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k Paper IF Citations

79 SequestrationNandNscavengingNofNironNinNinfectionfNInfectionhandhImmunitydN2013dNqidNlnhleim 3.7 145

78 óharacterizationNofNaNtwoegeneNlocusNfromNBartonellaNbacilliformisNassociatedNwithNtheNabilityNtoN
invadeNhumanNerythrocytesfNInfectionhandhImmunitydN1995dNoldNinnkeok 3.7 92

77 óharacterizationNofNBartonellaNbacilliformisNflagellaNandNeffectNofNantiflagellinNantibodiesNonN
invasionNofNhumanNerythrocytesfNInfectionhandhImmunitydN1993dNoidNmrokepi 3.7 78

76
TheNIalzNinvasionNgeneNofNBartonellaNbacilliformisNencodesNaNVdeanucleosideNpolyphosphateN
hydrolaseNofNtheNMutTNmotifNfamilyNandNhasNhomologsNinNotherNinvasiveNbacteriafNBiochemicalhandh
BiophysicalhResearchhCommunicationsdN1999dNknodNmpmer

3.4 70

75 OroyaNfeverNandNverrugaNperuanasNbartonellosesNuniqueNtoNSouthNzmericafNPLoShNeglectedhTropicalh
DiseasesdN2014dNqdNekrir 4.8 61

74 zNhighlyNrepetitiveNDNzNsequenceNpossiblyNuniqueNtoNcanidsfNGenedN1992dNiihdNklneq 3.8 57

73 zNbacterialeinducedNlectinNwhichNtriggersNhemocyteNcoagulationNinNManducaNsextafNBiochemicalhandh
BiophysicalhResearchhCommunicationsdN1986dNilpdNpkreln 3.4 56

72 PestilencedNpersistenceNandNpathogenicitysNinfectionNstrategiesNofNBartonellafNFuturehMicrobiologydN
2009dNmdNpmlenq 2.9 55

71 MitogenicNeffectNofNBartonellaNbacilliformisNonNhumanNvascularNendothelialNcellsNandNinvolvementNofN
GroELfNInfectionhandhImmunitydN2003dNpidNorllemk 3.7 54

70 HeminebindingNsurfaceNproteinNfromNBartonellaNquintanafNInfectionhandhImmunitydN2000dNoqdNopnhep 3.7 50

69 ProteomicNandNimmunoblotNanalysesNofNBartonellaNquintanaNtotalNmembraneNproteinsNidentifyN
antigensNrecognizedNbyNseraNfromNinfectedNpatientsfNInfectionhandhImmunitydN2007dNpndNknmqeoi 3.7 48

68 ExperimentalNmodelNofNhumanNbodyNlouseNinfectionNusingNgreenNfluorescentNproteineexpressingN
BartonellaNquintanafNInfectionhandhImmunitydN2001dNordNiqpoer 3.7 46

67 FiveememberNgeneNfamilyNofNBartonellaNquintanafNInfectionhandhImmunitydN2003dNpidNqimeki 3.7 44

66 EstablishingNaNdirectNroleNforNtheNBartonellaNbacilliformisNinvasioneassociatedNlocusNBNVIalBaNproteinNinN
humanNerythrocyteNparasitismfNInfectionhandhImmunitydN2001dNordNmlpleqi 3.7 44

65 óellNentryNandNtheNpathogenesisNofNBartonellaNinfectionsfNTrendshinhMicrobiologydN1996dNmdNlmlep 12.4 37

64 StrategyNforNdetectionNandNdifferentiationNofNóoxiellaNburnetiiNstrainsNusingNtheNpolymeraseNchainN
reactionfNAnnalshofhthehNewhYorkhAcademyhofhSciencesdN1990dNnrhdNnpkeqi 6.5 33

63 DevelopmentNofNaNsystemNforNgeneticNmanipulationNofNBartonellaNbacilliformisfNAppliedhandh
EnvironmentalhMicrobiologydN1999dNondNlmmieq 4.8 32
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62 IdentificationNofNouterNmembraneNproteinsNofNBartonellaNbacilliformisfNInfectionhandhImmunitydN1994dN
okdNkommeq 3.7 31

61 FunctiondNregulationdNandNtranscriptionalNorganizationNofNtheNheminNutilizationNlocusNofNBartonellaN
quintanafNInfectionhandhImmunitydN2009dNppdNlhpeio 3.7 30

60 zNbacteriophageelikeNparticleNfromNBartonellaNbacilliformisfNMicrobiologyhrUnitedhKingdomsdN2000dN
imoNVNPtNladNnrreohr 2.9 30

59 EnvironmentalNsignalsNgenerateNaNdifferentialNandNcoordinatedNexpressionNofNtheNhemeNreceptorN
geneNfamilyNofNBartonellaNquintanafNInfectionhandhImmunitydN2006dNpmdNlknieoi 3.7 29

58 MechanismsNbyNwhichNtranscriptionNcanNregulateNsomaticNhypermutationfNGeneshandhImmunitydN2004dN
ndNipoeqk 4.4 29

57 ReversionNratesNinNaNleuBNauxotrophNofNEscherichiaNcoliNKeikNcorrelateNwithNppGppNlevelsNduringN
exponentialNgrowthfNMicrobiologyhrUnitedhKingdomsdN1997dNimlNVNPtNladNqmpeqnm 2.9 28

56 ToxicNintronsNandNparasiticNinteinNinNóoxiellaNburnetiisNlegaciesNofNaNpromiscuousNpastfNJournalhofh
BacteriologydN2008dNirhdNnrlmeml 3.5 28

55 IdentificationNofNnovelNsmallNRNzsNandNcharacterizationNofNtheNoSNRNzNofNóoxiellaNburnetiifNPLoSh
ONEdN2014dNrdNeihhimp 3.7 28

54
zNcarboxyeterminalNprocessingNproteaseNgeneNisNlocatedNimmediatelyNupstreamNofNtheN
invasioneassociatedNlocusNfromNBartonellaNbacilliformisfNMicrobiologyhrUnitedhKingdomsdN1997dNimlNVN
PtNmadNikkieikll

2.9 25

53
TranscriptionalNregulationNofNtheNhemeNbindingNproteinNgeneNfamilyNofNBartonellaNquintanaNisN
accomplishedNbyNaNnovelNpromoterNelementNandNironNresponseNregulatorfNInfectionhandhImmunitydN
2007dNpndNmlpleqn

3.7 25

52 gyrzNmutationsNinNciprofloxacineresistantNBartonellaNbacilliformisNstrainsNobtainedNinNvitrofN
AntimicrobialhAgentshandhChemotherapydN2003dNmpdNlqleo 5.9 24

51 zNDNzebindingNperoxiredoxinNofNóoxiellaNburnetiiNisNinvolvedNinNcounteringNoxidativeNstressNduringN
exponentialephaseNgrowthfNJournalhofhBacteriologydN2010dNirkdNkhppeqm 3.5 23

50 DifferentialNexpressionNofNtheNinvasioneassociatedNlocusNBNVialBaNgeneNofNBartonellaNbacilliformisNinN
responseNtoNenvironmentalNcuesfNMicrobialhPathogenesisdN2003dNlmdNipreqo 3.8 23

49 GroupNINintronsNandNinteinssNdisparateNoriginsNbutNconvergentNparasiticNstrategiesfNJournalhofh
BacteriologydN2009dNiridNoirlekhk 3.5 22

48 IdentificationNofNBartonellaNusingNPóRtNgenuseNandNspeciesespecificNprimerNsetsfNJournalhofh
MicrobiologicalhMethodsdN1997dNlidNnienp 2.8 22

47
óolonizationNofNLutzomyiaNverrucarumNandNLutzomyiaNlongipalpisNSandNFliesNVDipterasNPsychodidaeaN
byNBartonellaNbacilliformisdNtheNEtiologicNzgentNofNóarriˆ‡nUsNDiseasefNPLoShNeglectedhTropicalh
DiseasesdN2015dNrdNehhhmikq

4.8 21

46 óharacterizationNofNtheNioSeklSNrRNzNintergenicNspacerNofNBartonellaNbacilliformisfNGenedN1994dNimldNimrenh3.8 20

45 TheNunusualNklSNrRNzNgeneNofNóoxiellaNburnetiisNtwoNselfesplicingNgroupNINintronsNflankNaN
lmebaseepairNexondNandNoneNelementNlacksNtheNcanonicalNomegaGfNJournalhofhBacteriologydN2007dNiqrdNonpker3.5 19
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44 zNplasmideencodedNsurfaceNproteinNfoundNinNchronicediseaseNisolatesNofNóoxiellaNburnettifNInfectionh
andhImmunitydN1991dNnrdNmplner 3.7 19

43 znalysisNofNtheNóaenorhabditisNelegansNinnateNimmuneNresponseNtoNóoxiellaNburnetiifNInnateh
ImmunitydN2017dNkldNiiieikp 2.7 18

42 IIfNóorrelationsNbetweenNsecondaryNstructureNstabilityNandNmutationNfrequencyNduringNsomaticN
hypermutationfNMolecularhImmunologydN2008dNmndNlohheq 4.3 18

41 MutationsNinNBartonellaNbacilliformisNgyrBNconferNresistanceNtoNcoumermycinNzifNAntimicrobialh
AgentshandhChemotherapydN1998dNmkdNkrhoeil 5.9 17

40 znalysisNofNtheNcbhEUNplasmidNgeneNfromNacuteNdiseaseecausingNisolatesNofNóoxiellaNburnetiifNGenedN
1991dNihldNiileq 3.8 17

39 IfNVHNgeneNtranscriptionNcreatesNstabilizedNsecondaryNstructuresNforNcoordinatedNmutagenesisN
duringNsomaticNhypermutationfNMolecularhImmunologydN2008dNmndNlnqrerr 4.3 15

38 znalysisNofNQpRSespecificNsequencesNfromNóoxiellaNburnetiifNAnnalshofhthehNewhYorkhAcademyhofh
SciencesdN1990dNnrhdNnimekk 6.5 15

37 DevelopmentalNbiologyNofNóoxiellaNburnetiifNAdvanceshinhExperimentalhMedicinehandhBiologydN2012dN
rqmdNkliemq 3.6 14

36 MutationeDrivenNDivergenceNandNóonvergenceNIndicateNzdaptiveNEvolutionNofNtheNIntracellularN
HumaneRestrictedNPathogendNBartonellaNbacilliformisfNPLoShNeglectedhTropicalhDiseasesdN2016dNihdNehhhmpik4.8 13

35 PentamidineNinhibitsNóoxiellaNburnetiiNgrowthNandNklSNrRNzNintronNsplicingNinNvitrofNInternationalh
JournalhofhAntimicrobialhAgentsdN2010dNlodNlqhek 14.3 12

34 zNósrzeBindingdNezctingNsRNzNofNIsNNecessaryNforNOptimalNIntracellularNGrowthNandNVacuoleN
FormationNduringNEarlyNInfectionNofNHostNóellsfNJournalhofhBacteriologydN2019dNkhidN 3.5 10

33 zNuniqueNóoxiellaNburnetiiNlipoproteinNinvolvedNinNmetalNbindingNVLimBafNMicrobiologyhrUnitedh
KingdomsdN2011dNinpdNrooerpo 2.9 10

32 TheNrolesNofNtranscriptionNandNgenotoxinsNunderlyingNpnlNmutagenesisNinNvivofNCarcinogenesisdN2011dN
lkdNinnreop 4.6 10

31 óloningdNfunctionalNexpressiondNandNcomplementationNanalysisNofNanNinorganicNpyrophosphataseN
fromNBartonellaNbacilliformisfNCanadianhJournalhofhMicrobiologydN1997dNmldNplmeml 3.2 10

30 BartonellaNbacilliformisNGroELsNeffectNonNgrowthNofNhumanNvascularNendothelialNcellsNinNinfectedN
coculturesfNAnnalshofhthehNewhYorkhAcademyhofhSciencesdN2005dNiholdNkqoerq 6.5 10

29 TransformationNofNBartonellaNbacilliformisNbyNelectroporationfNCanadianhJournalhofhMicrobiologydN
1994dNmhdNpqkeo 3.2 10

28 TissueNsiteNandNmodificationNofNaNbacteriaeinducedNcoagulationNproteinNfromNManducaNsextafNInsecth
BiochemistrydN1988dNiqdNolpeomm 10

27 IdentificationNofNnovelNMITEsNVminiatureNinvertederepeatNtransposableNelementsaNinNóoxiellaN
burnetiisNimplicationsNforNproteinNandNsmallNRNzNevolutionfNBMChGenomicsdN2018dNirdNkmp 4.5 9
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26 ProteinsNofNBartonellaNbacilliformissNóandidatesNforNVaccineNDevelopmentfNInternationalhJournalhofh
PeptidesdN2015dNkhindNphkpqm 8

25 GeneticsNofNóoxiellaNburnetiisNonNtheNpathNofNspecializationfNFuturehMicrobiologydN2011dNodNikrpelim 2.9 8

24 BartonellaNinteractionsNwithNhostNcellsfNSubwCellularhBiochemistrydN2000dNlldNrpeikl 5.5 8

23 RibozymeNstabilitydNexonNskippingdNandNaNpotentialNroleNforNRNzNhelicaseNinNgroupNINintronNsplicingNbyN
óoxiellaNburnetiifNJournalhofhBacteriologydN2011dNirldNnkrker 3.5 7

22 NucleotideNsequenceNanalysisNofNtheNklSNribosomalNRNzeencodingNgeneNofNBartonellaNbacilliformisfN
GenedN1995dNiokdNpner 3.8 7

21 NucleotideNsequenceNofNtheNnSNribosomalNRNzNgeneNofNBartonellaNbacilliformisfNNucleichAcidsh
ResearchdN1993dNkidNihlo 20.1 7

20 RegulationNandNsynthesisNofNselectedNbacteriaeinducedNproteinsNinNManducaNsextafNInsecth
BiochemistryhandhMolecularhBiologydN1992dNkkdNlkielli 4.5 7

19 KineticNmodelsNrevealNtheNinNvivoNmechanismsNofNmutagenesisNinNmicrobesNandNmanfNMutationh
ResearchhwhReviewshinhMutationhResearchdN2013dNpnkdNikreilp 7 6

18 zNuniqueNgroupNINintronNinNóoxiellaNburnetiiNisNaNnaturalNspliceNmutantfNJournalhofhBacteriologydN2009dN
iridNmhmmeo 3.5 6

17 NucleotideNsequenceNandNcomparisonNofNtheNnSNribosomalNRNzNgenesNofNRochalimaeaNhenselaedN
RfquintanaNandNBrucellaNabortusfNNucleichAcidshResearchdN1993dNkidNkniq 20.1 6

16 TheNInterveningNSequenceNofNóoxiellaNburnetiisNóharacterizationNandNEvolutionfNFrontiershinhCellularh
andhInfectionhMicrobiologydN2016dNodNql 5.9 6

15 óharacterizationNandNexpressionNanalysisNofNtheNgroESLNoperonNofNBartonellaNbacilliformisfNGenedN
2005dNlnrdNnleok 3.8 5

14 TheNGenusNBartonellaN2006dNmopemrk 5

13 EvolutionNofNcoordinatedNmutagenesisNandNsomaticNhypermutationNinNVHnfNMolecularhImmunologydN
2011dNmrdNnlpemq 4.3 4

12 HumanNvascularNendothelialNcellsNexpressNepithelialNgrowthNfactorNinNresponseNtoNinfectionNbyN
BartonellaNbacilliformisfNPLoShNeglectedhTropicalhDiseasesdN2020dNimdNehhhqklo 4.8 4

11 LaboratoryNmaintenanceNofNBartonellaNquintanafNCurrenthProtocolshinhMicrobiologydN2008dNóhapterNldN
UnitNlófifielófifil 7.1 4

10 óloningNandNsequenceNanalysisNofNaNhemolysineencodingNgeneNfromNPseudomonasNpaucimobilisfN
GenedN1993dNilhdNnpeol 3.8 3

9
NovelNsmallNRNzsNexpressedNbyNBartonellaNbacilliformisNunderNmultipleNconditionsNrevealNpotentialN
mechanismsNforNpersistenceNinNtheNsandNflyNvectorNandNhumanNhostfNPLoShNeglectedhTropicalhDiseases
dN2020dNimdNehhhqopi

4.8 3
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8 BartonellaN2015dNiriieirlr 2

7 óharacterizationNofNtheNfMetNinitiatorNtRNzNgeneNofNBartonellaNbacilliformisfNGenedN1993dNilidNiniek 3.8 2

6 BartonellaN2002dNkiinekilo 2

5 BartonellosesN2006dNmnmemok 2

4
óoxiellaNburnetiismallNRNzNikNbindsNósrzNregulatoryNproteinNandNtranscriptsNforNtheNóvpDNtypeNIVN
effectordNregulatesNpyrimidineNandNmethionineNmetabolismdNandNisNnecessaryNforNoptimalN
intracellularNgrowthNandNvacuoleNformationNduringNinfection

1

3 GeneNduplicationNandNdeletiondNnotNhorizontalNtransferdNdroveNintraespeciesNmosaicismNofNBartonellaN
henselaefNGenomicsdN2020dNiikdNmopempi 4.3 1

2 óoxiellaN2015dNirmieirpk 0

1 VirulenceNDeterminantsNofNBartonellaNbacilliformisN2002dNirpekii
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