtypeGYGdiabetesGriskUG
NatureZGeneticsSG2010SG[YSGXW]TXa 36.3 1673

374 reneticGassociationGanalysisGofGwl αYGwithGtypeGYGdiabetesUGDiabetologiaSG2010SG]ZSGXWZTXW 10.3 8

373 xaturityTonsetGdiabetesGofGtheGyoungGOxzoYPeGhowGmanyGcasesGareGweGmissingjUGDiabetologiaSG2010
SG]ZSGY]W[Tc 10.3 432

372 xutationsGinGtheGVyβ GofGtheGcarboxylTesterGlipaseGgeneGOnpwPGareGaGrareGcauseGofGmonogenicG
diabetesUGHumanZGeneticsSG2010SGXYbSG]]Ta[ 6.3 44

371 vnyuXXGactivatingGmutationGinGanGtndianGfamilyGwithGremittingGandGrelapsingGdiabetesUGIndianZ
JournalZofZPediatricsSG2010SGbbSG]]XT[ 3 6

370
xutationsGinGtheGhepatocyteGnuclearGfactorTX˛†GOsyqXmPGgeneGareGcommonGwithGcombinedGuterineG
andGrenalGmalformationsGbutGareGnotGfoundGwithGisolatedGuterineGmalformationsUGAmericanZJournalZ
ofZObstetricsZandZGynecologySG2010SGYWZSGZa[UeXT]

6.4 39

369 lGpowerfulGapproachGtoGsubTphenotypeGanalysisGinGpopulationTbasedGgeneticGassociationGstudiesUG
GeneticZEpidemiologySG2010SGZ[SGZZ]T[Z 2.6 39
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368 αequencingGofGcandidateGgenesGselectedGbyGbetaGcellGexpertsGinGmonogenicGdiabetesGofGunknownG
aetiologyUGJOP:ZJournalZofZtheZPancreasSG2010SGXXSGX[Tb 1.2 8

367 renomeTwideGassociationGscanGmetaTanalysisGidentifiesGthreeGwociGinfluencingGadiposityGandGfatG
distributionUGPLoSZGeneticsSG2009SG]SGeXWWW]Wc 6 393

366 oietaryGenergyGdensityGaffectsGfatGmassGinGearlyGadolescenceGandGisGnotGmodifiedGbyGqβzGvariantsUG
PLoSZONESG2009SG[SGe[]d[ 3.7 50

365 tnterrogatingGtypeGYGdiabetesGgenomeTwideGassociationGdataGusingGaGbiologicalGpathwayTbasedG
approachUGDiabetesSG2009SG]cSGX[aZTb 0.9 87

364  educedTfunctionGαwnYYlXGpolymorphismsGencodingGorganicGcationGtransporterGXGandGglycemicG
responseGtoGmetformineGaGrool βαGstudyUGDiabetesSG2009SG]cSGX[Z[Td 0.9 132

363 UnderlyingGgeneticGmodelsGofGinheritanceGinGestablishedGtypeGYGdiabetesGassociationsUGAmericanZ
JournalZofZEpidemiologySG2009SGXbWSG]ZbT[] 3.8 60

362 αtabilityGandGreproducibilityGofGaGsingleTsampleGurinaryGnTpeptideVcreatinineGratioGandGitsGcorrelationG
withGY[ThGurinaryGnTpeptideUGClinicalZChemistrySG2009SG]]SGYWZ]Td 5.5 48

361 ldiposityTrelatedGheterogeneityGinGpatternsGofGtypeGYGdiabetesGsusceptibilityGobservedGinG
genomeTwideGassociationGdataUGDiabetesSG2009SG]cSG]W]TXW 0.9 98

360 winkageGdisequilibriumGmappingGofGtheGreplicatedGtypeGYGdiabetesGlinkageGsignalGonGchromosomeGXqUG
DiabetesSG2009SG]cSGXbW[Td 0.9 23

359 {hosphodiesteraseGcmGgeneGpolymorphismGisGassociatedGwithGsubclinicalGhypothyroidismGinG
pregnancyUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2009SGd[SG[aWcTXY 5.6 27

358 βoothGdiscolorationGinGpatientsGwithGneonatalGdiabetesGafterGtransferGontoGglibenclamideeGaG
previouslyGunreportedGsideGeffectUGDiabetesZCareSG2009SGZYSGX[YcTZW 14.6 35

357  pβGgeneGmutationsGareGnotGaGcommonGcauseGofGcongenitalGsolitaryGfunctioningGkidneyGinGadultsUG
CKJ:ZClinicalZKidneyZJournalSG2009SGYSGXcZT[ 4.5

356 WolcottT allisonGsyndromeGisGtheGmostGcommonGgeneticGcauseGofGpermanentGneonatalGdiabetesGinG
consanguineousGfamiliesUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2009SGd[SG[XaYTbW 5.6 103

355
lGcommonGgeneticGvariantGinGtheGX]qY[GnicotinicGacetylcholineGreceptorGgeneGclusterG
Ons yl]Tns ylZTns ym[PGisGassociatedGwithGaGreducedGabilityGofGwomenGtoGquitGsmokingGinG
pregnancyUGHumanZMolecularZGeneticsSG2009SGXcSGYdYYTb

5.6 122

354 βypeGYGdiabetesGriskGallelesGareGassociatedGwithGreducedGsizeGatGbirthUGDiabetesSG2009SG]cSGX[YcTZZ 0.9 117

353
nommonGvariationGinGtheGotzYGgeneGpredictsGbaselineGpsychologicalGwellTbeingGandGresponseGtoG
combinationGthyroxineGplusGtriiodothyronineGtherapyGinGhypothyroidGpatientsUGJournalZofZClinicalZ
EndocrinologyZandZMetabolismSG2009SGd[SGXaYZTd

5.6 224

352 nigaretteGsmokingGduringGpregnancyGisGassociatedGwithGalterationsGinGmaternalGandGfetalGthyroidG
functionUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2009SGd[SG]bWT[ 5.6 51

351 ldjacentGmutationsGinGtheGgatingGloopGofGviraUYGproduceGneonatalGdiabetesGandGhyperinsulinismUG
EMBOZMolecularZMedicineSG2009SGXSGXaaTbb 12 34

(2009-2010)
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350 βheGassociationGofGcommonGgeneticGvariantsGinGtheGl{zl]SGw{wGandGrnvGgenesGwithGlongitudinalG
changesGinGmetabolicGandGcardiovascularGtraitsUGDiabetologiaSG2009SG]YSGXWaTX[ 10.3 22

349 rlucokinaseSGtheGpancreaticGglucoseGsensorSGisGnotGtheGgutGglucoseGsensorUGDiabetologiaSG2009SG]YSGX][Td 10.3 33

348 qβzGgeneGvariantsGareGstronglyGassociatedGwithGtypeGYGdiabetesGinGαouthGlsianGtndiansUGDiabetologiaSG
2009SG]YSGY[bT]Y 10.3 145

347  eferralGratesGforGdiagnosticGtestingGsupportGanGincidenceGofGpermanentGneonatalGdiabetesGinGthreeG
puropeanGcountriesGofGatGleastGXGinGYaWSWWWGliveGbirthsUGDiabetologiaSG2009SG]YSGXacZT] 10.3 98

346 nirculatingGbetaTcaroteneGlevelsGandGtypeGYGdiabetesTcauseGorGeffectjUGDiabetologiaSG2009SG]YSGYXXbTYX 10.3 21

345 qβzGgeneGvariationGandGmeasuresGofGbodyGmassGinGanGlfricanGpopulationUGBMCZMedicalZGeneticsSG
2009SGXWSGYX 2.1 77

344 xutationsGinGtheGlmnncGOαU XGsubunitGofGtheGvOlβ{PGchannelPGgeneGareGassociatedGwithGaGvariableG
clinicalGphenotypeUGClinicalZEndocrinologySG2009SGbXSGZ]cTaY 3.4 30

343 αixGnewGlociGassociatedGwithGbodyGmassGindexGhighlightGaGneuronalGinfluenceGonGbodyGweightG
regulationUGNatureZGeneticsSG2009SG[XSGY]TZ[ 36.3 1368

342 oefinitionSGepidemiologyGandGclassificationGofGdiabetesGinGchildrenGandGadolescentsUGPediatricZ
DiabetesSG2009SGXWGαupplGXYSGZTXY 3.6 169

341 βheGdiagnosisGandGmanagementGofGmonogenicGdiabetesGinGchildrenGandGadolescentsUGPediatricZ
DiabetesSG2009SGXWGαupplGXYSGZZT[Y 3.6 205

340 xutationsGinGtheGthirdGgeneGshownGtoGalterGfastingGglucoseGlevelsGinGtheGpopulationGOra{nYPGareGnotG
aGcommonGcauseGofGmonogenicGformsGofGpancreaticGmTcellGdysfunctionUGDiabeticZMedicineSG2009SGYaSGXXZT[3.5 2

339 {regnancyGoutcomeGinGpatientsGwithGraisedGbloodGglucoseGdueGtoGaGheterozygousGglucokinaseGgeneG
mutationUGDiabeticZMedicineSG2009SGYaSGX[Tc 3.5 94

338 lGgeneticGdiagnosisGofGsyqXlGdiabetesGaltersGtreatmentGandGimprovesGglycaemicGcontrolGinGtheG
majorityGofGinsulinTtreatedGpatientsUGDiabeticZMedicineSG2009SGYaSG[ZbT[X 3.5 168

337 βestingGforGmonogenicGdiabetesGamongGchildrenGandGadolescentsGwithGantibodyTnegativeGclinicallyG
definedGβypeGXGdiabetesUGDiabeticZMedicineSG2009SGYaSGXWbWT[ 3.5 44

336
yeonatalGhyperinsulinaemicGhypoglycaemiaGandGmonogenicGdiabetesGdueGtoGaGheterozygousG
mutationGofGtheGsyq[lGgeneUGAustralianZandZNewZZealandZJournalZofZObstetricsZandZGynaecologySG
2009SG[dSGZYcTZW

1.7 13

335 nlinicalGheterogeneityGinGpatientsGwithGqzX{ZGmutationsGpresentingGwithGpermanentGneonatalG
diabetesUGDiabetesZCareSG2009SGZYSGXXXTa 14.6 86

334
sypoplasticGglomerulocysticGkidneyGdiseaseGandGhepatoblastomaeGaGpotentialGassociationGnotG
causedGbyGmutationsGinGhepatocyteGnuclearGfactorGXbetaUGJournalZofZPediatricZHematologyoOncologySG
2009SGZXSG]YbTd

1.2 7

333 wowGfrequencyGvariantsGinGtheGexonsGonlyGencodingGisoformGlGofGsyqXlGdoGnotGcontributeGtoG
susceptibilityGtoGtypeGYGdiabetesUGPLoSZONESG2009SG[SGeaaX] 3.7 4
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332 lGmutationGO cYaWPGinGnucleotideTbindingGdomainGXGofGlmnncGreducesGlβ{aseGactivityGandGcausesG
transientGneonatalGdiabetesUGEMBOZReportsSG2008SGdSGa[cT][ 6.5 35

331 renomeTwideGassociationGanalysisGidentifiesGYWGlociGthatGinfluenceGadultGheightUGNatureZGeneticsSG
2008SG[WSG]b]TcZ 36.3 654

330 nommonGvariantsGnearGxn[ GareGassociatedGwithGfatGmassSGweightGandGriskGofGobesityUGNatureZ
GeneticsSG2008SG[WSGbacTb] 36.3 1048

329 sypomethylationGofGmultipleGimprintedGlociGinGindividualsGwithGtransientGneonatalGdiabetesGisG
associatedGwithGmutationsGinGZq{]bUGNatureZGeneticsSG2008SG[WSGd[dT]X 36.3 417

328 αulphonylureaGtherapyGimprovesGcognitionGinGaGpatientGwithGtheGV]dxGvnyuXXGmutationUGDiabeticZ
MedicineSG2008SGY]SGYbbTcX 3.5 89

327 nlinicalGfeaturesSGdiagnosisGandGmanagementGofGmaternallyGinheritedGdiabetesGandGdeafnessGOxtooPG
associatedGwithGtheGZY[ZlirGmitochondrialGpointGmutationUGDiabeticZMedicineSG2008SGY]SGZcZTdd 3.5 178

326 nonceptSGdesignGandGimplementationGofGaGcardiovascularGgeneTcentricG]WGkGαy{GarrayGforGlargeTscaleG
genomicGassociationGstudiesUGPLoSZONESG2008SGZSGeZ]cZ 3.7 321

325 wearningGfromGmolecularGgeneticseGnovelGinsightsGarisingGfromGtheGdefinitionGofGgenesGforG
monogenicGandGtypeGYGdiabetesUGDiabetesSG2008SG]bSGYccdTdc 0.9 96

324 nlinicalGimplicationsGofGaGmolecularGgeneticGclassificationGofGmonogenicGbetaTcellGdiabetesUGNatureZ
ClinicalZPracticeZEndocrinologyZandZMetabolismSG2008SG[SGYWWTXZ 367

323 lssessingGtheGcombinedGimpactGofGXcGcommonGgeneticGvariantsGofGmodestGeffectGsizesGonGtypeGYG
diabetesGriskUGDiabetesSG2008SG]bSGZXYdTZ] 0.9 245

322 xetaTanalysisGofGgenomeTwideGassociationGdataGandGlargeTscaleGreplicationGidentifiesGadditionalG
susceptibilityGlociGforGtypeGYGdiabetesUGNatureZGeneticsSG2008SG[WSGaZcT[] 36.3 1496

321 xutationsGinGtheGglucokinaseGgeneGofGtheGfetusGresultGinGreducedGplacentalGweightUGDiabetesZCareSG
2008SGZXSGb]ZTb 14.6 20

320 pffectiveGtreatmentGwithGoralGsulfonylureasGinGpatientsGwithGdiabetesGdueGtoGsulfonylureaGreceptorGXG
OαU XPGmutationsUGDiabetesZCareSG2008SGZXSGYW[Td 14.6 203

319 nommonGvariationGinGtheGqβzGgeneGaltersGdiabetesTrelatedGmetabolicGtraitsGtoGtheGextentGexpectedG
givenGitsGeffectGonGmxtUGDiabetesSG2008SG]bSGX[XdTYa 0.9 260

318 {opulationTspecificGriskGofGtypeGYGdiabetesGconferredGbyGsyq[lG{YGpromoterGvariantseGaGlessonGforG
replicationGstudiesUGDiabetesSG2008SG]bSGZXaXT] 0.9 33

317 {ersistentGhyperinsulinemicGhypoglycemiaGandGmaturityTonsetGdiabetesGofGtheGyoungGdueGtoG
heterozygousGsyq[lGmutationsUGDiabetesSG2008SG]bSGXa]dTaZ 0.9 113

316 noincidenceGofGaGnovelGvnyuXXGmissenseGvariantG Za]sGwithGaGpaternallyGinheritedGaqY[G
duplicationGinGaGpatientGwithGtransientGneonatalGdiabetesUGDiabetesZCareSG2008SGZXSGXbZaTb 14.6 1

315
{ pVlwpynpGlyoGtyntopynpGzqGlGypWwYGopqtypoGβY{pGzqGotlmpβpαGtyGnstwo pySG
lozwpαnpyβαSGlyoGloUwβαGtyGβspGwl rpαβGtyβp ylβtzylwGαp tpαGβzGolβpUGPediatricsSG2008SG
XYXSGαXX]UZTαXXa

7.4

(2008-2008)
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314 βheGdiabeticGphenotypeGinGsyq[lGmutationGcarriersGisGmoderatedGbyGtheGexpressionGofGsyq[lG
isoformsGfromGtheG{XGpromoterGduringGfetalGdevelopmentUGDiabetesSG2008SG]bSGXb[]T]Y 0.9 55

313  egulationGofGqtoVqtmGgeneGexpressionGinGmiceGandGhumansUGAmericanZJournalZofZPhysiologyZmZ
RegulatoryZIntegrativeZandZComparativeZPhysiologySG2008SGYd[SG XXc]Tda 3.2 238

312 pxploringGtheGdevelopmentalGovernutritionGhypothesisGusingGparentalToffspringGassociationsGandG
qβzGasGanGinstrumentalGvariableUGPLoSZMedicineSG2008SG]SGeZZ 11.6 139

311 oiabetesGsusceptibilityGinGtheGnanadianGzjiTnreeGpopulationGisGmoderatedGbyGabnormalGm ylG
processingGofGsyqXlGrZXdαGtranscriptsUGDiabetesSG2008SG]bSGXdbcTcY 0.9 23

310 lGcommonGvariationGinGdeiodinaseGXGgeneGotzXGisGassociatedGwithGtheGrelativeGlevelsGofGfreeG
thyroxineGandGtriiodothyronineUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2008SGdZSGZWb]TcX 5.6 102

309
αevereGintrauterineGgrowthGretardationGandGatypicalGdiabetesGassociatedGwithGaGtranslocationG
breakpointGdisruptingGregulationGofGtheGinsulinTlikeGgrowthGfactorGYGgeneUGJournalZofZClinicalZ
EndocrinologyZandZMetabolismSG2008SGdZSG[ZbZTcW

5.6 30

308
tnsulinGmutationGscreeningGinGXSW[[GpatientsGwithGdiabeteseGmutationsGinGtheGtyαGgeneGareGaGcommonG
causeGofGneonatalGdiabetesGbutGaGrareGcauseGofGdiabetesGdiagnosedGinGchildhoodGorGadulthoodUG
DiabetesSG2008SG]bSGXWZ[T[Y

0.9 299

307 lGgeneticGsyndromeGofGchronicGrenalGfailureGwithGmultipleGrenalGcystsGandGearlyGonsetGdiabetesUG
KidneyZInternationalSG2008SGb[SGXWd[Td 9.9 14

306 βheGfatGmassTGandGobesityTassociatedGlocusGandGdietaryGintakeGinGchildrenUGAmericanZJournalZofZ
ClinicalZNutritionSG2008SGccSGdbXTc 7 213

305
rlibenclamideGunresponsivenessGinGaGmrazilianGchildGwithGpermanentGneonatalGdiabetesGmellitusGandG
opyoGsyndromeGdueGtoGaGnXaaYGmutationGinGvnyuXXGOviraUYPGgeneUGArquivosZBrasileirosZDeZ
EndocrinologiaZEZMetabologiaSG2008SG]YSGXZ]WT]

16

304 lGviraUYGmutationGcausingGsevereGfunctionalGeffectsGinGvitroGproducesGneonatalGdiabetesGwithoutGtheG
expectedGneurologicalGcomplicationsUGDiabetologiaSG2008SG]XSGcWYTXW 10.3 25

303 mestGpracticeGguidelinesGforGtheGmolecularGgeneticGdiagnosisGofGmaturityTonsetGdiabetesGofGtheG
youngUGDiabetologiaSG2008SG]XSG][aT]Z 10.3 311

302 reneGvariantsGinfluencingGmeasuresGofGinflammationGorGpredisposingGtoGautoimmuneGandG
inflammatoryGdiseasesGareGnotGassociatedGwithGtheGriskGofGtypeGYGdiabetesUGDiabetologiaSG2008SG]XSGYYW]TXZ10.3 38

301 sepatocyteGnuclearGfactorTXbetaGgeneGdeletionsTTaGcommonGcauseGofGrenalGdiseaseUGNephrologyZ
DialysisZTransplantationSG2008SGYZSGaYbTZ] 4.3 79

300 βheGgeneticsGofGdiabeticGpregnancyUGSeriesZinZMaternalmfetalZMedicineSG2008SG[aaT[b[

299 reneticGoisordersGofGtheG{ancreaticGmetaGnellGandGoiabetesGO{ermanentGyeonatalGoiabetesGandG
xaturityTznsetGoiabetesGofGtheGYoungPG2008SGZddT[ZW 6

298 pvaluationGofGcommonGvariantsGinGtheGsixGknownGmaturityTonsetGdiabetesGofGtheGyoungGOxzoYPG
genesGforGassociationGwithGtypeGYGdiabetesUGDiabetesSG2007SG]aSGac]TdZ 0.9 160

297
pxaminingGtheGcandidacyGofGghrelinGasGaGgeneGresponsibleGforGvariationGinGadultGstatureGinGaGUnitedG
vingdomGpopulationGwithGtypeGYGdiabetesUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2007SG
dYSGYYWXT[

5.6 7
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296 xacrosomiaGandGhyperinsulinaemicGhypoglycaemiaGinGpatientsGwithGheterozygousGmutationsGinGtheG
syq[lGgeneUGPLoSZMedicineSG2007SG[SGeXXc 11.6 279

295 lssociationGscanGofGX[S]WWGnonsynonymousGαy{sGinGfourGdiseasesGidentifiesGautoimmunityGvariantsUG
NatureZGeneticsSG2007SGZdSGXZYdTZb 36.3 1130

294 nommonGvariantsGinGWqαXGconferGriskGofGtypeGYGdiabetesUGNatureZGeneticsSG2007SGZdSGd]XTZ 36.3 296

293 lGcommonGvariantGofGsxrlYGisGassociatedGwithGadultGandGchildhoodGheightGinGtheGgeneralG
populationUGNatureZGeneticsSG2007SGZdSGXY[]T]W 36.3 330

292 reneticsGandGtypeGYGdiabetesGinGyouthUGPediatricZDiabetesSG2007SGcGαupplGdSG[YTb 3.6 17

291
xutationsGinGtheGlmnncGgeneGencodingGtheGαU XGsubunitGofGtheGvlβ{GchannelGcauseGtransientG
neonatalGdiabetesSGpermanentGneonatalGdiabetesGorGpermanentGdiabetesGdiagnosedGoutsideGtheG
neonatalGperiodUGDiabeteslZObesityZandZMetabolismSG2007SGdGαupplGYSGYcTZd

6.7 67

290 wowGprevalenceGofGmitochondrialGoylGZY[ZlirGpointGmutationGinGnaucasiansGwithGunexplainedG
renalGdiseaseUGDiabeticZMedicineSG2007SGY[SGcW[Ta 3.5

289  educedGperipheralGbloodGmitochondrialGoylGcontentGisGnotGaGriskGfactorGforGβypeGYGdiabetesUG
DiabeticZMedicineSG2007SGY[SGbc[Tb 3.5 15

288
βheGtranscriptionGfactorGbTlikeGYGOβnqbwYPGgeneGisGassociatedGwithGβypeGYGdiabetesGinGUvG
communityTbasedGcasesSGbutGtheGriskGalleleGfrequencyGisGreducedGcomparedGwithGUvGcasesGselectedG
forGgeneticGstudiesUGDiabeticZMedicineSG2007SGY[SGXWabTbY

3.5 15

287 lGcommonGvariantGofGtheGpXaOtyv[aPGgeneticGregionGisGassociatedGwithGphysicalGfunctionGinGolderG
peopleUGMechanismsZofZAgeingZandZDevelopmentSG2007SGXYcSGZbWTb 5.6 75

286 βheGlongTtermGimpactGonGoffspringGofGexposureGtoGhyperglycaemiaGinGuteroGdueGtoGmaternalG
glucokinaseGgeneGmutationsUGDiabetologiaSG2007SG]WSGaYWT[ 10.3 30

285 βnqbwYGinGtheGroTol βαGstudyeGevidenceGforGaGgeneGdoseGeffectGonGbothGdiabetesGsusceptibilityGandG
controlGofGglucoseGlevelsUGDiabetologiaSG2007SG]WSGXXcaTdX 10.3 65

284 xutationsGinGsspXGareGnotGaGcommonGcauseGofGmonogenicGformsGofGbetaGcellGdysfunctionUG
DiabetologiaSG2007SG]WSGYWXdTYWYY 10.3 3

283 {artialGandGwholeGgeneGdeletionGmutationsGofGtheGrnvGandGsyqXlGgenesGinGmaturityTonsetGdiabetesG
ofGtheGyoungUGDiabetologiaSG2007SG]WSGYZXZTb 10.3 54

282 nommonGvariantsGinGtheGβnqbwYGgeneGareGstronglyGassociatedGwithGtypeGYGdiabetesGmellitusGinGtheG
tndianGpopulationUGDiabetologiaSG2007SG]WSGaZTb 10.3 191

281 lnGassociationGanalysisGofGtheGswlGgeneGregionGinGlatentGautoimmuneGdiabetesGinGadultsUG
DiabetologiaSG2007SG]WSGacTbZ 10.3 62

280 xutationsGinGlβ{TsensitiveGvRGchannelGgenesGcauseGtransientGneonatalGdiabetesGandGpermanentG
diabetesGinGchildhoodGorGadulthoodUGDiabetesSG2007SG]aSGXdZWTb 0.9 273

279 VariationGinGβnqbwYGinfluencesGtherapeuticGresponseGtoGsulfonylureaseGaGrool βsGstudyUGDiabetesSG
2007SG]aSGYXbcTcY 0.9 251

(2007-2007)
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278 nommonGvariantsGofGtheGnovelGtypeGYGdiabetesGgenesGnovlwXGandGsspXVtopGareGassociatedGwithG
decreasedGpancreaticGbetaTcellGfunctionUGDiabetesSG2007SG]aSGZXWXT[ 0.9 203

277 zriginGofGdeGnovoGvnyuXXGmutationsGandGriskGofGneonatalGdiabetesGforGsubsequentGsiblingsUGJournalZ
ofZClinicalZEndocrinologyZandZMetabolismSG2007SGdYSGXbbZTb 5.6 46

276
tncreasedGlβ{aseGactivityGproducedGbyGmutationsGatGarginineTXZcWGinGnucleotideTbindingGdomainGYG
ofGlmnncGcausesGneonatalGdiabetesUGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZ
StatesZofZAmericaSG2007SGXW[SGXcdccTdY

11.5 47

275 βheGimpactGofGmaternalGglycemiaGandGobesityGonGearlyGpostnatalGgrowthGinGaGnondiabeticGnaucasianG
populationUGDiabetesZCareSG2007SGZWSGbbbTcZ 14.6 53

274 xeasurementGofGcordGinsulinGandGinsulinTrelatedGpeptidesGsuggestsGthatGgirlsGareGmoreGinsulinG
resistantGthanGboysGatGbirthUGDiabetesZCareSG2007SGZWSGYaaXTa 14.6 59

273
{revalenceGofGpermanentGneonatalGdiabetesGinGαlovakiaGandGsuccessfulGreplacementGofGinsulinGwithG
sulfonylureaGtherapyGinGvnyuXXGandGlmnncGmutationGcarriersUGJournalZofZClinicalZEndocrinologyZandZ
MetabolismSG2007SGdYSGXYbaTcY

5.6 82

272 lssociationGbetweenGtheGβTZcXnGpolymorphismGofGtheGbrainGnatriureticGpeptideGgeneGandGriskGofG
typeGYGdiabetesGinGhumanGpopulationsUGHumanZMolecularZGeneticsSG2007SGXaSGXZ[ZT]W 5.6 64

271 tnsulinGgeneGmutationsGasGaGcauseGofGpermanentGneonatalGdiabetesUGProceedingsZofZtheZNationalZ
AcademyZofZSciencesZofZtheZUnitedZStatesZofZAmericaSG2007SGXW[SGX]W[WT[ 11.5 426

270 lGnovelGmutationGcausingGopyoGsyndromeeGaGtreatableGchannelopathyGofGpancreasGandGbrainUG
NeurologySG2007SGadSGXZ[YTd 6.5 91

269 αulfonylureaGtreatmentGinGyoungGchildrenGwithGneonatalGdiabeteseGdealingGwithGhyperglycemiaSG
hypoglycemiaSGandGsickGdaysUGDiabetesZCareSG2007SGZWSGeYcTd 14.6 28

268 xitochondrialGoylGhaplogroupsGandGtypeGYGdiabeteseGaGstudyGofGcdbGcasesGandGXWXWGcontrolsUG
JournalZofZMedicalZGeneticsSG2007SG[[SGecW 5.8 45

267 nommonGvariationGinGtheGwxylGgeneGOencodingGlaminGlVnPGandGtypeGYGdiabeteseGassociationG
analysesGinGdS]XcGsubjectsUGDiabetesSG2007SG]aSGcbdTcZ 0.9 27

266 βypeGYGdiabetesGβnqbwYGriskGgenotypesGalterGbirthGweighteGaGstudyGofGY[SW]ZGindividualsUGAmericanZ
JournalZofZHumanZGeneticsSG2007SGcWSGXX]WTaX 11 100

265 {ermanentGneonatalGdiabetesGcausedGbyGdominantSGrecessiveSGorGcompoundGheterozygousGαU XG
mutationsGwithGoppositeGfunctionalGeffectsUGAmericanZJournalZofZHumanZGeneticsSG2007SGcXSGZb]TcY 11 161

264 lGcommonGvariantGinGtheGqβzGgeneGisGassociatedGwithGbodyGmassGindexGandGpredisposesGtoG
childhoodGandGadultGobesityUGScienceSG2007SGZXaSGccdTd[ 33.3 3294

263  eplicationGofGgenomeTwideGassociationGsignalsGinGUvGsamplesGrevealsGriskGlociGforGtypeGYGdiabetesUG
ScienceSG2007SGZXaSGXZZaT[X 33.3 1823

262 {rimeGsuspecteGtheGβnqbwYGgeneGandGtypeGYGdiabetesGriskUGJournalZofZClinicalZInvestigationSG2007SGXXbSGYWbbTd15.9 37

261 nommonGvariationsGinGtheGlwxαXGgeneGdoGnotGcontributeGtoGsusceptibilityGtoGtypeGYGdiabetesGinGaG
largeGwhiteGUvGpopulationUGDiabetologiaSG2006SG[dSGXYWdTXZ 10.3 17
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260 xutationsGinGvnyuXXSGwhichGencodesGviraUYSGareGaGcommonGcauseGofGdiabetesGdiagnosedGinGtheGfirstG
aGmonthsGofGlifeSGwithGtheGphenotypeGdeterminedGbyGgenotypeUGDiabetologiaSG2006SG[dSGXXdWTb 10.3 190

259 {aternalGinsulinGresistanceGandGitsGassociationGwithGumbilicalGcordGinsulinGconcentrationsUG
DiabetologiaSG2006SG[dSGYaacTb[ 10.3 16

258  educedGbetaGcellGfunctionGinGoffspringGofGmothersGwithGyoungTonsetGtypeGYGdiabetesUGDiabetologiaSG
2006SG[dSGXcbaTcW 10.3 22

257
tmprovedGmotorGdevelopmentGandGgoodGlongTtermGglycaemicGcontrolGwithGsulfonylureaGtreatmentG
inGaGpatientGwithGtheGsyndromeGofGintermediateGdevelopmentalGdelaySGearlyTonsetGgeneralisedG
epilepsyGandGneonatalGdiabetesGassociatedGwithGtheGV]dxGmutationGinGtheGvnyuXXGgeneUG
DiabetologiaSG2006SG[dSGY]]dTaZ

10.3 105

256 zffspringGbirthweightGisGnotGassociatedGwithGpaternalGinsulinGresistanceUGDiabetologiaSG2006SG[dSGYab]Tc 10.3 12

255 oeterminantsGofGinsulinGconcentrationsGinGhealthyGXTweekToldGbabiesGinGtheGcommunityeGapplicationsG
ofGaGbloodspotGassayUGEarlyZHumanZDevelopmentSG2006SGcYSGX[ZTc 2.2 10

254 lssessingGnewbornGbodyGcompositionGusingGprincipalGcomponentsGanalysiseGdifferencesGinGtheG
determinantsGofGfatGandGskeletalGsizeUGBMCZPediatricsSG2006SGaSGY[ 2.6 20

253 nontrastingGinsulinGsensitivityGofGendogenousGglucoseGproductionGrateGinGsubjectsGwithGhepatocyteG
nuclearGfactorTXbetaGandGTXalphaGmutationsUGDiabetesSG2006SG]]SG[W]TXX 0.9 39

252 nombiningGinformationGfromGcommonGtypeGYGdiabetesGriskGpolymorphismsGimprovesGdiseaseG
predictionUGPLoSZMedicineSG2006SGZSGeZb[ 11.6 214

251
nonditionalGexpressionGofGhepatocyteGnuclearGfactorTXbetaSGtheGmaturityTonsetGdiabetesGofGtheG
youngT]GgeneGproductSGinfluencesGtheGviabilityGandGfunctionalGcompetenceGofGpancreaticGbetaTcellsUG
JournalZofZEndocrinologySG2006SGXdWSGXbXTcX

4.7 18

250 lGheterozygousGactivatingGmutationGinGtheGsulphonylureaGreceptorGαU XGOlmnncPGcausesGneonatalG
diabetesUGHumanZMolecularZGeneticsSG2006SGX]SGXbdZTcWW 5.6 175

249 αignificantGlinkageGofGmxtGtoGchromosomeGXWpGinGtheGUUvUGpopulationGandGevaluationGofGrloYGasGaG
positionalGcandidateUGDiabetesSG2006SG]]SGXcc[Td 0.9 22

248
VariationGwithinGtheGgeneGencodingGtheGupstreamGstimulatoryGfactorGXGdoesGnotGinfluenceG
susceptibilityGtoGtypeGYGdiabetesGinGsamplesGfromGpopulationsGwithGreplicatedGevidenceGofGlinkageGtoG
chromosomeGXqUGDiabetesSG2006SG]]SGY][XTc

0.9 33

247
lssessmentGofGtheGroleGofGcommonGgeneticGvariationGinGtheGtransientGneonatalGdiabetesGmellitusG
OβyoxPGregionGinGtypeGYGdiabeteseGaGcomparativeGgenomicGandGtaggingGsingleGnucleotideG
polymorphismGapproachUGDiabetesSG2006SG]]SGYYbYTa

0.9 10

246 βheGvariableGnumberGofGtandemGrepeatsGupstreamGofGtheGinsulinGgeneGisGaGsusceptibilityGlocusGforG
latentGautoimmuneGdiabetesGinGadultsUGDiabetesSG2006SG]]SGXcdWT[ 0.9 40

245 xinirevieweGpharmacogeneticsGandGbeyondeGtheGinteractionGofGtherapeuticGresponseSGbetaTcellG
physiologySGandGgeneticsGinGdiabetesUGEndocrinologySG2006SGX[bSGYa]bTaZ 4.8 101

244 yoGevidenceGofGassociationGofGpy{{XGvariantsGwithGtypeGYGdiabetesGorGobesityGinGaGstudyGofGcSWcdG
UUvUGnaucasiansUGDiabetesSG2006SG]]SGZXb]Td 0.9 75

243 {henotypicGmultipleGendocrineGneoplasiaGtypeGYmSGwithoutGendocrinopathyGorG pβGgeneGmutationeG
implicationsGforGmanagementUGThyroidSG2006SGXaSGaW]Tc 6.2 8
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242 xutationsGatGtheGsameGresidueGO ]WPGofGviraUYGOvnyuXXPGthatGcauseGneonatalGdiabetesGproduceG
differentGfunctionalGeffectsUGDiabetesSG2006SG]]SGXbW]TXY 0.9 56

241 lGviraUYGmutationGcausingGneonatalGdiabetesGimpairsGelectricalGactivityGandGinsulinGsecretionGfromG
tyαTXGbetaTcellsUGDiabetesSG2006SG]]SGZWb]TcY 0.9 37

240 lctivatingGmutationsGinGtheGgeneGencodingGviraUYGalterGfetalGandGpostnatalGgrowthGandGalsoGcauseG
neonatalGdiabetesUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2006SGdXSGYbcYTc 5.6 32

239 swlGgenotypingGsupportsGaGnonautoimmuneGetiologyGinGpatientsGdiagnosedGwithGdiabetesGunderG
theGageGofGaGmonthsUGDiabetesSG2006SG]]SGXcd]Tc 0.9 92

238 nhapterGXGβranscriptionGfactorGgenesGinGtypeGYGdiabetesUGAdvancesZinZMolecularZandZCellularZ
EndocrinologySG2006SG]SGXTX[ 2

237 lssociationGanalysisGofGaSbZaGUUvUGsubjectsGprovidesGreplicationGandGconfirmsGβnqbwYGasGaGtypeGYG
diabetesGsusceptibilityGgeneGwithGaGsubstantialGeffectGonGindividualGriskUGDiabetesSG2006SG]]SGYa[WT[ 0.9 222

236 xutationsGinGhepatocyteGnuclearGfactorTXbetaGandGtheirGrelatedGphenotypesUGJournalZofZMedicalZ
GeneticsSG2006SG[ZSGc[TdW 5.8 236

235
lllelicGdropToutGmayGoccurGwithGaGprimerGbindingGsiteGpolymorphismGforGtheGcommonlyGusedG qw{G
assayGforGtheGTXXZXβinGpolymorphismGofGtheGlpolipoproteinGlVGgeneUGLipidsZinZHealthZandZDiseaseSG
2006SG]SGXX

4.4 11

234  apidGandGsensitiveGrealTtimeGpolymeraseGchainGreactionGmethodGforGdetectionGandGquantificationGofG
ZY[ZlirGmitochondrialGpointGmutationUGJournalZofZMolecularZDiagnosticsSG2006SGcSGYY]TZW 5.1 22

233
tsomersGofGtheGβnqXGgeneGencodingGhepatocyteGnuclearGfactorTXGalphaGshowGdifferentialGexpressionG
inGtheGpancreasGandGdefineGtheGrelationshipGbetweenGmutationGpositionGandGclinicalGphenotypeGinG
monogenicGdiabetesUGHumanZMolecularZGeneticsSG2006SGX]SGYYXaTY[

5.6 100

232 lGcommonGhaplotypeGofGtheGglucokinaseGgeneGaltersGfastingGglucoseGandGbirthGweighteGassociationGinG
sixGstudiesGandGpopulationTgeneticsGanalysesUGAmericanZJournalZofZHumanZGeneticsSG2006SGbdSGddXTXWWX 11 103

231 αwitchingGfromGinsulinGtoGoralGsulfonylureasGinGpatientsGwithGdiabetesGdueGtoGviraUYGmutationsUGNewZ
EnglandZJournalZofZMedicineSG2006SGZ]]SG[abTbb 59.2 740

230 lssociationGofGtheGcalpainTXWGgeneGwithGtypeGYGdiabetesGinGpuropeanseGresultsGofGpooledGandG
metaTanalysesUGMolecularZGeneticsZandZMetabolismSG2006SGcdSGXb[Tc[ 3.7 69

229 βheGfunctionalGIvwTVαIGvariantGofGvwzβszGisGnotGassociatedGwithGtypeGYGdiabetesGinG]WYcGUvG
naucasiansUGBMCZMedicalZGeneticsSG2006SGbSG]X 2.1 15

228
lGstudyGofGassociationGbetweenGcommonGvariationGinGtheGgrowthGhormoneTchorionicG
somatomammotropinGhormoneGgeneGclusterGandGadultGfastingGinsulinGinGaGUvGnaucasianGpopulationUG
JournalZofZNegativeZResultsZinZBioMedicineSG2006SG]SGXc

1

227 tα{loGnlinicalG{racticeGnonsensusGruidelinesGYWWaTYWWbUGoefinitionSGepidemiologyGandG
classificationUGPediatricZDiabetesSG2006SGbSGZ[ZT]X 3.6 57

226 tα{loGnlinicalG{racticeGnonsensusGruidelinesGYWWaTYWWbUGβheGdiagnosisGandGmanagementGofG
monogenicGdiabetesGinGchildrenUGPediatricZDiabetesSG2006SGbSGZ]YTaW 3.6 108

225 βheGeffectGofGobesityGonGglycaemicGresponseGtoGmetforminGorGsulphonylureasGinGβypeGYGdiabetesUG
DiabeticZMedicineSG2006SGYZSGXYcTZZ 3.5 63
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224 qamilialGfactorsGinGdiabeticGnephropathyeGanGoffspringGstudyUGDiabeticZMedicineSG2006SGYZSGZZXT[ 3.5 26

223 rloGantibodiesGinGprobandsGandGtheirGrelativesGinGaGcohortGclinicallyGselectedGforGβypeGYGdiabetesUG
DiabeticZMedicineSG2006SGYZSGcZ[Tc 3.5 16

222 lsianGxzoYeGareGweGmissingGanGimportantGdiagnosisjUGDiabeticZMedicineSG2006SGYZSGXY]bTaW 3.5 17

221 xaternalGglucoseGlevelsGinfluenceGbirthweightGandGNcatchTupNGandGNcatchTdownNGgrowthGinGaGlargeG
contemporaryGcohortUGDiabeticZMedicineSG2006SGYZSGXYWbTXY 3.5 11

220
sepatocyteGnuclearGfactorTXGbetaGmutationsGcauseGneonatalGdiabetesGandGintrauterineGgrowthG
retardationeGsupportGforGaGcriticalGroleGofGsyqTXbetaGinGhumanGpancreaticGdevelopmentUGDiabeticZ
MedicineSG2006SGYZSGXZWXTa

3.5 123

219 ppistasisGbetweenGtypeGYGdiabetesGsusceptibilityGwociGonGchromosomesGXqYXTY]GandGXWqYZTYaGinG
northernGpuropeansUGAnnalsZofZHumanZGeneticsSG2006SGbWSGbYaTZb 2.2 16

218 βheGpxeterGqamilyGαtudyGofGnhildhoodGsealthGOpqαznsPeGstudyGprotocolGandGmethodologyUG
PaediatricZandZPerinatalZEpidemiologySG2006SGYWSGXbYTd 2.7 46

217 vnyuXXGactivatingGmutationsGareGassociatedGwithGdevelopmentalGdelaySGepilepsyGandGneonatalG
diabetesGsyndromeGandGotherGneurologicalGfeaturesUGEuropeanZJournalZofZHumanZGeneticsSG2006SGX[SGcY[TZW5.3 110

216 βheGimpactGofGtheGangiotensinTconvertingGenzymeGinsertionVdeletionGpolymorphismGonGsevereG
hypoglycemiaGinGβypeGYGdiabetesUGReviewZofZDiabeticZStudiesSG2006SGZSGbaTcX 3.6 9

215  oleGofGtheGmitochondrialGoylGXaXc[TXaXdZGpolyTnGtractGinGtypeGYGdiabetesUGLancetlZTheSG2005SGZaaSGXa]WTX40 59

214 WhatGmakesGaGgoodGgeneticGassociationGstudyjUGLancetlZTheSG2005SGZaaSGXZX]TYZ 40 408

213 nTreactiveGproteinGandGitsGroleGinGmetabolicGsyndromeeGmendelianGrandomisationGstudyUGLancetlZTheSG
2005SGZaaSGXd][Td 40 266

212 xutationsGinGtheGviraUYGsubunitGofGtheGvlβ{GchannelGandGpermanentGneonatalGdiabeteseGnewG
insightsGandGnewGtreatmentUGAnnalsZofZMedicineSG2005SGZbSGXcaTd] 1.5 75

211 {ermanentGneonatalGdiabetesGinGanGlsianGinfantUGJournalZofZPediatricsSG2005SGX[aSGXZXTZ 3.6 48

210  eportedGparentalGageGofGdeathGinGtypeGYGdiabeticGpatientsGwithGandGwithoutGestablishedGdiabeticG
nephropathyUGEuropeanZJournalZofZInternalZMedicineSG2005SGXaSG[cYT[ 3.9

209 {reservedGinsulinGresponseGtoGtolbutamideGinGhepatocyteGnuclearGfactorTXalphaGmutationGcarriersUG
DiabeticZMedicineSG2005SGYYSG[WaTd 3.5 12

208 pxaminingGtheGrelationshipsGbetweenGtheG{roXYllaGvariantGinG{{l rGandGβypeGYGdiabetesTrelatedG
traitsGinGUvGsamplesUGDiabeticZMedicineSG2005SGYYSGXadaTbWW 3.5 19

207 oetectionGofGanGxpyXGgeneGmutationGdependsGonGclinicalGfeaturesGandGsupportsGcurrentGreferralG
criteriaGforGdiagnosticGmolecularGgeneticGtestingUGClinicalZEndocrinologySG2005SGaYSGXadTb] 3.4 79

(2005-2006)
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206 lnGevaluationGofGsapxapGsampleGsizeGandGtaggingGαy{GperformanceGinGlargeTscaleGempiricalGandG
simulatedGdataGsetsUGNatureZGeneticsSG2005SGZbSGXZYWTY 36.3 88

205 lGgatingGmutationGatGtheGinternalGmouthGofGtheGviraUYGporeGisGassociatedGwithGopyoGsyndromeUG
EMBOZReportsSG2005SGaSG[bWT] 6.5 95

204 pvidenceGofGgeneticGregulationGofGfetalGlongitudinalGgrowthUGEarlyZHumanZDevelopmentSG2005SGcXSGcYZTZX2.2 63

203 vnyuXXGactivatingGmutationsGinGttalianGpatientsGwithGpermanentGneonatalGdiabetesUGHumanZ
MutationSG2005SGY]SGYYTb 4.7 118

202
βheGidentificationGofGaG YWXsGmutationGinGvnyuXXSGwhichGencodesGviraUYSGandGsuccessfulGtransferGtoG
sustainedTreleaseGsulphonylureaGtherapyGinGaGsubjectGwithGneonatalGdiabeteseGevidenceGforG
heterogeneityGofGbetaGcellGfunctionGamongGcarriersGofGtheG YWXsGmutationUGDiabetologiaSG2005SG[cSGXWYdTZX

10.3 69

201 xolecularGgeneticsGandGphenotypicGcharacteristicsGofGxzoYGcausedGbyGhepatocyteGnuclearGfactorG
[alphaGmutationsGinGaGlargeGpuropeanGcollectionUGDiabetologiaSG2005SG[cSGcbcTc] 10.3 170

200 wargeTscaleGstudiesGofGtheGassociationGbetweenGvariationGatGtheGβyqVwβlGlocusGandGsusceptibilityGtoG
typeGYGdiabetesUGDiabetologiaSG2005SG[cSGYWXZTb 10.3 40

199 βheGpositionGofGprematureGterminationGcodonsGinGtheGhepatocyteGnuclearGfactorGTXGbetaGgeneG
determinesGsusceptibilityGtoGnonsenseTmediatedGdecayUGHumanZGeneticsSG2005SGXXcSGYX[TY[ 6.3 42

198 reneticGvariationsGinGtheGgeneGencodingGβql{YmGareGassociatedGwithGtypeGYGdiabetesGmellitusUG
JournalZofZHumanZGeneticsSG2005SG]WSGYcZTYdY 4.3 63

197 xicroalbuminuriaGasGaGscreeningGtoolGinGcysticGfibrosisTrelatedGdiabetesUGPediatricZPulmonologySG2005
SGZdSGXWZTb 3.5 19

196  elapsingGdiabetesGcanGresultGfromGmoderatelyGactivatingGmutationsGinGvnyuXXUGHumanZMolecularZ
GeneticsSG2005SGX[SGdY]TZ[ 5.6 165

195 lGlargeTscaleGassociationGanalysisGofGcommonGvariationGofGtheGsyqXalphaGgeneGwithGtypeGYGdiabetesG
inGtheGUUvUGnaucasianGpopulationUGDiabetesSG2005SG][SGY[cbTdX 0.9 47

194 sighTdoseGglibenclamideGcanGreplaceGinsulinGtherapyGdespiteGtransitoryGdiarrheaGinGearlyTonsetG
diabetesGcausedGbyGaGnovelG YWXwGviraUYGmutationUGDiabetesZCareSG2005SGYcSGb]cTd 14.6 75

193 lctivatingGmutationsGinGviraUYGandGneonatalGdiabeteseGnewGclinicalGsyndromesSGnewGscientificG
insightsSGandGnewGtherapyUGDiabetesSG2005SG][SGY]WZTXZ 0.9 356

192 xolecularGgeneticsGgoesGtoGtheGdiabetesGclinicUGClinicalZMedicineSG2005SG]SG[baTcX 1.9 40

191 tnsightsGintoGtheGstructureGandGregulationGofGglucokinaseGfromGaGnovelGmutationGOVaYxPSGwhichG
causesGmaturityTonsetGdiabetesGofGtheGyoungUGJournalZofZBiologicalZChemistrySG2005SGYcWSGX[XW]TXZ 5.4 76

190 reneticGregulationGofGbirthGweightGandGfastingGglucoseGbyGaGcommonGpolymorphismGinGtheGisletGcellG
promoterGofGtheGglucokinaseGgeneUGDiabetesSG2005SG][SG]baTcX 0.9 96

189 metaTcellGdysfunctionSGinsulinGsensitivitySGandGglycosuriaGprecedeGdiabetesGinGhepatocyteGnuclearG
factorTXalphaGmutationGcarriersUGDiabetesZCareSG2005SGYcSGXb]XTa 14.6 89
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188 reneticGtestingGforGglucokinaseGmutationsGinGclinicallyGselectedGpatientsGwithGxzoYeGaGworthwhileG
investmentUGSwissZMedicalZWeeklySG2005SGXZ]SGZ]YTa 3.1 26

187
wackGofGsupportGforGaGroleGofGtheGinsulinGgeneGvariableGnumberGofGtandemGrepeatsGminisatelliteG
OtyαTVyβ PGlocusGinGfetalGgrowthGorGtypeGYGdiabetesTrelatedGintermediateGtraitsGinGUnitedGvingdomG
populationsUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2004SGcdSGZXWTb

5.6 41

186 {ermanentGneonatalGdiabetesGdueGtoGmutationsGinGvnyuXXGencodingGviraUYeGpatientGcharacteristicsG
andGinitialGresponseGtoGsulfonylureaGtherapyUGDiabetesSG2004SG]ZSGYbXZTc 0.9 314

185 lGsimpleGpragmaticGsystemGforGdetectingGnewGcasesGofGtypeGYGdiabetesGandGimpairedGfastingG
glycaemiaGinGprimaryGcareUGFamilyZPracticeSG2004SGYXSG]bTaY 1.9 23

184 WeightGdifferencesGinG{lymouthGtoddlersGcomparedGtoGtheGmritishGrrowthG eferenceG{opulationUG
ArchivesZofZDiseaseZinZChildhoodSG2004SGcdSGc[ZT[ 2.2 5

183 βypeGYGdiabetesGinGgrandparentsGandGbirthGweightGinGoffspringGandGgrandchildrenGinGtheGlwα{lnG
studyUGJournalZofZEpidemiologyZandZCommunityZHealthSG2004SG]cSG]XbTYY 5.1 39

182 lctivatingGmutationsGinGtheGvnyuXXGgeneGencodingGtheGlβ{TsensitiveGvRGchannelGsubunitGviraUYGareG
rareGinGclinicallyGdefinedGtypeGXGdiabetesGdiagnosedGbeforeGYGyearsUGDiabetesSG2004SG]ZSGYddcTZWWX 0.9 46

181 xesangiocapillaryGglomerulonephritisGtypeGYGassociatedGwithGfamilialGpartialGlipodystrophyG
OounniganTvobberlingGsyndromePUGNephronZClinicalZPracticeSG2004SGdaSGcZ]Tc 17

180 nommonGvariantsGofGtheGhepatocyteGnuclearGfactorT[alphaG{YGpromoterGareGassociatedGwithGtypeGYG
diabetesGinGtheGUUvUGpopulationUGDiabetesSG2004SG]ZSGZWWYTa 0.9 84

179
xolecularGbasisGofGviraUYGmutationsGassociatedGwithGneonatalGdiabetesGorGneonatalGdiabetesGplusG
neurologicalGfeaturesUGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZofZ
AmericaSG2004SGXWXSGXb]ZdT[[

11.5 205

178 NtGdonNtGfeelGlikeGaGdiabeticGanyGmoreNeGtheGimpactGofGstoppingGinsulinGinGpatientsGwithGmaturityGonsetG
diabetesGofGtheGyoungGfollowingGgeneticGtestingUGClinicalZMedicineSG2004SG[SGX[[Tb 1.9 46

177
{ermanentGneonatalGdiabetesGdueGtoGpaternalGgermlineGmosaicismGforGanGactivatingGmutationGofGtheG
vnyuXXGreneGencodingGtheGviraUYGsubunitGofGtheGbetaTcellGpotassiumGadenosineGtriphosphateG
channelUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2004SGcdSGZdZYT]

5.6 82

176 xessengerG ylGtranscriptsGofGtheGhepatocyteGnuclearGfactorTXalphaGgeneGcontainingGprematureG
terminationGcodonsGareGsubjectGtoGnonsenseTmediatedGdecayUGDiabetesSG2004SG]ZSG]WWT[ 0.9 44

175 viraUYGmutationsGareGaGcommonGcauseGofGpermanentGneonatalGdiabetesGinGaGlargeGcohortGofGqrenchG
patientsUGDiabetesSG2004SG]ZSGYbXdTYY 0.9 158

174 pvidenceGfromGaGlargeGUUvUGfamilyGcollectionGthatGgenesGinfluencingGageGofGonsetGofGtypeGYGdiabetesG
mapGtoGchromosomeGXYpGandGtoGtheGxzoYZVytooxYGlocusGonGXYqY[UGDiabetesSG2004SG]ZSGc]]TaW 0.9 38

173 qirstGUvGsurveyGofGpaediatricGtypeGYGdiabetesGandGxzoYUGArchivesZofZDiseaseZinZChildhoodSG2004SGcdSG]YaTd2.2 137

172 nontrastingGdiabetesGphenotypesGassociatedGwithGhepatocyteGnuclearGfactorTXalphaGandGTXbetaG
mutationsUGDiabetesZCareSG2004SGYbSGXXWYTb 14.6 99

171 αerumGaminoGacidsGinGpatientsGwithGmutationsGinGtheGhepatocyteGnuclearGfactorTXGalphaGgeneUG
DiabeticZMedicineSG2004SGYXSGdYcTZW 3.5 6

(2004-2005)
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170 nonventionalGmeasuresGunderestimateGglycaemiaGinGcysticGfibrosisGpatientsUGDiabeticZMedicineSG2004SG
YXSGadXTa 3.5 77

169 βheGaccuracyGofGbirthGweightUGJournalZofZClinicalZNursingSG2004SGXZSGbabTc 3.2 4

168 βallGstorieseGtheGfundamentalGdifficultiesGofGgeneticGassociationGstudiesUGClinicalZEndocrinologySG2004SG
aWSGX[]Ta 3.4

167 {rematureGbirthGandGlowGbirthGweightGassociatedGwithGnonautoimmuneGhyperthyroidismGdueGtoGanG
activatingGthyrotropinGreceptorGgeneGmutationUGClinicalZEndocrinologySG2004SGaWSGbXXTc 3.4 41

166 xutationsGinG{βqXlGcauseGpancreaticGandGcerebellarGagenesisUGNatureZGeneticsSG2004SGZaSGXZWXT] 36.3 356

165 seritabilityGestimatesGforGbetaGcellGfunctionGandGfeaturesGofGtheGinsulinGresistanceGsyndromeGinGUvG
familiesGwithGanGincreasedGsusceptibilityGtoGtypeGYGdiabetesUGDiabetologiaSG2004SG[bSGbZYTc 10.3 95

164 lbnormalGsplicingGofGhepatocyteGnuclearGfactorTXGbetaGinGtheGrenalGcystsGandGdiabetesGsyndromeUG
DiabetologiaSG2004SG[bSGdZbT[Y 10.3 30

163  oleGofGtheGobayGpolymorphismGofGinsulinGpromoterGfactorTXGinGpredisposingGtoGβypeGYGdiabetesUG
DiabetologiaSG2004SG[bSGd]bTc 10.3 6

162
lnalysisGofGtheGcontributionGtoGtypeGYGdiabetesGsusceptibilityGofGsequenceGvariationGinGtheGgeneG
encodingGstearoylTnolGdesaturaseSGaGkeyGregulatorGofGlipidGandGcarbohydrateGmetabolismUG
DiabetologiaSG2004SG[bSGYXacTb]

10.3 22

161 lssociationGstudiesGofGinsulinGreceptorGsubstrateGXGgeneGOt αXPGvariantsGinGtypeGYGdiabetesGsamplesG
enrichedGforGfamilyGhistoryGandGearlyGageGofGonsetUGDiabetesSG2004SG]ZSGZZXdTYY 0.9 36

160 lctivatingGmutationsGinGtheGgeneGencodingGtheGlβ{TsensitiveGpotassiumTchannelGsubunitGviraUYGandG
permanentGneonatalGdiabetesUGNewZEnglandZJournalZofZMedicineSG2004SGZ]WSGXcZcT[d 59.2 930

159 UnlockingGtheGsecretsGofGtheGpancreaticGbetaGcelleGmanGandGmouseGprovideGtheGkeyUGJournalZofZ
ClinicalZInvestigationSG2004SGXX[SGZX[Ta 15.9 8

158 UnderstandingGcysticTfibrosisTrelatedGdiabeteseGbestGthoughtGofGasGinsulinGdeficiencyjUGJournalZofZtheZ
RoyalZSocietyZofZMedicineSG2004SGdbGαupplG[[SGYaTZ] 2.3 4

157 reneticGvariationGinGtheGsmallGheterodimerGpartnerGgeneGandGyoungTonsetGtypeGYGdiabetesSGobesitySG
andGbirthGweightGinGUUvUGsubjectsUGDiabetesSG2003SG]YSGXYbaTd 0.9 39

156 ValidationGofGinterstitialGfluidGcontinuousGglucoseGmonitoringGinGcysticGfibrosisUGDiabetesZCareSG2003SG
YaSGXd[WTX 14.6 32

155 ptiologicalGinvestigationGofGdiabetesGinGyoungGadultsGpresentingGwithGapparentGtypeGYGdiabetesUG
DiabetesZCareSG2003SGYaSGYWccTdZ 14.6 50

154 lpolipoproteinTeGinfluencesGaspectsGofGintellectualGabilityGinGtypeGXGdiabetesUGDiabetesSG2003SG]YSGX[]Tc 0.9 19

153 lGgenomeTwideGscanGinGfamiliesGwithGmaturityTonsetGdiabetesGofGtheGyoungeGevidenceGforGfurtherG
geneticGheterogeneityUGDiabetesSG2003SG]YSGcbYTcX 0.9 55
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152 oimensionsGofG{ersonalGwossGandGrainGlssociatedGwithGaG areGreneticGβypeGofGoiabetesUGIllnessZCrisisZ
andZLossSG2003SGXXSGZaYTZba 0.6 4

151 }uantitativeGtraitsGassociatedGwithGtheGβypeGYGdiabetesGsusceptibilityGalleleGinGviraUYUGDiabetologiaSG
2003SG[aSGXWYXTZ 10.3 13

150 tdentificationGofGYXGnovelGglucokinaseGOrnvPGmutationsGinGUvGandGpuropeanGnaucasiansGwithG
maturityTonsetGdiabetesGofGtheGyoungGOxzoYPUGHumanZMutationSG2003SGYYSG[Xb 4.7 64

149 ltypicalGfamilialGjuvenileGhyperuricemicGnephropathyGassociatedGwithGaGhepatocyteGnuclearG
factorTXbetaGgeneGmutationUGKidneyZInternationalSG2003SGaZSGXa[]T]X 9.9 120

148 ldolescentGonsetGβypeGYGdiabetesGinGaGnonTobeseGnaucasianGpatientGwithGanGunbalancedG
translocationUGDiabeticZMedicineSG2003SGYWSG[cZT] 3.5 7

147  esponseGtoGtreatmentGwithGrosiglitazoneGinGfamilialGpartialGlipodystrophyGdueGtoGaGmutationGinGtheG
wxylGgeneUGDiabeticZMedicineSG2003SGYWSGcYZTb 3.5 53

146 VariantsGinGtheGaromataseGgeneGandGonGtheGYTchromosomeGareGnotGassociatedGwithGadultGheightGorG
insulinGresistanceGinGaGUvGpopulationUGClinicalZEndocrinologySG2003SG]dSGXb]Td 3.4 8

145
wargeTscaleGassociationGstudiesGofGvariantsGinGgenesGencodingGtheGpancreaticGbetaTcellGvlβ{GchannelG
subunitsGviraUYGOvnyuXXPGandGαU XGOlmnncPGconfirmGthatGtheGvnyuXXGpYZvGvariantGisGassociatedG
withGtypeGYGdiabetesUGDiabetesSG2003SG]YSG]acTbY

0.9 614

144 lssociationGandGhaplotypeGanalysisGofGtheGinsulinTdegradingGenzymeGOtopPGgeneSGaGstrongGpositionalG
andGbiologicalGcandidateGforGtypeGYGdiabetesGsusceptibilityUGDiabetesSG2003SG]YSGXZWWT] 0.9 49

143 yoGdeteriorationGinGglycemicGcontrolGinGsyqTXalphaGmaturityTonsetGdiabetesGofGtheGyoungGfollowingG
transferGfromGlongTtermGinsulinGtoGsulphonylureasUGDiabetesZCareSG2003SGYaSGZXdXTY 14.6 98

142 sowGwellGdoGmidwivesGestimateGtheGdateGofGdeliveryjUGMidwiferySG2003SGXdSGXY]TZX 2.8 3

141 lpolipoproteinGpGgenotypeSGisletGamyloidGdepositionGandGseverityGofGβypeGYGdiabetesUGDiabetesZ
ResearchZandZClinicalZPracticeSG2003SGaWSGXW]TXW 7.4 13

140 reneticGcauseGofGhyperglycaemiaGandGresponseGtoGtreatmentGinGdiabetesUGLancetlZTheSG2003SGZaYSGXYb]TcX40 437

139 xetaTanalysisGandGaGlargeGassociationGstudyGconfirmGaGroleGforGcalpainTXWGvariationGinGtypeGYGdiabetesG
susceptibilityUGAmericanZJournalZofZHumanZGeneticsSG2003SGbZSGXYWcTXY 11 155

138
 egulationGofGapolipoproteinGxGgeneGexpressionGbyGxzoYZGgeneGhepatocyteGnuclearG
factorTXalphaeGhaploinsufficiencyGisGassociatedGwithGreducedGserumGapolipoproteinGxGlevelsUG
DiabetesSG2003SG]YSGYdcdTd]

0.9 108

137
YoungTonsetGtypeGYGdiabetesGfamiliesGareGtheGmajorGcontributorsGtoGgeneticGlociGinGtheGoiabetesGUvG
WarrenGYGgenomeGscanGandGidentifyGputativeGnovelGlociGonGchromosomesGcqYXSGYXqYYSGandGYYqXXUG
DiabetesSG2003SG]YSGXc]bTaZ

0.9 38

136 tnsightsGintoGtheGbiochemicalGandGgeneticGbasisGofGglucokinaseGactivationGfromGnaturallyGoccurringG
hypoglycemiaGmutationsUGDiabetesSG2003SG]YSGY[ZZT[W 0.9 133

135 tdentifyingGhepaticGnuclearGfactorGXalphaGmutationsGinGchildrenGandGyoungGadultsGwithGaGclinicalG
diagnosisGofGtypeGXGdiabetesUGDiabetesZCareSG2003SGYaSGZZZTb 14.6 74

(2003-2003)
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134 lGmetaTanalysisGofGfourGpuropeanGgenomeGscreensGOrtqβGnonsortiumPGshowsGevidenceGforGaGnovelG
regionGonGchromosomeGXbpXXUYTqYYGlinkedGtoGtypeGYGdiabetesUGHumanZMolecularZGeneticsSG2003SGXYSGXca]TbZ5.6 60

133
oistinctGmolecularGandGmorphogeneticGpropertiesGofGmutationsGinGtheGhumanGsyqXbetaGgeneGthatG
leadGtoGdefectiveGkidneyGdevelopmentUGJournalZofZtheZAmericanZSocietyZofZNephrology:ZJASNSG2003SG
X[SGYWZZT[X

12.7 68

132 αevereGhyperglycemiaGafterGrenalGtransplantationGinGaGpediatricGpatientGwithGaGmutationGofGtheG
hepatocyteGnuclearGfactorTXbetaGgeneUGAmericanZJournalZofZKidneyZDiseasesSG2002SG[WSGXZY]TZW 7.4 17

131 nompleteGglucokinaseGdeficiencyGisGnotGaGcommonGcauseGofGpermanentGneonatalGdiabetesUG
DiabetologiaSG2002SG[]SGYdW 10.3 25

130 βheGgeneticGabnormalityGinGtheGbetaGcellGdeterminesGtheGresponseGtoGanGoralGglucoseGloadUG
DiabetologiaSG2002SG[]SG[YbTZ] 10.3 197

129 sumanGcalciumVcalmodulinTdependentGproteinGkinaseGttGgammaGgeneGOnlxvYrPeGcloningSGgenomicG
structureGandGdetectionGofGvariantsGinGsubjectsGwithGtypeGttGdiabetesUGDiabetologiaSG2002SG[]SG]cWTZ 10.3 14

128 lssociationGofGcalpainTXWGgeneGwithGmicrovascularGfunctionUGDiabetologiaSG2002SG[]SGcddTdW[ 10.3 23

127 αolitaryGfunctioningGkidneyGandGdiverseGgenitalGtractGmalformationsGassociatedGwithGhepatocyteG
nuclearGfactorTXbetaGmutationsUGKidneyZInternationalSG2002SGaXSGXY[ZT]X 9.9 104

126 seterogeneityGinGyoungGadultGonsetGdiabeteseGaetiologyGaltersGclinicalGcharacteristicsUGDiabeticZ
MedicineSG2002SGXdSGb]cTaX 3.5 38

125
 areGvariantsGidentifiedGinGtheGsyqTG[GalphaGbetaTcellTspecificGpromoterGandGalternativeGexonGXGlackG
biologicalGsignificanceGinGmaturityGonsetGdiabetesGofGtheGyoungGandGyoungGonsetGβypeGttGdiabetesUG
DiabetologiaSG2002SG[]SGXZ[[Tc

10.3 16

124 lbnormalGsplicingGofGhepatocyteGnuclearGfactorGXGalphaGinGmaturityTonsetGdiabetesGofGtheGyoungUG
DiabetologiaSG2002SG[]SGX[aZTb 10.3 19

123 nonflictingGresultsGonGvariationGinGtheGtrqtGgeneGhighlightGmethodologicalGconsiderationsGinGtheG
designGofGgeneticGassociationGstudiesUGDiabetologiaSG2002SG[]SGXaW]Ta 10.3 11

122 VariationGinGtheGcalpainTXWGgeneGaffectsGbloodGglucoseGlevelsGinGtheGmritishGpopulationUGDiabetesSG
2002SG]XSGY[bT]W 0.9 71

121 lGputativeGfunctionalGpolymorphismGinGtheGtrqTtGgeneeGassociationGstudiesGwithGtypeGYGdiabetesSG
adultGheightSGglucoseGtoleranceSGandGfetalGgrowthGinGUUvUGpopulationsUGDiabetesSG2002SG]XSGYZXZTa 0.9 123

120 yecrobiosisGlipodicaGisGaGclinicalGfeatureGofGmaturityTonsetGdiabetesGofGtheGyoungUGDiabetesZCareSG
2002SGY]SGXY[dT]W 14.6 6

119 pvidenceGforGhaploinsufficiencyGofGtheGhumanGsyqXalphaGgeneGrevealedGbyGfunctionalG
characterizationGofGxzoYZTassociatedGmutationsUGBiologicalZChemistrySG2002SGZcZSGXadXTbWW 4.5 23

118 lssociationGstudiesGofGgeneticGvariationGinGtheGWqαXGgeneGandGtypeGYGdiabetesGinGUUvUGpopulationsUG
DiabetesSG2002SG]XSGXYcbTdW 0.9 79

117 βheGroleGofGgeneticGsusceptibilityGinGdiabeticGnephropathyeGevidenceGfromGfamilyGstudiesUGNephrologyZ
DialysisZTransplantationSG2002SGXbSGX][ZTa 4.3 22
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116 VariationGwithinGtheGtypeGYGdiabetesGsusceptibilityGgeneGcalpainTXWGandGpolycysticGovaryGsyndromeUG
JournalZofZClinicalZEndocrinologyZandZMetabolismSG2002SGcbSGYaWaTXW 5.6 57

115 tncreasedGriskGofGdiabetesGinGfirstTdegreeGrelativesGofGyoungTonsetGtypeGYGdiabeticGpatientsG
comparedGwithGrelativesGofGthoseGdiagnosedGlaterUGDiabetesZCareSG2002SGY]SGaZaTb 14.6 16

114 nlinicalGimprovementGinGcysticGfibrosisGwithGearlyGinsulinGtreatmentUGArchivesZofZDiseaseZinZChildhoodSG
2002SGcbSG[ZWTX 2.2 89

113
xaturityTonsetGdiabetesGofGtheGyoungGcausedGbyGaGbalancedGtranslocationGwhereGtheGYWqXYGbreakG
pointGresultsGinGdisruptionGupstreamGofGtheGcodingGregionGofGhepatocyteGnuclearGfactorT[alphaG
Osyq[lPGgeneUGDiabetesSG2002SG]XSGYZYdTZZ

0.9 25

112 oifferentGgenesSGdifferentGdiabeteseGlessonsGfromGmaturityTonsetGdiabetesGofGtheGyoungUGAnnalsZofZ
MedicineSG2002SGZ[SGYWbTYXa 1.5 138

111 qrequentGoccurrenceGofGanGintronG[GmutationGinGmultipleGendocrineGneoplasiaGtypeGXUGJournalZofZ
ClinicalZEndocrinologyZandZMetabolismSG2002SGcbSGYaccTdZ 5.6 47

110 tntrauterineGhyperglycemiaGisGassociatedGwithGanGearlierGdiagnosisGofGdiabetesGinGsyqTXalphaGgeneG
mutationGcarriersUGDiabetesZCareSG2002SGY]SGYYcbTdX 14.6 84

109 pvidenceGforGlinkageGofGstatureGtoGchromosomeGZpYaGinGaGlargeGUUvUGqamilyGdataGsetGascertainedGforG
typeGYGdiabetesUGAmericanZJournalZofZHumanZGeneticsSG2002SGbWSG][ZTa 11 44

108 βheGroleGofGtheGsyq[alphaGenhancerGinGtypeGYGdiabetesUGMolecularZGeneticsZandZMetabolismSG2002SG
baSGX[cT]X 3.7 14

107 oifferentGgenesSGdifferentGdiabeteseGlessonsGfromGmaturityTonsetGdiabetesGofGtheGyoungUGAnnalsZofZ
MedicineSG2002SGZ[SGYWbTXa 1.5 37

106 {redictiveGgeneticGtestingGinGmaturityTonsetGdiabetesGofGtheGyoungGOxzoYPUGDiabeticZMedicineSG2001SG
XcSG[XbTYX 3.5 49

105 αkinGmicrovascularGvasodilatoryGcapacityGinGoffspringGofGtwoGparentsGwithGβypeGYGdiabetesUGDiabeticZ
MedicineSG2001SGXcSG][XT] 3.5 13

104 rlucokinaseGmutationsGinGaGphenotypicallyGselectedGmultiethnicGgroupGofGwomenGwithGaGhistoryGofG
gestationalGdiabetesUGDiabeticZMedicineSG2001SGXcSGacZT[ 3.5 28

103 tnfluenceGofGmaternalGandGfetalGglucokinaseGmutationsGinGgestationalGdiabetesUGAmericanZJournalZofZ
ObstetricsZandZGynecologySG2001SGXc]SGY[WTX 6.4 92

102 βheGroleGofGgeneticGsusceptibilityGinGtheGassociationGofGlowGbirthGweightGwithGtypeGYGdiabetesUGBritishZ
MedicalZBulletinSG2001SGaWSGcdTXWX 5.4 50

101 lGdistantGupstreamGpromoterGofGtheGsyqT[alphaGgeneGconnectsGtheGtranscriptionGfactorsGinvolvedGinG
maturityTonsetGdiabetesGofGtheGyoungUGHumanZMolecularZGeneticsSG2001SGXWSGYWcdTdb 5.6 158

100 vidneyGdiseaseGinGhypomelanosisGofGttoUGNephrologyZDialysisZTransplantationSG2001SGXaSGXYabTd 4.3 11

99 ldultGheightGandGproteinuriaGinGtypeGYGdiabetesUGNephrologyZDialysisZTransplantationSG2001SGXaSG]Y]Tc 4.3 10

(2001-2002)
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98 xolecularGdiagnosticsGinGmonogenicGandGmultifactorialGformsGofGtypeGYGdiabetesUGExpertZReviewZofZ
MolecularZDiagnosticsSG2001SGXSG[WZTXY 3.8 35

97 βheGgeneralizedGaminoaciduriaGseenGinGpatientsGwithGhepatocyteGnuclearGfactorTXalphaGmutationsGisG
aGfeatureGofGallGpatientsGwithGdiabetesGandGisGassociatedGwithGglucosuriaUGDiabetesSG2001SG]WSGYW[bT]Y 0.9 50

96 lnpGgeneGpolymorphismGasGaGprognosticGindicatorGinGpatientsGwithGtypeGYGdiabetesGandGestablishedG
renalGdiseaseUGDiabetesZCareSG2001SGY[SGYXX]TYW 14.6 29

95 betaTcellGgenesGandGdiabeteseGmolecularGandGclinicalGcharacterizationGofGmutationsGinGtranscriptionG
factorsUGDiabetesSG2001SG]WGαupplGXSGαd[TXWW 0.9 203

94 xaturityTonsetGdiabetesGofGtheGyoungeGfromGclinicalGdescriptionGtoGmolecularGgeneticG
characterizationUGBestZPracticeZandZResearchZinZClinicalZEndocrinologyZandZMetabolismSG2001SGX]SGZWdTYZ 6.5 103

93 xutationsGinGtheGhepatocyteGnuclearGfactorTXbetaGgeneGareGassociatedGwithGfamilialGhypoplasticG
glomerulocysticGkidneyGdiseaseUGAmericanZJournalZofZHumanZGeneticsSG2001SGacSGYXdTY[ 11 227

92
lGgenomewideGscanGforGlociGpredisposingGtoGtypeGYGdiabetesGinGaGUUvUGpopulationGOtheGoiabetesGUvG
WarrenGYG epositoryPeGanalysisGofG]bZGpedigreesGprovidesGindependentGreplicationGofGaG
susceptibilityGlocusGonGchromosomeGXqUGAmericanZJournalZofZHumanZGeneticsSG2001SGadSG]]ZTad

11 271

91 αtudiesGofGassociationGbetweenGtheGgeneGforGcalpainTXWGandGtypeGYGdiabetesGmellitusGinGtheGUnitedG
vingdomUGAmericanZJournalZofZHumanZGeneticsSG2001SGadSG][[T]Y 11 154

90 oevelopmentGofGaGbloodspotGassayGforGinsulinUGClinicaZChimicaZActaSG2001SGZXWSGX[XT]W 6.2 21

89 betaTcellGgenesGandGdiabeteseGquantitativeGandGqualitativeGdifferencesGinGtheGpathophysiologyGofG
hepaticGnuclearGfactorTXalphaGandGglucokinaseGmutationsUGDiabetesSG2001SG]WGαupplGXSGαXWXTb 0.9 103

88 sepatocyteGnuclearGfactorTXbetaeGaGnewGkindredGwithGrenalGcystsGandGdiabetesGandGgeneGexpressionG
inGnormalGhumanGdevelopmentUGJournalZofZtheZAmericanZSocietyZofZNephrology:ZJASNSG2001SGXYSGYXb]TYXcW12.7 84

87 nlinicalGnonsequencesGofGoefectsGinG˛†TnellGrenesUGGrowthZHormoneSG2001SGZY]TZZa

86
{roposedGmechanismGforGaGnovelGinsertionVdeletionGframeshiftGmutationGOt[X[r[X]lβnrTTinnlPGinG
theGhepatocyteGnuclearGfactorGXGalphaGOsyqTXGalphaPGgeneGwhichGcausesGmaturityTonsetGdiabetesGofG
theGyoungGOxzoYPUGHumanZMutationSG2000SGXaSGYbZ

4.7 8

85 lbnormalGnephronGdevelopmentGassociatedGwithGaGframeshiftGmutationGinGtheGtranscriptionGfactorG
hepatocyteGnuclearGfactorTXGbetaUGKidneyZInternationalSG2000SG]bSGcdcTdWb 9.9 132

84 αensitivityGtoGsulphonylureasGinGpatientsGwithGhepatocyteGnuclearGfactorTXalphaGgeneGmutationseG
evidenceGforGpharmacogeneticsGinGdiabetesUGDiabeticZMedicineSG2000SGXbSG][ZT] 3.5 198

83 seterogeneityGinGtheGclinicalGcourseGofGpatientsGwithGβypeGYGdiabetesGonGdialysisTTtheGneedGforG
differentGpreventativeGstrategiesUGDiabeticZMedicineSG2000SGXbSGac]Ta 3.5 2

82 xutationsGinGtheGhumanGdeltaGhomologueSGowwZSGcauseGaxialGskeletalGdefectsGinGspondylocostalG
dysostosisUGNatureZGeneticsSG2000SGY[SG[ZcT[X 36.3 308

81 tntermediateGexpansionsGofGaGXY]VfrataxinGgeneGrllGrepeatGandGtypeGttGdiabeteseGassessmentGusingG
parentToffspringGtriosUGDiabetologiaSG2000SG[ZSGZc[T] 10.3 5
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80 xaternalGdiabetesGaltersGbirthGweightGinGglucokinaseTdeficientGOxzoYYPGkindredGbutGhasGnoG
influenceGonGadultGweightSGheightSGinsulinGsecretionGorGinsulinGsensitivityUGDiabetologiaSG2000SG[ZSGXWaWTZ 10.3 61

79  XYbWGinGsyq[alphaGisGaGlossTofTfunctionGmutationGcausingGmaturityTonsetGdiabetesGofGtheGyoungG
OxzoYPGinGaGUvGnaucasianGfamilyUGDiabetologiaSG2000SG[ZSGXYWZ 10.3 4

78 pvidenceGthatGsingleGnucleotideGpolymorphismGinGtheGuncouplingGproteinGZGOUn{ZPGgeneGinfluencesG
fatGdistributionGinGwomenGofGpuropeanGandGlsianGoriginUGDiabetologiaSG2000SG[ZSGX]]cTa[ 10.3 71

77 lGhighGprevalenceGofGglucokinaseGmutationsGinGgestationalGdiabeticGsubjectsGselectedGbyGclinicalG
criteriaUGDiabetologiaSG2000SG[ZSGY]WTZ 10.3 158

76 oiagnosisGofGmaturityTonsetGdiabetesGofGtheGyoungGinGtheGpediatricGdiabetesGclinicUGJournalZofZ
PediatricZEndocrinologyZandZMetabolismSG2000SGXZGαupplGaSGX[XXTb 1.6 6

75
βheGmutatedGhumanGgeneGencodingGhepatocyteGnuclearGfactorGXbetaGinhibitsGkidneyGformationGinG
developingGXenopusGembryosUGProceedingsZofZtheZNationalZAcademyZofZSciencesZofZtheZUnitedZStatesZ
ofZAmericaSG2000SGdbSG[ad]TbWW

11.5 69

74 yoGevidenceGforGlinkageGatGcandidateGtypeGYGdiabetesGsusceptibilityGlociGonGchromosomesGXYGandGYWG
inGUnitedGvingdomGnaucasiansUGJournalZofZClinicalZEndocrinologyZandZMetabolismSG2000SGc]SGc]ZTb 5.6 15

73
lnalysisGofGparentToffspringGtriosGprovidesGevidenceGforGlinkageGandGassociationGbetweenGtheGinsulinG
geneGandGtypeGYGdiabetesGmediatedGexclusivelyGthroughGpaternallyGtransmittedGclassGtttGvariableG
numberGtandemGrepeatGallelesUGDiabetesSG2000SG[dSGXYaTZW

0.9 159

72 {redictiveGgeneticGtestingGinGdiabeteseGaGcaseGstudyGofGmultipleGperspectivesUGQualitativeZHealthZ
ResearchSG2000SGXWSGY[YT]d 3.9 24

71 yaturallyGoccurringGmutationsGinGtheGhumanGsyq[alphaGgeneGimpairGtheGfunctionGofGtheG
transcriptionGfactorGtoGaGvaryingGdegreeUGNucleicZAcidsZResearchSG2000SGYcSG[ZWTb 20.1 58

70 lGsevereGclinicalGphenotypeGresultsGfromGtheGcoTinheritanceGofGtypeGYGsusceptibilityGgenesGandGaG
hepatocyteGnuclearGfactorTXalphaGmutationUGDiabetesZCareSG2000SGYZSG[Y[T] 14.6 12

69 βheGsz{pGstudyGandGdiabetesUGseartGzutcomesG{reventionGpvaluationUGLancetlZTheSG2000SGZ]]SG
XXcYTZfGauthorGreplyGXXcZT[ 40 6

68 tncreasedGprevalenceGofGproteinuriaGinGdiabeticGsibsGofGproteinuricGtypeGYGdiabeticGsubjectsUGAmericanZ
JournalZofZKidneyZDiseasesSG2000SGZ]SGbWcTXY 7.4 23

67 αearchingGforGtypeGYGdiabetesGgenesGinGtheGpostTgenomeGeraUGTrendsZinZEndocrinologyZandZ
MetabolismSG2000SGXXSGZcZTdZ 8.8 34

66 sypoglycaemicGcounterTregulationGatGnormalGbloodGglucoseGconcentrationsGinGpatientsGwithGwellG
controlledGtypeTYGdiabetesUGLancetlZTheSG2000SGZ]aSGXdbWT[ 40 93

65 {arentToffspringGtrioseGaGresourceGtoGfacilitateGtheGidentificationGofGtypeGYGdiabetesGgenesUGDiabetesSG
1999SG[cSGY[b]Td 0.9 39

64 tmpairedGmaximumGmicrovascularGhyperaemiaGinGpatientsGwithGxzoYGZGOhepatocyteGnuclearG
factorTXalphaGgeneGmutationsPUGDiabeticZMedicineSG1999SGXaSGbZXT] 3.5 7

63 yonTpenetranceGinGaGxzoYGZGfamilyGwithGaGmutationGinGtheGhepaticGnuclearGfactorGXalphaGgeneeG
implicationsGforGpredictiveGtestingUGEuropeanZJournalZofZHumanZGeneticsSG1999SGbSGbYdTZY 5.3 12

(1999-2000)
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62 wossGofGsyqX˛–GfunctionGinGhumanGrenalGcellGcarcinomaeGqrequentGmutationsGinGtheGVswGgeneGbutGnotG
theGsyqX˛–GgeneG1999SGY[SGZW]TZX[ 11

61 lllelicGdropToutGinGexonGYGofGtheGhepatocyteGnuclearGfactorTXalphaGgeneGhindersGtheGidentificationGofG
mutationsGinGthreeGfamiliesGwithGmaturityTonsetGdiabetesGofGtheGyoungUGDiabetesSG1999SG[cSGdYXTZ 0.9 26

60 lGgeneGforGautosomalGrecessiveGspondylocostalGdysostosisGmapsGtoGXdqXZUXTqXZUZUGAmericanZJournalZ
ofZHumanZGeneticsSG1999SGa]SGXb]TcY 11 65

59 {igmentaryGretinalGdystrophyGandGtheGsyndromeGofGmaternallyGinheritedGdiabetesGandGdeafnessG
causedGbyGtheGmitochondrialGoylGZY[ZGt ylOweuPGlGtoGrGmutationUGOphthalmologySG1999SGXWaSGXXWXTc 7.3 69

58 βheGfetalGinsulinGhypothesiseGanGalternativeGexplanationGofGtheGassociationGofGlowGbirthweightGwithG
diabetesGandGvascularGdiseaseUGLancetlZTheSG1999SGZ]ZSGXbcdTdY 40 729

57 xissenseGmutationsGinGtheGinsulinGpromoterGfactorTXGgeneGpredisposeGtoGtypeGYGdiabetesUGJournalZofZ
ClinicalZInvestigationSG1999SGXW[SG ZZTd 15.9 176

56 wossGofGsyqXalphaGfunctionGinGhumanGrenalGcellGcarcinomaeGfrequentGmutationsGinGtheGVswGgeneGbutG
notGtheGsyqXalphaGgeneUGMolecularZCarcinogenesisSG1999SGY[SGZW]TX[ 5 7

55 xutationsGinGtheGglucokinaseGgeneGofGtheGfetusGresultGinGreducedGbirthGweightUGNatureZGeneticsSG
1998SGXdSGYacTbW 36.3 483

54 xaturityTonsetGdiabetesGofGtheGyoungeGclinicalGheterogeneityGexplainedGbyGgeneticGheterogeneityUG
DiabeticZMedicineSG1998SGX]SGX]TY[ 3.5 184

53 xutationsGinGhepatocyteGnuclearGfactorGXbetaGareGnotGaGcommonGcauseGofGmaturityTonsetGdiabetesG
ofGtheGyoungGinGtheGUUvUGDiabetesSG1998SG[bSGXX]YT[ 0.9 46

52 xutationsGinGtheGhepatocyteGnuclearGfactorTXalphaGgeneGareGaGcommonGcauseGofGmaturityTonsetG
diabetesGofGtheGyoungGinGtheGUUvUGDiabetesSG1997SG[aSGbYWT] 0.9 138

51 renesGversusGenvironmentGinGinsulinTdependentGdiabeteseGtheGphoneyGwarUGLancetlZTheSG1997SGZ[dSGX[bTc 40 12

50 reneticGqactorsGinGtheGletiologyGofGyonTtnsulinToependentGoiabetesUGFrontiersZofZHormoneZResearch
SG1997SGYYSGX]bTXbc 3.5 1

49
lGrapidGscreeningGmethodGforGhepatocyteGnuclearGfactorGXGalphaGframeshiftGmutationsfGprevalenceG
inGmaturityTonsetGdiabetesGofGtheGyoungGandGlateTonsetGnonTinsulinGdependentGdiabetesUGHumanZ
GeneticsSG1997SGXWXSGZ]XT[

6.3 26

48 lGmissenseGmutationGinGtheGhepatocyteGnuclearGfactorG[GalphaGgeneGinGaGUvGpedigreeGwithG
maturityTonsetGdiabetesGofGtheGyoungUGDiabetologiaSG1997SG[WSGc]dTaY 10.3 55

47 rlucokinaseGdeficiencyGresultsGinGaGbetaTcellGdisorderGcharacterisedGbyGnormalGfastingGplasmaG
proinsulinGconcentrationsUGDiabetologiaSG1997SG[WSGXZabTc 10.3 8

46 Uv{oαGYXeGlowGprevalenceGofGtheGmitochondrialGtransferG ylGgeneGOt ylOweuOUU PPPGmutationGatG
positionGZY[ZbpGinGUvGnaucasianGtypeGYGdiabeticGpatientsUGDiabeticZMedicineSG1997SGX[SG[YT] 3.5 33

45 βheGmitochondrialGt yl[weuOUU P]GlGtoGrGZY[ZGmutationGisGassociatedGwithGinsulinTdependentGandG
nonTinsulinTdependentGdiabetesGinGaGnhineseGpopulationUGDiabeticZMedicineSG1997SGX[SGXWYaTZX 3.5 14
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44 xutationsGinGtheGhepatocyteGnuclearGfactorTXalphaGgeneGareGaGcommonGcauseGofGmaturityTonsetG
diabetesGofGtheGyoungGinGtheGUUvUGDiabetesSG1997SG[aSGbYWTbY] 0.9 45

43 sighGprevalenceGofGaGmissenseGmutationGofGtheGglucokinaseGgeneGinGgestationalGdiabeticGpatientsG
dueGtoGaGfounderTeffectGinGaGlocalGpopulationUGDiabetologiaSG1996SGZdSGXZY]Tc 10.3 53

42 xutationsGinGtheGhepatocyteGnuclearGfactorTXalphaGgeneGinGmaturityTonsetGdiabetesGofGtheGyoungG
OxzoYZPUGNatureSG1996SGZc[SG[]]Tc 50.4 973

41 llteredGinsulinGsecretoryGresponsesGtoGglucoseGinGdiabeticGandGnondiabeticGsubjectsGwithGmutationsG
inGtheGdiabetesGsusceptibilityGgeneGxzoYZGonGchromosomeGXYUGDiabetesSG1996SG[]SGX]WZTXW 0.9 216

40 llteredGinsulinGsecretoryGresponsesGtoGglucoseGinGdiabeticGandGnondiabeticGsubjectsGwithGmutationsG
inGtheGdiabetesGsusceptibilityGgeneGxzoYZGonGchromosomeGXYUGDiabetesSG1996SG[]SGX]WZTX]XW 0.9 55

39 {revalenceGofGdiabetesGmellitusGandGimpairedGglucoseGtoleranceGinGparentsGofGwomenGwithG
gestationalGdiabetesUGDiabetologiaSG1995SGZcSGadZTc 10.3 26

38 nandidateGgeneGstudiesGinGpedigreesGwithGmaturityTonsetGdiabetesGofGtheGyoungGnotGlinkedGwithG
glucokinaseUGDiabetologiaSG1995SGZcSGXW]]TaW 10.3 15

37 nlinicalGcharacteristicsGofGsubjectsGwithGaGmissenseGmutationGinGglucokinaseUGDiabeticZMedicineSG1995SG
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