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95 TheNcompleteNmitochondrialNgenomeNdataNofNtheNxommonNRoseNbutterflyaNWLepidopteraaN
PapilionoideaaNPapilionidaeXNfromNMalaysiaccNDatadindBriefaN2022aNieaNfellie 1.2 3

94 ThermophilesNandNcarbohydratebactiveNenzymesNWxvZymesXNinNbiofilmNmicrobialNconsortiaNthatN
decomposeNlignocellulosicNplantNlittersNatNhighNtemperaturesccNScientificdReportsaN2022aNfgaNgmje 4.9 0

93 MitochondrialNwarcodesNofNThreeNMalaysianNwutterfliesNOriginatingNfromNTamanNNegaraNzndauN
RompinNJohoraNMalaysiacNIOPdConferencedSeries:dEarthdanddEnvironmentaldScienceaN2021aNlhkaNefgejh 0.3

92 TemporalNchangesNofNbatNdiversityNinNtheNurbanNhabitatNislandNofNwatuNxavesaNMalaysiacNIOPd
ConferencedSeries:dEarthdanddEnvironmentaldScienceaN2021aNlhkaNefgejf 0.3 1

91 MitochondrialNwarcodesNofNyragonfliesNandNyamselfliesNOriginatedNfromNTamanNNegaraNzndauN
RompinaNJohoraNMalaysiacNIOPdConferencedSeries:dEarthdanddEnvironmentaldScienceaN2021aNlhkaNefgehg 0.3

90 βenomeNsequenceNofNanNunchartedNhalophilicNbacteriumNRobertkochiaNmarinaNwithNdecipheringNitsN
phosphatebsolubilizingNabilitycNBraziliandJournaldofdMicrobiologyaN2021aNjgaNgjfbgjk 2.2 2

89 PsychrophilicNenzymesoNstructuralNadaptationaNpharmaceuticalNandNindustrialNapplicationscNAppliedd
MicrobiologydanddBiotechnologyaN2021aNfejaNmnnbnel 5.7 9

88 TheNfirstNmitochondrialNgenomeNdataNofNanNoldNworldNfruitNbataNfromNMalaysiacNMitochondrialdDNAd
PartdB:dResourcesaN2021aNkaNjhbjj 0.5 0

87
yevelopmentNofNaNHaddonNMatrixNαrameworkNforNHigherNzducationNPandemicNPreparednessoN
ScopingNReviewNandNzxperiencesNofNMalaysianNUniversitiesNyuringNtheNxOVIybfnNPandemiccNHigherd
EducationdPolicyaN2021aNfbie

1.5 2

86 xharacterizationNofNtheNmitogenomesNofNlongbtailedNgiantNrataNandNaNcomparativeNanalysisNwithNotherN
speciescNMitochondrialdDNAdPartdB:dResourcesaN2021aNkaNjegbjei 0.5 1

85 InNsilicoNanalysisNpredictionNofNHepTHfbjNasNaNpotentialNtherapeuticNagentNbyNtargetingNtumourN
suppressorNproteinNnetworksccNJournaldofdBiomoleculardStructuredanddDynamicsaN2021aNfbgl 3.6

84 StructuralNandNfunctionalNcharacterisationNofNHepTHfbjNpeptideNasNaNpotentialNhepcidinN
replacementcNJournaldofdBiomoleculardStructuredanddDynamicsaN2021aNfbgi 3.6 1

83 βenomeNsequenceNdataNofNspcNstrainNxRfiNisolatedNfromNmangroveNforestNatNTanjungNPiaiNNationalN
ParkaNMalaysiacNDatadindBriefaN2020aNheaNfejkjm 1.2 3

82 TheNfirstNcompleteNmitochondrialNgenomeNdataNofNoriginatingNfromNMalaysiacNDatadindBriefaN2020aNhfaNfejlgf1.2 7

81 yraftNgenomeNsequenceNofNParvularculaNflavaNstrainNNHkblnaNrevealingNitsNroleNasNaNcellulolyticN
enzymesNproducercNArchivesdofdMicrobiologyaN2020aNgegaNgjnfbgjnl 3 1

80
xharacterisationNofNaNcatalyticNtriadNandNreactionNselectivityNinNtheNdualNmechanismNofNtheNcatalyseN
hydrideNtransferNinNxylitolNphosphateNdehydrogenasecNJournaldofdMoleculardGraphicsdanddModellingaN
2020aNnlaNfeljim

2.8 2

79 TheNfirstNcompleteNmitochondrialNgenomeNdataNofNβeoffroyVsNrousetteaNoriginatingNfromNMalaysiacN
MitochondrialdDNAdPartdB:dResourcesaN2020aNjaNhgkgbhgki 0.5 0
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78 MolecularNidentificationNandNphylogeneticNanalysisNofNaNcompleteNmitogenomeNfromNPeninsularN
MalaysiacNMitochondrialdDNAdPartdB:dResourcesaN2020aNjaNheeibheek 0.5 2

77 xharacterizingNaNHalobTolerantNβHfeNXylanaseNfromNStrainNRvNandNItsNxwMbTruncatedNVariantcN
InternationaldJournaldofdMoleculardSciencesaN2019aNgeaN 6.3 17

76
HeterologousNexpressionaNpurificationNandNbiochemicalNcharacterizationNofNaNnewN
endobfaib˛†bxylanaseNfromNRhodothermaceaeNbacteriumNRvcNProteindExpressiondanddPurificationaN
2019aNfkiaNfejiki

2 9

75 TheoreticalNanalysesNonNenantiospecificityNofNLbgbhaloacidNdehalogenaseNWyehLXNfromNRhizobiumNspcN
RxfNtowardsNgbchloropropionicNacidcNJournaldofdMoleculardGraphicsdanddModellingaN2019aNngaNfhfbfhn 2.8 4

74 ModelbguidedNMetabolicNβeneNKnockoutNofNpflvNinNzscherichiaNcoliNIncreasesNSuccinicNvcidN
ProductionNfromNβlycerolNxarbonNSourcecNCurrentdMetabolomicsaN2019aNkaNgefbgek 1 1

73 zvaluationNofNpotentialNmolecularNinteractionNbetweenNquorumNsensingNreceptoraNLuxPNandNgrouperN
fattyNacidsoNinbsilicoNscreeningNandNsimulationcNPeerJaN2019aNlaNekjkm 3.1 4

72 MolecularNModelingNandNSimulationNofNTransketolaseNfromNOrthosiphonNstamineuscNCurrentd
ComputerrAideddDrugdDesignaN2019aNfjaNhembhfl 1.4

71 xomputerNaidedNanalysisNofNdiseaseNlinkedNproteinNnetworkscNBioinformationaN2019aNfjaNjfhbjgg 1.1 0

70 TheNtwoNmutationsNofNactinbmyosinNinterfaceNandNtheirNeffectNonNtheNdynamicsaNstructuresaNandN
functionsNofNskeletalNmuscleNactincNJournaldofdBiomoleculardStructuredanddDynamicsaN2019aNhlaNhlgbhmg 3.6 1

69 PurificationNandNcharacterizationNofNaNnovelNβHfNbetabglucosidaseNfromNJeotgalibacillusN
malaysiensiscNInternationaldJournaldofdBiologicaldMacromoleculesaN2018aNffjaNfenibffeg 7.9 26

68 vssessingNproductNadulterationNofNzurycomaNlongifoliaNWTongkatNvliXNherbalNmedicinalNproductNusingN
yNvNbarcodingNandNHPLxNanalysiscNPharmaceuticaldBiologyaN2018aNjkaNhkmbhll 3.8 12

67 TemperatureNadaptationNanalysisNofNaNpsychrophilicNmannanaseNthroughNstructuralaNfunctionalNandN
molecularNdynamicsNsimulationcNMoleculardSimulationaN2018aNiiaNfglebfgll 2 1

66
MolecularNdynamicsNsimulationsNsuggestNchangesNinNelectrostaticNinteractionsNasNaNpotentialN
mechanismNthroughNwhichNserineNphosphorylationNinhibitsNyNvNpolymeraseN˛†NactivitycNJournaldofd
MoleculardGraphicsdanddModellingaN2018aNmiaNghkbgif

2.8 1

65 xomparisonNofNyifferentNyNvNzxtractionNMethodsNfromNLeavesNandNRootsNofNzurycomaNlongifoliaN
PlantcNAdvanceddSciencedLettersaN2018aNgiaNhkifbhkij 0.1 3

64
MolecularNdynamicsNsimulationsNsuggestNchangesNinNelectrostaticNinteractionsNasNaNpotentialN
mechanismNthroughNwhichNserineNphosphorylationNinhibitsNyNvNPolymeraseN˛†VsNactivitycNJournaldofd
MoleculardGraphicsdanddModellingaN2018aNlnaNfng

2.8 1

63 xompleteNgenomeNsequenceNofNbacteriumNRvNwithNcellulolyticNandNxylanolyticNactivitiescNydBiotechaN
2018aNmaNhlk 2.8 6

62 TheNroleNofNalternativeNsaltNbridgesNinNcoldNadaptationNofNaNnovelNpsychrophilicNlaminarinasecNJournald
ofdBiomoleculardStructuredanddDynamicsaN2017aNhjaNfkmjbfkng 3.6 10

61 vssessingNwatNRoostsNUsingNtheNLiyvRNSystemNatNWindNxaveNNatureNReserveNinNSarawakaNMalaysianN
worneocNActadChiropterologicaaN2017aNfnaNfnn 1 8
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60 yeficiencyNinNSpermbzggNProteinNInteractionNasNaNMajorNxauseNofNαertilizationNαailurecNJournaldofd
MembranedBiologyaN2017aNgjeaNfhhbfii 2.3 2

59 ReviewoNyNvNwarcodingNandNxhromatographyNαingerprintsNforNtheNvuthenticationNofNwotanicalsNinN
HerbalNMedicinalNProductscNEvidencerbaseddComplementarydanddAlternativedMedicineaN2017aNgeflaNfhjgnim2.3 19

58 vnNexpandedNmammalNmitogenomeNdatasetNfromNSoutheastNvsiacNGigaScienceaN2017aNkaNfbm 7.6 20

57 yecipheringNtheNcatalyticNaminoNacidNresiduesNofNlbgbhaloacidNdehalogenaseNWyehLXNfromNRhizobiumN
spcNRxfoNvnNinNsilicoNanalysiscNComputationaldBiologydanddChemistryaN2017aNleaNfgjbfhg 3.6 8

56 MultibtemplateNhomologybbasedNstructuralNmodelNofNLbgbhaloacidNdehalogenaseNWyehLXNfromN
RhizobiumNspcNRxfcNJournaldofdBiomoleculardStructuredanddDynamicsaN2017aNhjaNhgmjbhgnk 3.6 12

55 StructuralaNfunctionalNandNmolecularNdynamicsNanalysisNofNtheNnativeNandNmutatedNactinNtoNstudyNitsN
effectNonNcongenitalNmyopathycNJournaldofdBiomoleculardStructuredanddDynamicsaN2017aNhjaNfkembfkfi 3.6 5

54 βlobalNtranscriptomicNresponseNofNvnoxybacillusNspcNSKNhbiNtoNaluminumNexposurecNJournaldofdBasicd
MicrobiologyaN2017aNjlaNfjfbfkf 2.7 5

53 zffectsNofNPhysiochemicalNαactorsNonNProkaryoticNwiodiversityNinNMalaysianNxircumneutralNHotN
SpringscNFrontiersdindMicrobiologyaN2017aNmaNfgjg 5.7 34

52 xharacterizationNofNaNglucosebtolerantN˛†bglucosidaseNfromNvnoxybacillusNspcNyThbfcNBiotechnologyd
fordBiofuelsaN2016aNnaNfli 7.8 33

51 ModelbguidedNmetabolicNgeneNknockoutNofNgndNforNenhancedNsuccinateNproductionNinNzscherichiaN
coliNfromNglucoseNandNglycerolNsubstratescNComputationaldBiologydanddChemistryaN2016aNkfaNfhebl 3.6 11

50
ModelbassistedNformateNdehydrogenasebONWfdoHXNgeneNknockoutNforNenhancedNsuccinateN
productionNinNzscherichiaNcoliNfromNglucoseNandNglycerolNcarbonNsourcescNJournaldofdBiomoleculard
StructuredanddDynamicsaN2016aNhiaNghejbfk

3.6 8

49 ModelbaidedNatpzNgeneNknockoutNstrategyNinNzscherichiaNcoliNforNenhancedNsuccinicNacidNproductionN
fromNglycerolcNJournaldofdBiomoleculardStructuredanddDynamicsaN2016aNhiaNflejbfk 3.6 12

48 βenomeNvnalysisNofNaNNewNRhodothermaceaeNStrainNIsolatedNfromNaNHotNSpringcNFrontiersdind
MicrobiologyaN2016aNlaNffen 5.7 11

47 SystematicNvnalysisNofNProteinNInteractionNNetworkNvssociatedNwithNvzoospermiacNInternationald
JournaldofdMoleculardSciencesaN2016aNflaN 6.3 10

46 xrystalNstructureNofNvnoxybacillusN˛–bamylaseNprovidesNinsightsNintoNmaltoseNbindingNofNaNnewN
glycosylNhydrolaseNsubclasscNScientificdReportsaN2016aNkaNghfgk 4.9 27

45 StructuralNpredictionNofNaNnovelNlaminarinaseNfromNtheNpsychrophilicNβlaciozymaNantarcticaNPIfgNandN
itsNtemperatureNadaptationNanalysiscNJournaldofdMoleculardModelingaN2015aNgfaNkh 2 11

44 InNsilicoNdeletionNofNPtsβNgeneNinNzscherichiaNcoliNgenomebscaleNmodelNpredictsNincreasedNsuccinateN
productionNfromNglycerolcNJournaldofdBiomoleculardStructuredanddDynamicsaN2015aNhhaNghmebn 3.6 10

43 PredictionNofNrecombinantNproteinNoverexpressionNinNzscherichiaNcoliNusingNaNmachineNlearningN
basedNmodelNWRPOLPXcNComputersdindBiologydanddMedicineaN2015aNkkaNhhebk 7 1
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42 IdentificationNofNputativeNdrugNtargetsNforNhumanNspermbeggNinteractionNdefectNusingNproteinN
networkNapproachcNBMCdSystemsdBiologyaN2015aNnaNhl 3.5 4

41 xharacterizationNofNaluminumNresistantNvnoxybacillusNspcNSKNhbiNisolatedNfromNaNhotNspringcNJournald
ofdBasicdMicrobiologyaN2015aNjjaNjfibn 2.7 5

40 MolecularNyynamicsNSimulationsNofNtheNTemperatureNInducedNUnfoldingNofNxrambinNαollowNtheN
vrrheniusNzquationcNFvuuuResearchaN2015aNiaNjmn 3.6 3

39 vnNSfmmVNmutationNaltersNsubstrateNspecificityNofNnonbstereospecificN˛–bhaloalkanoicNacidN
dehalogenaseNzNWyehzXcNPLoSdONEaN2015aNfeaNeefgfkml 3.7 11

38 vnNoverviewNofNpathwayNpredictionNtoolsNforNsyntheticNdesignNofNmicrobialNchemicalNfactoriescNAIMSd
BioengineeringaN2015aNgaNfbfi 3.4 4

37 ModelbdrivenNinNSilicoNglpxNβeneNKnockoutNPredictsNIncreasedNSuccinateNProductionNfromNβlycerolNinN
zscherichiaNxolicNAIMSdBioengineeringaN2015aNgaNiebim 3.4 4

36 SpatialNoccurrenceNofNdengueNfeverNandNitsNrelationshipNwithNlandNuseNinNSelangoraNMalaysiacNBMCd
PublicdHealthaN2014aNfiaN 4.1 2

35 WeightedNvotingbbasedNconsensusNclusteringNforNchemicalNstructureNdatabasescNJournaldofd
ComputerrAideddMoleculardDesignaN2014aNgmaNkljbmi 4.2 3

34 StructuralNandNfunctionalNanalysisNofNaNnovelNpsychrophilicN˛†bmannanaseNfromNβlaciozymaNantarcticaN
PIfgcNJournaldofdComputerrAideddMoleculardDesignaN2014aNgmaNkmjbnm 4.2 24

33 vnNimprovedNdifferentialNevolutionNalgorithmNforNenhancingNbiochemicalNpathwaysNsimulationNandN
productioncNInternationaldJournaldofdDatadMiningdanddBioinformaticsaN2014aNfeaNigibhn 0.5

32 yevelopmentNofNaNmobileNapplicationNforNamphibianNspeciesNrecognitioncNIOPdConferencedSeries:d
EarthdanddEnvironmentaldScienceaN2014aNfmaNefgenf 0.3

31 InteractionsNofNnonbnaturalNhalogenatedNsubstratesNwithNybspecificNdehalogenaseNWyehyXNmutantsN
usingNstudiescNBiotechnologydanddBiotechnologicaldEquipmentaN2014aNgmaNninbnjl 1.6 3

30 InsightsNintoNtheNstereospecificityNofNtheNdbspecificNdehalogenaseNfromNspcNRxfNtowardNdbNandN
lbgbchloropropionatecNBiotechnologydanddBiotechnologicaldEquipmentaN2014aNgmaNkembkfj 1.6 9

29 ParameterNzstimationNbyNUsingNanNImprovedNweeNMemoryNyifferentialNzvolutionNvlgorithmNWIwMyzXN
toNSimulateNwiochemicalNPathwayscNCurrentdBioinformaticsaN2014aNnaNkjblj 4.7 3

28 USINβNvNNIMPROVzyNwzzNMzMORYNyIααzRzNTIvLNzVOLUTIONNvLβORITHMNαORNPvRvMzTzRN
zSTIMvTIONNTONSIMULvTzNwIOxHzMIxvLNPvTHWvYScNJournaldofdBiologicaldSystemsaN2014aNggaNfefbfgf 1.6 1

27 αunctionalNfeaturesNandNproteinNnetworkNofNhumanNspermbeggNinteractioncNSystemsdBiologydind
ReproductivedMedicineaN2014aNkeaNhgnbhl 2.9 12

26 MHealthNapplicationoNMobileNthalassemiaNpatientNmanagementNapplicationN2014aN 2

25
vNReviewNonNModellingNMethodsaNPathwayNSimulationNSoftwareNandNRecentNyevelopmentNonN
yifferentialNzvolutionNvlgorithmsNforNMetabolicNPathwaysNinNSystemsNwiologycNCurrentd
BioinformaticsaN2014aNnaNjenbjgf

4.7 5
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24 SequenceNandNstructuralNinvestigationNofNaNnovelNpsychrophilicN˛–bamylaseNfromNβlaciozymaN
antarcticaNPIfgNforNcoldbadaptationNanalysiscNJournaldofdMoleculardModelingaN2013aNfnaNhhknbmh 2 26

23
MolecularNModellingNandNαunctionalNStudiesNofNtheNNonbStereospecificN˛–bHaloalkanoicNvcidN
yehalogenaseNWyehzXNfromNRhizobiumNSPcNRxfNandNitsNvssociationNwithNhbxhloropropionicNvcidN
W˛†bxhlorinatedNvliphaticNvcidXcNBiotechnologydanddBiotechnologicaldEquipmentaN2013aNglaNhlgjbhlhk

1.6 17

22 ImprovingNMolecularNyynamicsNSimulationNPerformanceNonNLowbxostNSystemscNComputingdindScienced
anddEngineeringaN2013aNfjaNkible 1.5

21 yevelopmentNandNyeploymentNofNanNzthnobotanicalNandNPhytochemicalNKnowledgeNyatabaseNofN
MalaysiacNJurnaldTeknologidmSciencesdanddEngineeringnaN2013aNkiaN 1.2 1

20 xomparisonNofNxomputationalNToolsNforNProteinbProteinNInteractionNWPPIXNMappingNandNvnalysiscN
JurnaldTeknologidmSciencesdanddEngineeringnaN2013aNkhaN 1.2 1

19 zstimatingNKineticNParametersNforNzssentialNvminoNvcidNProductionNinNvrabidopsisNThalianaNbyNUsingN
ParticleNSwarmNOptimizationcNJurnaldTeknologidmSciencesdanddEngineeringnaN2013aNkiaN 1.2 2

18 xonstructionNandNvnalysisNofNtheNxellNSurfaceVsNProteinNNetworkNforNHumanNSpermbzggNInteractioncN
ISRNdBioinformaticsaN2013aNgefhaNnkglke 6

17 ThreonineNwiosynthesisNPathwayNSimulationNUsingNIwMyzNwithNParameterNzstimationcNLecturedNotesd
indComputerdScienceaN2013aNfnfbgee 0.9

16 UsingNParticleNSwarmNOptimizationNforNzstimatingNKineticsNParametersNonNzssentialNvminoNvcidN
ProductionNofNvrabidopsisNThalianacNStudiesdindComputationaldIntelligenceaN2013aNjfbkf 0.8

15 UsingNvntNxolonyNOptimizationNWvxOXNonNKineticNModelingNofNtheNvcetoinNProductionNinNLactococcusN
LactisNxlcNStudiesdindComputationaldIntelligenceaN2013aNgjbhj 0.8 3

14
StructuralNpredictionNofNaNnovelNchitinaseNfromNtheNpsychrophilicNβlaciozymaNantarcticaNPIfgNandNanN
analysisNofNitsNstructuralNpropertiesNandNfunctioncNJournaldofdComputerrAideddMoleculardDesignaN2012aN
gkaNnilbkf

4.2 36

13 xMyoNvNyatabaseNtoNStoreNtheNwondingNStatesNofNxysteineNMotifsNwithNSecondaryNStructurescN
AdvancesdindBioinformaticsaN2012aNgefgaNminmhe 5.5 2

12 StructureNpredictionaNmolecularNdynamicsNsimulationNandNdockingNstudiesNofNybspecificN
dehalogenaseNfromNRhizobiumNspcNRxfcNInternationaldJournaldofdMoleculardSciencesaN2012aNfhaNfjlgibji 6.3 8

11 xountingNinNtheNdarkoNnonbintrusiveNlaserNscanningNforNpopulationNcountingNandNidentifyingNroostingN
batscNScientificdReportsaN2012aNgaNjgi 4.9 18

10
ImprovedNyifferentialNzvolutionNvlgorithmNforNParameterNzstimationNtoNImproveNtheNProductionNofN
wiochemicalNPathwaycNInternationaldJournaldofdInteractivedMultimediadanddArtificialdIntelligenceaN2012aN
faNgg

3.8 6

9 UsingNanNImprovedNyifferentialNzvolutionNvlgorithmNforNParameterNzstimationNtoNSimulateN
βlycolysisNPathwaycNAdvancesdindIntelligentdanddSoftdComputingaN2012aNlenblfk 1

8 birgHPxoNcreatingNinstantNcomputingNclustersNforNbioinformaticsNandNmolecularNdynamicscN
BioinformaticsaN2011aNglaNfhgebf 7.2

7 vNproteinNshortNmotifNsearchNtoolNusingNaminoNacidNsequenceNandNtheirNsecondaryNstructureN
assignmentcNBioinformationaN2011aNlaNheibk 1.1 2
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6 βridNJobsNSchedulingNImprovementNUsingNPriorityNRulesNandNwackfillingcNCommunicationsdind
ComputerdanddInformationdScienceaN2011aNiefbifj 0.3 0

5 βridMvxSNPortaloNvNβridNWebNPortalNforNMolecularNyynamicsNSimulationNUsingNβROMvxSN2010aN 5

4 wioinformaticsNinNMalaysiaoNhopeaNinitiativeaNeffortaNrealityaNandNchallengescNPLoSdComputationald
BiologyaN2009aNjaNefeeeijl 5 8

3 xolourNNumberNxodingNSchemeNforNHumanNwloodNxellcNIFMBEdProceedingsaN2008aNjhgbjhj 0.2

2 wetabsheetNcontainmentNbyNflankingNprolinesoNmolecularNdynamicNsimulationsNofNtheNinhibitionNofN
betabsheetNelongationNbyNprolineNresiduesNinNhumanNprionNproteincNBiophysicaldJournalaN2007aNngaNgemebn 2.9 16

1
OneNgeneaNtwoNdiseasesNandNthreeNconformationsoNmolecularNdynamicsNsimulationsNofNmutantsNofN
humanNprionNproteinNatNroomNtemperatureNandNelevatedNtemperaturescNProteins:dStructureqdFunctiond
anddBioinformaticsaN2005aNjnaNgljbne

4.2 37
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