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k Paper IF Citations

170 UbiquitinadependentMproteinMdegradationbMAnnuallReviewloflGeneticsYM1996YMgdYMhdiagm 14.5 1445

169 ModificationMofMproteinsMbyMubiquitinMandMubiquitinalikeMproteinsbMAnnuallReviewloflCelllandl
DevelopmentallBiologyYM2006YMffYMeimald 12.6 1184

168 QuantitativeMproteomicsMrevealsMtheMfunctionMofMunconventionalMubiquitinMchainsMinMproteasomalM
degradationbMCellYM2009YMegkYMeggahi 56.2 832

167 UbiquitinYMproteasomesYMandMtheMregulationMofMintracellularMproteinMdegradationbMCurrentlOpinionlinl
CelllBiologyYM1995YMkYMfeiafg 9 763

166 MechanismMandMfunctionMofMdeubiquitinatingMenzymesbMBiochimicalEtlBiophysicalActalzlMolecularlCelll
ResearchYM2004YMejmiYMelmafdk 4.9 678

165 uMnewMproteaseMrequiredMforMcellacycleMprogressionMinMyeastbMNatureYM1999YMgmlYMfhjaie 50.4 611

164 xiversityMofMdegradationMsignalsMinMtheMubiquitinaproteasomeMsystembMNaturelReviewslMolecularlCelll
BiologyYM2008YMmYMjkmamd 48.7 593

163 OriginMandMfunctionMofMubiquitinalikeMproteinsbMNatureYM2009YMhilYMhffam 50.4 591

162 zunctionMandMregulationMofMSUMOMproteasesbMNaturelReviewslMolecularlCelllBiologyYM2012YMegYMkiiajj 48.7 402

161 SubstrateMtargetingMinMtheMubiquitinMsystembMCellYM1999YMmkYMhfkagd 56.2 395

160 MultipleMubiquitinaconjugatingMenzymesMparticipateMinMtheMinMvivoMdegradationMofMtheMyeastMMuTM
alphaMfMrepressorbMCellYM1993YMkhYMgikajm 56.2 383

159 uMconservedMubiquitinMligaseMofMtheMnuclearMenvelopecendoplasmicMreticulumMthatMfunctionsMinMbothM
yRaassociatedMandMMatalphafMrepressorMdegradationbMGeneslandlDevelopmentYM2001YMeiYMfjjdakh 12.6 360

158 TheMyeastMxOuhMgeneMencodesMaMdeubiquitinatingMenzymeMrelatedMtoMaMproductMofMtheMhumanMtreafM
oncogenebMNatureYM1993YMgjjYMgegam 50.4 360

157 uutocatalyticMsubunitMprocessingMcouplesMactiveMsiteMformationMinMtheMfdSMproteasomeMtoM
completionMofMassemblybMCellYM1996YMljYMmjeakf 56.2 338

156 yvolutionMandMfunctionMofMubiquitinalikeMproteinaconjugationMsystemsbMNaturelCelllBiologyYM2000YMfYMyeigak23.4 323

155 uMsuperfamilyMofMproteinMtagsnMubiquitinYMSUMOMandMrelatedMmodifiersbMTrendslinlBiochemicallSciences
YM2003YMflYMgfeal 10.3 321

154 xefiningMtheMSUMOamodifiedMproteomeMbyMmultipleMapproachesMinMSaccharomycesMcerevisiaebM
JournalloflBiologicallChemistryYM2005YMfldYMhedfaed 5.4 318
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153 TheMyeastMULPfMUSMThVMgeneMencodesMaMnovelMproteaseMspecificMforMtheMubiquitinalikeMSmtgMproteinbM
MolecularlandlCellularlBiologyYM2000YMfdYMfgjkakk 4.8 314

152 MolecularMarchitectureMandMassemblyMofMtheMeukaryoticMproteasomebMAnnuallReviewloflBiochemistryYM
2013YMlfYMheiahi 29.1 266

151 TheMxoahMdeubiquitinatingMenzymeMisMfunctionallyMlinkedMtoMtheMvacuolarMproteinasortingMandM
endocyticMpathwaysbMMolecularlBiologyloflthelCellYM2000YMeeYMggjiald 3.5 264

150 ProteinMdegradationMorMregulationnMUbMtheMjudgebMCellYM1996YMlhYMlegai 56.2 255

149
αdentificationMofMtheMyeastMfdSMproteasomeMcatalyticMcentersMandMsubunitMinteractionsMrequiredMforM
activeasiteMformationbMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaYM1997YMmhYMkeijaje

11.5 248

148 TheMxoahMdeubiquitinatingMenzymeMisMrequiredMforMubiquitinMhomeostasisMinMyeastbMMolecularlBiologyl
oflthelCellYM1999YMedYMfilgamh 3.5 246

147 TheMshortalivedMMuTMalphaMfMtranscriptionalMregulatorMisMubiquitinatedMinMvivobMProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM1991YMllYMhjdjaed 11.5 236

146 αnMvivoMdegradationMofMaMtranscriptionalMregulatornMtheMyeastMalphaMfMrepressorbMCellYM1990YMjeYMjmkakdl 56.2 235

145 SPaRαN–MforMSUMOnMnewMfunctionsMbloomMforMaMubiquitinalikeMproteinbMCellYM2001YMedkYMial 56.2 233

144 SpatialMorganizationMofMchromosomesMinMtheMsalivaryMglandMnucleiMofMxrosophilaMmelanogasterbM
JournalloflCelllBiologyYM1986YMedfYMeefafg 7.3 224

143 LingeringMmysteriesMofMubiquitinachainMassemblybMCellYM2006YMefhYMfkagh 56.2 216

142 MembraneMandMsolubleMsubstratesMofMtheMxoaedMubiquitinMligaseMareMdegradedMbyMdistinctMpathwaysbM
EMBOlJournalYM2006YMfiYMiggahg 13 212

141
xistinctMmachineryMisMrequiredMinMSaccharomycesMcerevisiaeMforMtheMendoplasmicM
reticulumaassociatedMdegradationMofMaMmultispanningMmembraneMproteinMandMaMsolubleMluminalM
proteinbMJournalloflBiologicallChemistryYM2004YMfkmYMglgjmakl

5.4 207

140 uMWolbachiaMdeubiquitylatingMenzymeMinducesMcytoplasmicMincompatibilitybMNaturelMicrobiologyYM
2017YMfYMekddk 26.6 198

139 αnMvivoMdisassemblyMofMfreeMpolyubiquitinMchainsMbyMyeastMUbpehMmodulatesMratesMofMproteinM
degradationMbyMtheMproteasomebMEMBOlJournalYM1997YMejYMhlfjagl 13 184

138 TheMyeastM exgbSlxlMheterodimerMisMaMubiquitinMligaseMstimulatedMbyMsubstrateMsumoylationbMJournall
oflBiologicallChemistryYM2007YMflfYMghekjalh 5.4 178

137 xegradationMsignalMmaskingMbyMheterodimerizationMofMMuTalphafMandMMuTaeMblocksMtheirMmutualM
destructionMbyMtheMubiquitinaproteasomeMpathwaybMCellYM1998YMmhYMfekafk 56.2 172

136 ProteasomeMStructureMandMussemblybMJournalloflMolecularlBiologyYM2017YMhfmYMgiddagifh 6.5 169

(2017-2000)

3



135 TheMUlpeMSUMOMisopeptidasenMdistinctMdomainsMrequiredMforMviabilityYMnuclearMenvelopeMlocalizationYM
andMsubstrateMspecificitybMJournalloflCelllBiologyYM2003YMejdYMedjmale 7.3 163

134 wharacteristicMfoldingMpatternMofMpolyteneMchromosomesMinMxrosophilaMsalivaryMglandMnucleibMNatureYM
1984YMgdlYMhehafe 50.4 162

133 xUvaeYMaMdeubiquitinatingMenzymeMwithMgrowthasuppressingMactivitybMProceedingsloflthelNationall
AcademyloflSciencesloflthelUnitedlStatesloflAmericaYM1996YMmgYMgfkiam 11.5 157

132 unalysisMofMtheMdeubiquitinatingMenzymesMofMtheMyeastMSaccharomycesMcerevisiaebMBiologicall
ChemistryYM2000YMgleYMmleamf 4.5 146

131 MultipleMassemblyMchaperonesMgovernMbiogenesisMofMtheMproteasomeMregulatoryMparticleMbasebMCellYM
2009YMegkYMllkamm 56.2 132

130 uutoregulationMofManMyfMenzymeMbyMubiquitinachainMassemblyMonMitsMcatalyticMresiduebMNaturelCelll
BiologyYM2007YMmYMhffak 23.4 129

129 SpatiallyMregulatedMubiquitinMligationMbyManMyRcnuclearMmembraneMligasebMNatureYM2006YMhhgYMlfkage 50.4 129

128 uMmultimericMassemblyMfactorMcontrolsMtheMformationMofMalternativeMfdSMproteasomesbMNaturel
StructurallandlMolecularlBiologyYM2008YMeiYMfgkahh 17.6 120

127 betaaSubunitMappendagesMpromoteMfdSMproteasomeMassemblyMbyMovercomingManMUmpeadependentM
checkpointbMEMBOlJournalYM2007YMfjYMfggmahm 13 118

126  eterohexamericMringMarrangementMofMtheMeukaryoticMproteasomalMuTPasesnMimplicationsMforM
proteasomeMstructureMandMassemblybMMolecularlCellYM2010YMglYMgmgahdg 17.6 116

125 yukaryoticMfdSMproteasomeMcatalyticMsubunitMpropeptidesMpreventMactiveMsiteMinactivationMbyM
NaterminalMacetylationMandMpromoteMparticleMassemblybMEMBOlJournalYM1999YMelYMgikiali 13 116

124 MembraneMtopologyMofMtheMyeastMendoplasmicMreticulumalocalizedMubiquitinMligaseMxoaedMandM
comparisonMwithMitsMhumanMorthologMTyvhMUMuRw aVαVbMJournalloflBiologicallChemistryYM2006YMfleYMhjhjaig5.4 112

123 PropertiesMofMtheMThMbacteriophageMxNuMreplicationMapparatusnMtheMThMddaMxNuMhelicaseMisMrequiredM
toMpassMaMboundMRNuMpolymeraseMmoleculebMCellYM1983YMghYMeeiafg 56.2 112

122 UnifiedMnomenclatureMforMsubunitsMofMtheMSaccharomycesMcerevisiaeMproteasomeMregulatoryM
particlebMTrendslinlBiochemicallSciencesYM1998YMfgYMfhhai 10.3 111

121 αnteractionMofMtheMxoahMdeubiquitinatingMenzymeMwithMtheMyeastMfjSMproteasomebMMolecularlBiologyl
oflthelCellYM1999YMedYMkheaij 3.5 111

120 ThereTsMtheMrubnMaMnovelMubiquitinalikeMmodificationMlinkedMtoMcellMcycleMregulationbMGeneslandl
DevelopmentYM1998YMefYMmdeak 12.6 109

119 ThreeadimensionalMorganizationMofMxrosophilaMmelanogasterMinterphaseMnucleibMαbMTissueaspecificM
aspectsMofMpolyteneMnuclearMarchitecturebMJournalloflCelllBiologyYM1987YMedhYMehiiakd 7.3 106

118 RttedjpMisMaMhistoneMchaperoneMinvolvedMinMheterochromatinamediatedMsilencingbMProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM2005YMedfYMeghedai 11.5 95
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117 MolecularMorganizationMofMtheMfdSMproteasomeMgeneMfamilyMfromMurabidopsisMthalianabMGeneticsYM
1998YMehmYMjkkamf 4 95

116 viochemistrybMullMinMtheMubiquitinMfamilybMScienceYM2000YMflmYMijgah 33.3 94

115 ThreeadimensionalMorganizationMofMxrosophilaMmelanogasterMinterphaseMnucleibMααbMwhromosomeM
spatialMorganizationMandMgeneMregulationbMJournalloflCelllBiologyYM1987YMedhYMehkealg 7.3 94

114 uMnuclearMenvelopeMproteinMlinkingMnuclearMporeMbasketMassemblyYMSUMOMproteaseMregulationYMandM
mRNuMsurveillancebMJournalloflCelllBiologyYM2007YMeklYMlegafk 7.3 84

113 SemeYMtheMyeastMorthologMofMaMhumanMvRwufabindingMproteinYMisMaMcomponentMofMtheMproteasomeM
regulatoryMparticleMthatMenhancesMproteasomeMstabilitybMJournalloflCelllScienceYM2004YMeekYMjhhkaih 5.3 78

112 UbiquitinMandMintracellularMproteinMdegradationbMCurrentlOpinionlinlCelllBiologyYM1992YMhYMedfhage 9 73

111 uMtetrahedralMtransitionMstateMatMtheMactiveMsitesMofMtheMfdSMproteasomeMisMcoupledMtoMopeningMofMtheM
alphaaringMchannelbMStructureYM2009YMekYMeegkahk 5.2 72

110
unMamphipathicMhelixMtargetsMserumMandMglucocorticoidainducedMkinaseMeMtoMtheMendoplasmicM
reticulumaassociatedMubiquitinaconjugationMmachinerybMProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaYM2006YMedgYMeeeklalg

11.5 71

109 SubstrateMspecificityMofMtheMubiquitinMandMUblMproteasesbMCelllResearchYM2016YMfjYMhheaij 24.7 70

108 SUMOaindependentMinMvivoMactivityMofMaMSUMOatargetedMubiquitinMligaseMtowardMaMshortalivedM
transcriptionMfactorbMGeneslandlDevelopmentYM2010YMfhYMlmgamdg 12.6 69

107 SmallMepitopealinkerMmodulesMforMPwRabasedMwaterminalMtaggingMinMSaccharomycesMcerevisiaebMYeastYM
2009YMfjYMeliamf 3.4 69

106 PlasticityMinMeucaryoticMfdSMproteasomeMringMassemblyMrevealedMbyMaMsubunitMdeletionMinMyeastbM
EMBOlJournalYM2004YMfgYMiddaed 13 69

105 TheMyeastMSyNgMgeneMencodesMaMregulatoryMsubunitMofMtheMfjSMproteasomeMcomplexMrequiredMforM
ubiquitinadependentMproteinMdegradationMinMvivobMMolecularlandlCellularlBiologyYM1995YMeiYMjgeeafe 4.8 69

104 SUMOaenMUbiquitinMgainsMweightbMTrendslinlCelllBiologyYM1997YMkYMhdlaeg 18.3 68

103 uMunifiedMmechanismMforMproteolysisMandMautocatalyticMactivationMinMtheMfdSMproteasomebMNaturel
CommunicationsYM2016YMkYMedmdd 17.4 66

102 TheMToxinauntidoteMModelMofMwytoplasmicMαncompatibilitynM–eneticsMandMyvolutionaryMαmplicationsbM
TrendslinlGeneticsYM2019YMgiYMekiaeli 8.5 65

101 ussemblyMofMtheMfdSMproteasomebMBiochimicalEtlBiophysicalActalzlMolecularlCelllResearchYM2014YM
elhgYMfaef 4.9 62

100 xegradationMofMtheMbileMsaltMexportMpumpMatMendoplasmicMreticulumMinMprogressiveMfamilialM
intrahepaticMcholestasisMtypeMααbMHepatologyYM2008YMhlYMeiilajm 11.2 61

(2008-1998)
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99 uMSingleM˛–M elixMxrivesMyxtensiveMRemodelingMofMtheMProteasomeMLidMandMwompletionMofMRegulatoryM
ParticleMussemblybMCellYM2015YMejgYMhgfahh 56.2 60

98 UbiquitinadependentMproteinMdegradationMatMtheMyeastMendoplasmicMreticulumMandMnuclearM
envelopebMCriticallReviewslinlBiochemistrylandlMolecularlBiologyYM2015YMidYMeaek 8.7 60

97 uMconservedMfdSMproteasomeMassemblyMfactorMrequiresMaMwaterminalM bYXMmotifMforMproteasomalM
precursorMbindingbMNaturelStructurallandlMolecularlBiologyYM2011YMelYMjffam 17.6 56

96 UbiquitinadependentMproteinMdegradationMatMtheMendoplasmicMreticulumMandMnuclearMenvelopebM
SeminarslinlCelllandlDevelopmentallBiologyYM2019YMmgYMeeeaefh 7.5 55

95 αncorporationMofMtheMRpnefMsubunitMcouplesMcompletionMofMproteasomeMregulatoryMparticleMlidM
assemblyMtoMlidabaseMjoiningbMMolecularlCellYM2011YMhhYMmdkaek 17.6 52

94 xegradationMofMtheMyeastMMuTMalphaMfMtranscriptionalMregulatorMisMmediatedMbyMtheMproteasomebM
FEBSlLettersYM1994YMgihYMidaf 3.8 50

93 TheMintrinsicallyMdisorderedMSemeMproteinMfunctionsMasMaMmolecularMtetherMduringMproteasomeMlidM
biogenesisbMMolecularlCellYM2014YMigYMhggahg 17.6 49

92 uberrantMsubstrateMengagementMofMtheMyRMtransloconMtriggersMdegradationMbyMtheM rdeMubiquitinM
ligasebMJournalloflCelllBiologyYM2012YMemkYMkjeakg 7.3 49

91 uMnucleaseMandMitsMbindingMpartnerMprovideMaMdistinctMmechanismMforMcytoplasmicMincompatibilitybM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM2019YMeejYMffgehaffgfe11.5 46

90 xesignedMproteinsMtoMmodulateMcellularMnetworksbMACSlChemicallBiologyYM2010YMiYMihiaif 4.9 41

89 UbiquitinadependentMdegradationMofMtheMyeastMMatUalphaVfMrepressorMenablesMaMswitchMinM
developmentalMstatebMGeneslandlDevelopmentYM2003YMekYMffimakd 12.6 39

88 uMdeubiquitinatingMenzymeMthatMdisassemblesMfreeMpolyubiquitinMchainsMisMrequiredMforMdevelopmentM
butMnotMgrowthMinMxictyosteliumbMJournalloflBiologicallChemistryYM1998YMfkgYMfmeklalk 5.4 39

87 TheMUlpfMSUMOMproteaseMisMrequiredMforMcellMdivisionMfollowingMterminationMofMtheMxNuMdamageM
checkpointbMMolecularlandlCellularlBiologyYM2007YMfkYMjmhlaje 4.8 38

86 uMconservedMlateMendosomeatargetingMsignalMrequiredMforMxoahMdeubiquitylatingMenzymeMfunctionbM
JournalloflCelllBiologyYM2006YMekiYMlfiagi 7.3 37

85 OrderMofMtheMproteasomalMuTPasesMandMeukaryoticMproteasomeMassemblybMCelllBiochemistrylandl
BiophysicsYM2011YMjdYMegafd 3.2 36

84 SomeMassemblyMrequirednMdedicatedMchaperonesMinMeukaryoticMproteasomeMbiogenesisbMBiologicall
ChemistryYM2008YMglmYMeehgaie 4.5 36

83 StructureMandMfunctionalManalysisMofMtheMfjSMproteasomeMsubunitsMfromMplantsbMMolecularlBiologyl
ReportsYM1999YMfjYMegkahj 2.8 36

82 TheMcytoplasmicMincompatibilityMenzymeMwidvMtargetsMnuclearMimportMandMprotamineahistoneM
exchangeMfactorsbMELifeYM2019YMlYM 8.9 35
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81 TheMSUMOatargetedMubiquitinMligaseMsubunitMSlxiMresidesMinMnuclearMfociMandMatMsitesMofMxNuMbreaksbM
CelllCycleYM2009YMlYMedldam 4.7 34

80 TheMxeubiquitinatingMynzymesM1998YMmmaefi 33

79 SiteaspecificMcationMreleaseMdrivesMactinMfilamentMseveringMbyMvertebrateMcofilinbMProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM2014YMeeeYMeklfeaj 11.5 32

78 NaterminalMacetylationMofMtheMyeastMxerlinMxereMisMessentialMforM rdeMubiquitinaligaseMactivityMtowardM
luminalMyRMsubstratesbMMolecularlBiologyloflthelCellYM2013YMfhYMlmdamdd 3.5 32

77 yssentialMroleMofMnuclearMlocalizationMforMyeastMUlpfMSUMOMproteaseMfunctionbMMolecularlBiologylofl
thelCellYM2009YMfdYMfemjafdj 3.5 29

76 ussemblyMofManMyvolutionarilyMwonservedMulternativeMProteasomeMαsoformMinM umanMwellsbMCelll
ReportsYM2016YMehYMfmjfakh 10.6 27

75 αdentificationMofMSUMOainteractingMproteinsMbyMyeastMtwoahybridManalysisbMMethodslinlMolecularl
BiologyYM2009YMhmkYMedkafd 1.4 26

74 LossMofMtheMSUMOMproteaseMUlpfMtriggersMaMspecificMmultichromosomeManeuploidybMGeneslandl
DevelopmentYM2016YMgdYMelleamh 12.6 26

73 uMviableMubiquitinaactivatingMenzymeMmutantMforMevaluatingMubiquitinMsystemMfunctionMinM
SaccharomycesMcerevisiaebMFEBSlLettersYM2000YMhkkYMemgal 3.8 25

72
whromosomeMstructureMinMfourMwildatypeMpolyteneMtissuesMofMxrosophilaMmelanogasterbMTheMlkuMandM
lkwMheatMshockMlociMareMinducedMunequallyMinMtheMmidgutMinMaMmannerMdependentMonMgrowthM
temperaturebMChromosomaYM1987YMmiYMemkafdl

2.8 25

71 unMunusualMtransmembraneMhelixMinMtheMendoplasmicMreticulumMubiquitinMligaseMxoaedMmodulatesM
degradationMofMitsMcognateMyfMenzymebMJournalloflBiologicallChemistryYM2011YMfljYMfdejgakh 5.4 23

70 NzakappavMsignalingnMflippingMtheMswitchMwithMpolyubiquitinMchainsbMCurrentlBiologyYM2004YMehYMRlmlamdd 6.3 23

69  istoneMsumoylationMandMchromatinMdynamicsbMNucleiclAcidslResearchYM2021YMhmYMjdhgajdif 20.1 23

68 MolecularMbiologybMNewMproteasesMinMaMubiquitinMstewbMScienceYM2002YMfmlYMihmaif 33.3 20

67 SUMOMPathwayMModulationMofMRegulatoryMProteinMvindingMatMtheMRibosomalMxNuMLocusMinM
SaccharomycesMcerevisiaebMGeneticsYM2016YMfdfYMegkkamh 4 19

66 unalysisMofMproteinMubiquitinationbMCurrentlProtocolslinlProteinlScienceYM2011YMwhapterMehYMUnitehbi 3.1 19

65 LightMmicroscopeMbasedManalysisMofMthreeadimensionalMstructurenMapplicationsMtoMtheMstudyMofM
xrosophilaMsalivaryMglandMnucleibMαbMxataMcollectionMandManalysisbMJournalloflMicroscopyYM1985YMegkYMfheaif 1.9 18

64
TheMxOuMpathwaynMstudiesMonMtheMfunctionsMandMmechanismsMofMubiquitinadependentMproteinM
degradationMinMtheMyeastMSaccharomycesMcerevisiaebMColdlSpringlHarborlSymposialonlQuantitativel
BiologyYM1995YMjdYMidgaeg

3.9 18

(1995-2009)
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63 uMwonservedMwaterminalMylementMinMtheMYeastMxoaedMandM umanMMuRw jMUbiquitinMLigasesM
RequiredMforMSelectiveMSubstrateMxegradationbMJournalloflBiologicallChemistryYM2016YMfmeYMefediael 5.4 18

62 ProteasomesnMαsolationMandMuctivityMussaysbMCurrentlProtocolslinlCelllBiologyYM2015YMjkYMgbhgbeagbhgbfd 2.3 17

61 RedundancyMandMvariationMinMtheMubiquitinamediatedMproteolyticMtargetingMofMaMtranscriptionMfactorbM
CelllCycleYM2010YMmYMhflfai 4.7 17

60 xesumoylationMofMtheMendoplasmicMreticulumMmembraneMVuPMfamilyMproteinMScsfMbyMUlpeMandM
SUMOMregulationMofMtheMinositolMsynthesisMpathwaybMMolecularlandlCellularlBiologyYM2012YMgfYMjhaki 4.8 17

59 unMevolutionarilyMconservedMgeneMonMhumanMchromosomeMiqggaqghYMUv eYMencodesMaMnovelM
deubiquitinatingMenzymebMGenomicsYM1998YMhmYMheeal 4.3 17

58 TheMviochemistryMofMwytoplasmicMαncompatibilityMwausedMbyMyndosymbioticMvacteriabMGenesYM2020YM
eeYM 4.2 17

57 wholesterolMincreasesMproteinMlevelsMofMtheMygMligaseMMuRw jMandMtherebyMstimulatesMproteinM
degradationbMJournalloflBiologicallChemistryYM2019YMfmhYMfhgjafhhl 5.4 17

56 uMconservedMproteinMwithMuNeMzincMfingerMandMubiquitinalikeMdomainsMmodulatesMwdchlMUpmkVM
functionMinMtheMubiquitinaproteasomeMpathwaybMJournalloflBiologicallChemistryYM2013YMfllYMggjlfaggjmj 5.4 16

55 wautionMxoesMNotMPrecludeMPredictiveMandMTestableMModelsMofMwytoplasmicMαncompatibilitynMuMReplyM
toMShropshireMetMalbMTrendslinlGeneticsYM2019YMgiYMgmmahdd 8.5 15

54 TheMshortalivedMMatalphafMtranscriptionalMrepressorMisMprotectedMfromMdegradationMinMvivoMbyM
interactionsMwithMitsMcorepressorsMTupeMandMSsnjbMMolecularlandlCellularlBiologyYM2006YMfjYMgkeald 4.8 15

53 TheMUlpfMSUMOMproteaseMpromotesMtranscriptionMelongationMthroughMregulationMofMhistoneM
sumoylationbMEMBOlJournalYM2019YMglYMeedfddg 13 14

52 ussayingMproteinMubiquitinationMinMSaccharomycesMcerevisiaebMMethodslinlEnzymologyYM2002YMgieYMfhlaik 1.7 14

51  istoneMsumoylationMpromotesMSetgMhistoneadeacetylaseMcomplexamediatedMtranscriptionalM
regulationbMNucleiclAcidslResearchYM2020YMhlYMefeieaefejl 20.1 14

50 NewMstructuralMcluesMtoMsubstrateMspecificityMinMtheMOubiquitinMsystemObMMolecularlCellYM2002YMmYMhigah 17.6 13

49 uMPKMregulatesMySwRTadependentMmicroautophagyMofMproteasomesMconcomitantMwithMproteasomeM
storageMgranuleMassemblyMduringMglucoseMstarvationbMPLoSlGeneticsYM2019YMeiYMeeddlglk 6 13

48 STUbLamediatedMdegradationMofMtheMtranscriptionMfactorMMuT˛–fMrequiresMdegradationMelementsM
thatMcoincideMwithMcorepressorMbindingMsitesbMMolecularlBiologyloflthelCellYM2015YMfjYMghdeaef 3.5 12

47 xistinctMadaptiveMmechanismsMdriveMrecoveryMfromManeuploidyMcausedMbyMlossMofMtheMUlpfMSUMOM
proteasebMNaturelCommunicationsYM2018YMmYMihek 17.4 12

46 xistinctMylementsMinMtheMProteasomalM˛†iMSubunitMPropeptideMRequiredMforMuutocatalyticMProcessingM
andMProteasomeMussemblybMJournalloflBiologicallChemistryYM2016YMfmeYMemmeafddg 5.4 11
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45 UlpfMandMtheMxNuMdamageMresponsenMdesumoylationMenablesMsafeMpassageMthroughMmitosisbMCelll
CycleYM2008YMkYMifaj 4.7 11

44 MicroautophagyMregulatesMproteasomeMhomeostasisbMCurrentlGeneticsYM2020YMjjYMjlgajlk 2.9 10

43 UbiquitinaxependentMxegradationMofMTranscriptionMRegulatorsM1998YMfkmagdf 10

42 xNuMbindingMbyMtheMMuT˛–fMtranscriptionMfactorMcontrolsMitsMaccessMtoMalternativeM
ubiquitinamodificationMpathwaysbMMolecularlBiologyloflthelCellYM2018YMfmYMihfaiij 3.5 9

41 uMnewMclassMofMSUMOMproteasesbMEMBOlReportsYM2012YMegYMflhai 6.5 9

40 VarshavskyTsMcontributionsbMScienceYM2004YMgdjYMefmdaf 33.3 9

39 UbiquitinMligationMwithoutMaMligasebMDevelopmentallCellYM2007YMegYMhaj 10.2 8

38 StructuralMandMmechanisticMinsightsMintoMtheMcomplexesMformedMbyMcytoplasmicMincompatibilityM
factorsbMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaYM2021YMeelYM 11.5 8

37 unalysisMofMproteinMubiquitinationbMCurrentlProtocolslinlProteinlScienceYM2002YMwhapterMehYMUnitMehbi 3.1 7

36 TheMRegulationMofMwhromatinMbyMxynamicMSUMOMModificationsbMMethodslinlMolecularlBiologyYM2016YM
ehkiYMfgagl 1.4 7

35 uMdeubiquitylaseMwithManMunusuallyMhighaaffinityMubiquitinabindingMdomainMfromMtheMscrubMtyphusM
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