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j Paper IF Citations

202 OverlapMofMhighariskMindividualsMpredictedMbyMfamilyMhistoryZMandMgeneticMandMnonageneticMbreastM
cancerMriskMpredictionMmodelsnMimplicationsMforMriskMstratificationbbMBMCeMedicineZM2022ZMfdZMeid 11.4 0

201 MultiaancestryMgeneticMstudyMofMtypeMfMdiabetesMhighlightsMtheMpowerMofMdiverseMpopulationsMforM
discoveryMandMtranslationbbMNatureeGeneticsZM2022ZM 36.3 7

200 δeneticMassociationsMwithMhealthyMageingMamongMwhineseMadultsM2022ZMlZM

199 TheMgeneticMbasisMforMadultMonsetMglaucomanMRecentMadvancesMandMfutureMdirectionsbbMProgresseine
RetinaleandeEyeeResearchZM2022ZMededjj 20.5 1

198 xifferentialMandMsharedMgeneticMeffectsMonMkidneyMfunctionMbetweenMdiabeticMandMnonadiabeticM
individualsbMCommunicationseBiologyZM2022ZMiZM 6.7 1

197 TheMpowerMofMgeneticMdiversityMinMgenomeawideMassociationMstudiesMofMlipidsbMNatureZM2021ZM 50.4 24

196 ussociationMofMtheMwYPgmueMδfdhyMgeneticMvariantMwithMincreasedMriskMofMglaucomaMandMblindnessMinM
patientsMwithMexfoliationMsyndromebMOphthalmologyZM2021ZM 7.3 1

195
ImpactMofMvMIMandMwaistMcircumferenceMonMepigenomeawideMxNuMmethylationMandMidentificationMofM
epigeneticMbiomarkersMinMbloodnManMyWuSMinMmultiaethnicMusianMindividualsbMClinicaleEpigeneticsZM2021ZM
egZMemi

7.7 1

194 PseudoexfoliationMsyndromeMandMglaucomanMfromMgenesMtoMdiseaseMmechanismsbMCurrenteOpinioneine
OphthalmologyZM2021ZMgfZMeelaefl 5.1 10

193 VariationMinMpredictedMwOVIxaemMriskMamongMlemursMandMlorisesbMAmericaneJournaleofePrimatologyZM
2021ZMlgZMefgfii 2.5 3

192 LowMfrequencyMvariantsMassociatedMwithMleukocyteMtelomereMlengthMinMtheMSingaporeMwhineseM
populationbMCommunicationseBiologyZM2021ZMhZMiem 6.7 2

191 TheMtransaancestralMgenomicMarchitectureMofMglycemicMtraitsbMNatureeGeneticsZM2021ZMigZMlhdaljd 36.3 44

190 yvaluationMofMPrimaryMungleawlosureMδlaucomaMSusceptibilityMLociMforMystimatingMungleMwlosureM
xiseaseMSeveritybMOphthalmologyZM2021ZMeflZMhdgahdm 7.3 7

189 MidlifeMLeukocyteMTelomereMLengthMasManMIndicatorMforMHandgripMStrengthMinMLateMLifebMJournalseofe
GerontologyeteSerieseAeBiologicaleScienceseandeMedicaleSciencesZM2021ZMkjZMekfaeki 6.4 1

188 MetaaanalysisMuncoversMgenomeawideMsignificantMvariantsMforMrapidMkidneyMfunctionMdeclinebMKidneye
InternationalZM2021ZMmmZMmfjamgm 9.9 6

187 δenomeawideMmetaaanalysisMidentifiesMefkMopenaangleMglaucomaMlociMwithMconsistentMeffectMacrossM
ancestriesbMNatureeCommunicationsZM2021ZMefZMefil 17.4 47

186 ussociationMofMRareMwYPgmueMVariantsMWithMyxfoliationMSyndromeMInvolvingMtheMunteriorMwhamberM
ofMtheMyyebMJAMAeteJournaleofetheeAmericaneMedicaleAssociationZM2021ZMgfiZMkigakjh 27.4 6
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185 PolygenicMRiskMScoresMinMaMProspectiveMParkinsonUsMxiseaseMwohortbMMovementeDisordersZM2021ZMgjZMfmgj 7 0

184 wharacteristicsMofMpbδlngjlTerMMyocilinMVariantMandMInfluenceMofMPolygenicMRiskMonMδlaucomaM
PenetranceMinMtheMUKMviobankbMOphthalmologyZM2021ZMeflZMegddaegee 7.3 5

183 δlaucomaMδeneticsMinMPakistanbMEssentialseineOphthalmologyZM2021ZMfggafhm 0.2

182 PolygenicMriskMscoresMforMpredictionMofMbreastMcancerMriskMinMusianMpopulationsbbMGeneticseineMedicineZM
2021ZM 8.1 2

181 IdentificationMofMtypeMfMdiabetesMlociMinMhggZihdMyastMusianMindividualsbMNatureZM2020ZMilfZMfhdafhi 50.4 89

180 wartographyMofMopportunisticMpathogensMandMantibioticMresistanceMgenesMinMaMtertiaryMhospitalM
environmentbMNatureeMedicineZM2020ZMfjZMmheamie 50.5 50

179 unMintronicMzTOMvariantMrsejmifikdMconfersMprotectionMagainstMthiopurineainducedMmyelotoxicitiesM
inMmultiethnicMusianMIvxMpatientsbMPharmacogenomicseJournalZM2020ZMfdZMidiaiei 3.5 5

178 PlateauMirisMsyndromeMandMangleaclosureMglaucomaMinMaMpatientMwithMnailapatellaMsyndromebMAmericane
JournaleofeOphthalmologyeCaseeReportsZM2020ZMfdZMeddllj 1.3 1

177 KeratoconusasusceptibilityMgeneMidentificationMbyMcornealMthicknessMgenomeawideMassociationMstudyM
andMartificialMintelligenceMIvMMWatsonbMCommunicationseBiologyZM2020ZMgZMhed 6.7 15

176 NeonatalMgeneticsMofMgeneMexpressionMrevealMpotentialMoriginsMofMautoimmuneMandMallergicMdiseaseM
riskbMNatureeCommunicationsZM2020ZMeeZMgkje 17.4 8

175 yuropeanMpolygenicMriskMscoreMforMpredictionMofMbreastMcancerMshowsMsimilarMperformanceMinMusianM
womenbMNatureeCommunicationsZM2020ZMeeZMglgg 17.4 31

174
InteractionMbetweenMaMhaptoglobinMgeneticMvariantMandMcoronaryMarteryMdiseaseMVwuxWMriskMfactorsM
onMwuxMseverityMinMSingaporeanMwhineseMpopulationbMMoleculareGeneticselamp;eGenomiceMedicineZM
2020ZMlZMeehid

2.3 1

173 yffectMofMplasmaMpolyunsaturatedMfattyMacidMlevelsMonMleukocyteMtelomereMlengthsMinMtheM
SingaporeanMwhineseMpopulationbMNutritioneJournalZM2020ZMemZMeem 4.3 3

172
δenomeaWideMMetaaunalysisMIdentifiesMThreeMNovelMSusceptibilityMLociMandMRevealsMythnicM
HeterogeneityMofMδeneticMSusceptibilityMforMIguMNephropathybMJournaleofetheeAmericaneSocietyeofe
Nephrology:eJASNZM2020ZMgeZMfmhmafmjg

12.7 7

171 δeneticMStudiesMofMHypertrophicMwardiomyopathyMinMSingaporeansMIdentifyMVariantsMinMandMThatMureM
wommonMinMwhineseMPatientsbMCirculationeGenomiceandePrecisioneMedicineZM2020ZMegZMhfhahgh 5.2 4

170 wommonMvariantsMinMSOXafMandMcongenitalMcataractMgenesMcontributeMtoMagearelatedMnuclearM
cataractbMCommunicationseBiologyZM2020ZMgZMkii 6.7 3

169 unalysisMofMhkMNonaMHwMunkylosingMSpondylitisMSusceptibilityMLociMRegardingMussociatedMVariantsM
acrossMWhitesMandMHanMwhinesebMJournaleofeRheumatologyZM2020ZMhkZMjkhajle 4.1 1

168 ystrogenMreceptorMgeneMpolymorphismsMandMtheirMinfluenceMonMclinicalMstatusMofMwaucasianMpatientsM
withMprimaryMopenMangleMglaucomabMOphthalmiceGeneticsZM2019ZMhdZMgfgagfl 1.2 4
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167 δenomeawideMassociationMmetaaanalysesMandMfineamappingMelucidateMpathwaysMinfluencingM
albuminuriabMNatureeCommunicationsZM2019ZMedZMhegd 17.4 43

166 LociMforMhumanMleukocyteMtelomereMlengthMinMtheMSingaporeanMwhineseMpopulationMandMtransaethnicM
geneticMstudiesbMNatureeCommunicationsZM2019ZMedZMfhme 17.4 29

165 uMcatalogMofMgeneticMlociMassociatedMwithMkidneyMfunctionMfromManalysesMofMaMmillionMindividualsbM
NatureeGeneticsZM2019ZMieZMmikamkf 36.3 217

164 TheMprotectiveMvariantMrskekgdhmMatMLOXLeMlocusMimpactsMonMretinoicMacidMsignalingMpathwayMinM
pseudoexfoliationMsyndromebMHumaneMoleculareGeneticsZM2019ZMflZMfigeafihl 5.6 10

163 uMmultiaancestryMgenomeawideMstudyMincorporatingMgeneasmokingMinteractionsMidentifiesMmultipleM
newMlociMforMpulseMpressureMandMmeanMarterialMpressurebMHumaneMoleculareGeneticsZM2019ZMflZMfjeiafjgg 5.6 14

162 MultiaancestryMgenomeawideMgeneasmokingMinteractionMstudyMofMglkZfkfMindividualsMidentifiesMnewM
lociMassociatedMwithMserumMlipidsbMNatureeGeneticsZM2019ZMieZMjgjajhl 36.3 59

161 IntegrationMofMδeneticMandMviometricMRiskMzactorsMforMxetectionMofMPrimaryMungleMwlosureM
δlaucomabMAmericaneJournaleofeOphthalmologyZM2019ZMfdlZMejdaeji 4.9 7

160 LargeaScaleMWholeaδenomeMSequencingMofMThreeMxiverseMusianMPopulationsMinMSingaporebMCellZM2019
ZMekmZMkgjakhmbeei 56.2 51

159 TheMgeneticsMofMangleMclosureMglaucomabMExperimentaleEyeeResearchZM2019ZMelmZMedklgi 3.7 11

158
unMyvaluationMofMxNuMMethyltransferaseMeMVxNMTeWMSingleMNucleotideMPolymorphismsMandM
whemotherapyaussociatedMwognitiveMImpairmentnMuMProspectiveZMLongitudinalMStudybMScientifice
ReportsZM2019ZMmZMehikd

4.9 8

157 ussociationsMofMautozygosityMwithMaMbroadMrangeMofMhumanMphenotypesbMNatureeCommunicationsZM
2019ZMedZMhmik 17.4 40

156 ussociationMofMδeneticMVariantsMWithMPrimaryMOpenaungleMδlaucomaMumongMIndividualsMWithM
ufricanMuncestrybMJAMAeteJournaleofetheeAmericaneMedicaleAssociationZM2019ZMgffZMejlfaejme 27.4 31

155 zishMandMmarineMfattyMacidsMintakesZMtheMgenotypesMandMlongatermMweightMgainnMaMprospectiveMcohortM
studybMBMJeOpenZM2019ZMmZMedfflkk 3 2

154 MultiatraitMgenomeawideMassociationMstudyMidentifiesMnewMlociMassociatedMwithMopticMdiscM
parametersbMCommunicationseBiologyZM2019ZMfZMhgi 6.7 10

153 δenomeawideMassociationManalysesMidentifyMtwoMsusceptibilityMlociMforMpachychoroidMdiseaseMcentralM
serousMchorioretinopathybMCommunicationseBiologyZM2019ZMfZMhjl 6.7 19

152 δenomeawideMassociationMstudyMidentifiesMsevenMnovelMsusceptibilityMlociMforMprimaryMopenaangleM
glaucomabMHumaneMoleculareGeneticsZM2018ZMfkZMehljaehmj 5.6 72

151 uMLargeaScaleMMultiaancestryMδenomeawideMStudyMuccountingMforMSmokingMvehaviorMIdentifiesM
MultipleMSignificantMLociMforMvloodMPressurebMAmericaneJournaleofeHumaneGeneticsZM2018ZMedfZMgkiahdd 11 59

150 PredictiveMroleMofMNUxTeiMvariantsMonMthiopurineainducedMmyelotoxicityMinMusianMinflammatoryM
bowelMdiseaseMpatientsbMPharmacogenomicsZM2018ZMemZMgeahg 2.6 25
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149 yvaluationMofMPrimaryMungleawlosureMδlaucomaMSusceptibilityMLociMinMPatientsMwithMyarlyMStagesMofM
ungleawlosureMxiseasebMOphthalmologyZM2018ZMefiZMjjhajkd 7.3 15

148 δeneadietMinteractionMeffectsMonMvMIMlevelsMinMtheMSingaporeMwhineseMpopulationbMNutritioneJournalZM
2018ZMekZMge 4.3 7

147
andMasMsusceptibilityMlociMinMchoroidalMthicknessMandMpachychoroidMdiseaseMcentralMserousM
chorioretinopathybMProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaZM
2018ZMeeiZMjfjeajfjj

11.5 59

146 δeneticsMofMyxfoliationMSyndromebMJournaleofeGlaucomaZM2018ZMfkMSupplMeZMSefaSeh 2.1 14

145 WholeMexomeMsequencingMidentifiesMrecessiveMgermlineMmutationsMinMzuMejdueMinMfamilialMNKcTMcellM
lymphomabMBloodeCancereJournalZM2018ZMlZMeee 7 4

144 zrequentMtransmissionMofMtheMMycobacteriumMtuberculosisMveijingMlineageMandMpositiveMselectionMforM
theMysxWMveijingMvariantMinMVietnambMNatureeGeneticsZM2018ZMidZMlhmalij 36.3 94

143 wurrentMxevelopmentMinMδenomeMWideMussociationMStudiesMofMδlaucomabMCurrenteOphthalmologye
ReportsZM2018ZMjZMkmali 1.8

142 wrossaancestryMgenomeawideMassociationManalysisMofMcornealMthicknessMstrengthensMlinkMbetweenM
complexMandMMendelianMeyeMdiseasesbMNatureeCommunicationsZM2018ZMmZMeljh 17.4 37

141 wharacterisingMprivateMandMsharedMsignaturesMofMpositiveMselectionMinMgkMusianMpopulationsbMEuropeane
JournaleofeHumaneGeneticsZM2017ZMfiZMhmmaidl 5.3 15

140 uxPMribosylacyclasesMVwxglcwxeikWZMsocialMskillsMandMfriendshipbMPsychoneuroendocrinologyZM2017ZM
klZMeliaemf 5 8

139 NewMinsightsMintoMtheMgeneticsMofMprimaryMopenaangleMglaucomaMbasedMonMmetaaanalysesMofM
intraocularMpressureMandMopticMdiscMcharacteristicsbMHumaneMoleculareGeneticsZM2017ZMfjZMhglahig 5.6 80

138 ISLeMisMaMmajorMsusceptibilityMgeneMforMclassicMbladderMexstrophyMandMaMregulatorMofMurinaryMtractM
developmentbMScientificeReportsZM2017ZMkZMhfekd 4.9 16

137 yffectsMofMbondingMwithMparentsMandMhomeMcultureMonMinterculturalMadaptationsMandMtheMmoderatingM
roleMofMgenesbMBehaviouraleBraineResearchZM2017ZMgfiZMffgafgj 3.4 2

136 δenomeaWideMussociationMStudiesMofMδlaucomabMEssentialseineOphthalmologyZM2017ZMfkiafmd 0.2 1

135 PseudoexfoliationMsyndromeaassociatedMgeneticMvariantsMaffectMtranscriptionMfactorMbindingMandM
alternativeMsplicingMofMLOXLebMNatureeCommunicationsZM2017ZMlZMeihjj 17.4 28

134 δeneticMassociationMstudyMofMexfoliationMsyndromeMidentifiesMaMprotectiveMrareMvariantMatMLOXLeMandM
fiveMnewMsusceptibilityMlocibMNatureeGeneticsZM2017ZMhmZMmmgaeddh 36.3 72

133 δeneticMvariantsMofMMIwvMandMPLwyeMandMassociationsMwithMtheMlaboratoryMfeaturesMofMdenguebMBMCe
InfectiouseDiseasesZM2017ZMekZMhef 4 1

132
ussociationManalysesMofMyastMusianMindividualsMandMtransaancestryManalysesMwithMyuropeanMindividualsM
revealMnewMlociMassociatedMwithMcholesterolMandMtriglycerideMlevelsbMHumaneMoleculareGeneticsZM2017ZM
fjZMekkdaeklh

5.6 90

(2017-2018)
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131 uMLowazrequencyMInactivatingMVariantMynrichedMinMtheMzinnishMPopulationMIsMussociatedMWithMzastingM
InsulinMLevelsMandMTypeMfMxiabetesMRiskbMDiabetesZM2017ZMjjZMfdemafdgf 0.9 29

130 yxomeMchipMmetaaanalysisMidentifiesMnovelMlociMandMyastMusianaspecificMcodingMvariantsMthatM
contributeMtoMlipidMlevelsMandMcoronaryMarteryMdiseasebMNatureeGeneticsZM2017ZMhmZMekffaekgd 36.3 83

129
ImpactMofMcommonMgeneticMdeterminantsMofMHemoglobinMuecMonMtypeMfMdiabetesMriskMandMdiagnosisM
inMancestrallyMdiverseMpopulationsnMuMtransethnicMgenomeawideMmetaaanalysisbMPLoSeMedicineZM2017ZM
ehZMeeddfglg

11.6 223

128 SharedMgeneticMvariantsMforMpolypoidalMchoroidalMvasculopathyMandMtypicalMneovascularMagearelatedM
macularMdegenerationMinMyastMusiansbMJournaleofeHumaneGeneticsZM2017ZMjfZMedhmaedii 4.3 26

127 ystablishingMmultipleMomicsMbaselinesMforMthreeMSoutheastMusianMpopulationsMinMtheMSingaporeM
IntegrativeMOmicsMStudybMNatureeCommunicationsZM2017ZMlZMjig 17.4 26

126 uMgenomeawideMassociationMstudyMidentifiedMaMnovelMgeneticMlociMSTONeaδTzfueLcLHwδRczSHRMforM
bilateralityMofMneovascularMagearelatedMmacularMdegenerationbMScientificeReportsZM2017ZMkZMkekg 4.9 6

125 UtilityMofMgeneticMandMnonageneticMriskMfactorsMinMpredictingMcoronaryMheartMdiseaseMinMSingaporeanM
whinesebMEuropeaneJournaleofePreventiveeCardiologyZM2017ZMfhZMeigaejd 3.9 9

124 SequenceMdataMandMassociationMstatisticsMfromMefZmhdMtypeMfMdiabetesMcasesMandMcontrolsbMScientifice
DataZM2017ZMhZMekdekm 8.2 22

123 δenomeawideMassociationMstudyMidentifiesMaMmissenseMvariantMatMuPOuiMforMcoronaryMarteryMdiseaseM
inMMultiaythnicMwohortsMfromMSoutheastMusiabMScientificeReportsZM2017ZMkZMekmfe 4.9 14

122 uMhomozygousMzITMfMmutationMcausesMaMdeafnessadystoniaMsyndromeMwithMmotorMregressionMandM
signsMofMichthyosisMandMsensoryMneuropathybMDMMeDiseaseeModelseandeMechanismsZM2017ZMedZMediaeel 4.1 12

121 yvaluationMofMtransethnicMfineMmappingMwithMpopulationaspecificMandMcosmopolitanMimputationM
referenceMpanelsMinMdiverseMusianMpopulationsbMEuropeaneJournaleofeHumaneGeneticsZM2016ZMfhZMimfam 5.3 4

120
InteractionMvetweenMPeroxisomeMProliferatorMuctivatedMReceptorM˛·MandMypithelialMMembraneM
ProteinMfMPolymorphismsMInfluencesMHxLawMLevelsMinMtheMwhineseMPopulationbMAnnalseofeHumane
GeneticsZM2016ZMldZMflfamg

2.2

119 PharmacogeneticsMofMirinotecanZMdoxorubicinMandMdocetaxelMtransportersMinMusianMandMwaucasianM
cancerMpatientsnMaMcomparativeMreviewbMDrugeMetabolismeReviewsZM2016ZMhlZMidfaihd 7 15

118 δeneticMVariationMinMtheMSLwlueMwalciumMSignalingMPathwayMIsMussociatedMWithMSusceptibilityMtoM
KawasakiMxiseaseMandMworonaryMurteryMubnormalitiesbMCirculation:eCardiovasculareGeneticsZM2016ZMmZMiimaijl 33

117 MetaaanalysisMofMgeneaenvironmentawideMassociationMscansMaccountingMforMeducationMlevelMidentifiesM
additionalMlociMforMrefractiveMerrorbMNatureeCommunicationsZM2016ZMkZMeeddl 17.4 79

116 δlaucomaMδeneticsnMRecentMudvancesMandMzutureMxirectionsbMAsiatPacificeJournaleofeOphthalmologyZM
2016ZMiZMfijam 3.5 17

115 LinkingMaMgenomeawideMassociationMstudyMsignalMtoMaMLRRKfMcodingMvariantMinMParkinsonUsMdiseasebM
MovementeDisordersZM2016ZMgeZMhlhak 7 8

114 MutationalMspectrumMofMvarrettUsMstemMcellsMsuggestsMpathsMtoMinitiationMofMaMprecancerousMlesionbM
NatureeCommunicationsZM2016ZMkZMedgld 17.4 41
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113
vrainaderivedMneurotrophicMfactorMgeneticMpolymorphismMVrsjfjiWMisMprotectiveMagainstM
chemotherapyaassociatedMcognitiveMimpairmentMinMpatientsMwithMearlyastageMbreastMcancerbM
NeurotOncologyZM2016ZMelZMfhhaie

1 56

112 δenomeawideMassociationManalysisMidentifiesMTXNRxfZMuTXNfMandMzOXweMasMsusceptibilityMlociMforM
primaryMopenaangleMglaucomabMNatureeGeneticsZM2016ZMhlZMelmamh 36.3 159

111 WholeaδenomeMSequencingMunalysisMofMSeriallyMIsolatedMMultiaxrugMandMyxtensivelyMxrugMResistantM
MycobacteriumMtuberculosisMfromMThaiMPatientsbMPLoSeONEZM2016ZMeeZMedejdmmf 3.7 12

110 TheMgeneticMarchitectureMofMtypeMfMdiabetesbMNatureZM2016ZMigjZMheahk 50.4 704

109 NaturalMresistanceMtoMMeningococcalMxiseaseMrelatedMtoMwzHMlocinMMetaaanalysisMofMgenomeawideM
associationMstudiesbMScientificeReportsZM2016ZMjZMgilhf 4.9 26

108 δenomeawideMassociationMstudyMidentifiesMfiveMnewMsusceptibilityMlociMforMprimaryMangleMclosureM
glaucomabMNatureeGeneticsZM2016ZMhlZMiijajf 36.3 109

107 uMmissenseMvariantMinMzδxjMconfersMincreasedMriskMofMpolypoidalMchoroidalMvasculopathybMNaturee
GeneticsZM2016ZMhlZMjhdak 36.3 47

106 PharmacogeneticsMofMUδTeuhZMUδTfvkMandMUδTfveiMandMTheirMInfluenceMonMTamoxifenMxispositionM
inMusianMvreastMwancerMPatientsbMClinicalePharmacokineticsZM2016ZMiiZMefgmaefid 6.2 20

105 wompleteMhumanMwxeaMdeficiencyMonMLangerhansMcellsMdueMtoMaMrareMpointMmutationMinMtheMcodingM
sequencebMJournaleofeAllergyeandeClinicaleImmunologyZM2016ZMeglZMekdmaekefbeee 11.5 3

104 mcraeMinMMultidrugaResistantMblaKPwafaProducingMwlinicalMynterobacteriaceaeMIsolatesMinMSingaporebM
AntimicrobialeAgentseandeChemotherapyZM2016ZMjdZMjhgiak 5.9 27

103 δeneticMriskMofMextranodalMnaturalMkillerMTacellMlymphomanMaMgenomeawideMassociationMstudybMLancete
OncologyseTheZM2016ZMekZMefhdak 21.7 58

102 uMcommonMvariantMmappingMtoMwuwNueuMisMassociatedMwithMsusceptibilityMtoMexfoliationMsyndromebM
NatureeGeneticsZM2015ZMhkZMglkamf 36.3 70

101 uggregateMyffectsMofMIntraocularMPressureMandMwupatoaxiscMRatioMδeneticMVariantsMonMδlaucomaMinMaM
MultiethnicMusianMPopulationbMOphthalmologyZM2015ZMeffZMeehmaik 7.3 22

100 InteractionMeffectsMbetweenMParaoxonaseMeMvariantsMandMcigaretteMsmokingMonMriskMofMcoronaryM
heartMdiseaseMinMaMSingaporeanMwhineseMpopulationbMAtherosclerosisZM2015ZMfhdZMhdai 3.1 14

99 WholeaexomeMsequencingMimplicatesMUvygxMinMagearelatedMmacularMdegenerationMinMyastMusianM
populationsbMNatureeCommunicationsZM2015ZMjZMjjlk 17.4 29

98 δenomeawideMassociationMstudyMforMrefractiveMastigmatismMrevealsMgeneticMcoadeterminationMwithM
sphericalMequivalentMrefractiveMerrornMtheMwRyuMMconsortiumbMHumaneGeneticsZM2015ZMeghZMegeahj 6.3 20

97 SensitiveMdetectionMofMchromatinaalteringMpolymorphismsMrevealsMautoimmuneMdiseaseMmechanismsbM
NatureeMethodsZM2015ZMefZMhilajh 21.6 41

96 IdentificationMofMmyopiaaassociatedMWNTkvMpolymorphismsMprovidesMinsightsMintoMtheMmechanismM
underlyingMtheMdevelopmentMofMmyopiabMNatureeCommunicationsZM2015ZMjZMjjlm 17.4 56

(2015-2016)
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95 TransaancestryMgenomeawideMassociationMstudyMidentifiesMefMgeneticMlociMinfluencingMbloodMpressureM
andMimplicatesMaMroleMforMxNuMmethylationbMNatureeGeneticsZM2015ZMhkZMeflfaefmg 36.3 223

94 δeneticMvariantsMandMcellularMstressorsMassociatedMwithMexfoliationMsyndromeMmodulateMpromoterM
activityMofMaMlncRNuMwithinMtheMLOXLeMlocusbMHumaneMoleculareGeneticsZM2015ZMfhZMjiifajg 5.6 61

93 TargetedMnextagenerationMsequencingMtoMdiagnoseMdisordersMofMHxLMcholesterolbMJournaleofeLipide
ResearchZM2015ZMijZMemmgafdde 6.3 24

92 MMPfdMandMuRMSfcHTRueMureMussociatedMwithMNeovascularMLesionMSizeMinMugeaRelatedMMacularM
xegenerationbMOphthalmologyZM2015ZMeffZMffmiafgdfbef 7.3 20

91 uMδeneticMVariantMinMTδzvRgawxwkMIsMussociatedMwithMVisualMzieldMProgressionMinMPrimaryM
OpenaungleMδlaucomaMPatientsMfromMSingaporebMOphthalmologyZM2015ZMeffZMfhejaff 7.3 13

90 MetaaanalysisMofMgenomeawideMassociationMstudiesMofMadultMheightMinMyastMusiansMidentifiesMekMnovelM
locibMHumaneMoleculareGeneticsZM2015ZMfhZMekmealdd 5.6 71

89 MappingMtheMgeneticMdiversityMofMHLuMhaplotypesMinMtheMJapaneseMpopulationsbMScientificeReportsZM
2015ZMiZMeklii 4.9 6

88 uMgenomeawideMassociationMstudyMofMnagMandMnajMplasmaMfattyMacidsMinMaMSingaporeanMwhineseM
populationbMGeneseandeNutritionZM2015ZMedZMig 4.3 35

87 TheMwontributionMofMδeneticMurchitectureMtoMtheMedaYearMIncidenceMofMugeaRelatedMMacularM
xegenerationMinMtheMzellowMyyeM2015ZMijZMigigaje 10

86 LensMstatusMinfluencesMtheMassociationMbetweenMwzHMpolymorphismsMandMagearelatedMmacularM
degenerationnMfindingsMfromMtwoMpopulationabasedMstudiesMinMSingaporebMPLoSeONEZM2015ZMedZMedeemikd 3.7 2

85 wloningMandMvariationMofMgroundMstateMintestinalMstemMcellsbMNatureZM2015ZMiffZMekgal 50.4 126

84 IdentificationMofMnewMsusceptibilityMlociMforMIguMnephropathyMinMHanMwhinesebMNatureeCommunications
ZM2015ZMjZMkfkd 17.4 72

83 uMcommonMvariantMnearMTδzvRgMisMassociatedMwithMprimaryMopenMangleMglaucomabMHumaneMoleculare
GeneticsZM2015ZMfhZMglldamf 5.6 84

82 δeneticMvariantsMofMinducibleMcostimulatorMareMassociatedMwithMallergicMasthmaMsusceptibilitybMJournale
ofeAllergyeandeClinicaleImmunologyZM2015ZMegiZMiijal 11.5 3

81 NewMlociMandMcodingMvariantsMconferMriskMforMagearelatedMmacularMdegenerationMinMyastMusiansbM
NatureeCommunicationsZM2015ZMjZMjdjg 17.4 118

80 MetaaanalysisMofMδenomeaWideMussociationMStudiesMIdentifiesMNovelMLociMussociatedMWithMOpticMxiscM
MorphologybMGeneticeEpidemiologyZM2015ZMgmZMfdkaej 2.6 58

79 δenesMinMzSδSnMxiagnosticMandMManagementMStrategiesMinMwhildrenbMCurrentePediatricseReportsZM2015ZM
gZMklamd 0.7

78 TheMgeneticMvariantsMunderlyingMbreastMcancerMtreatmentainducedMchronicMandMlateMtoxicitiesnMaM
systematicMreviewbMCancereTreatmenteReviewsZM2014ZMhdZMeemmafeh 14.4 25
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77 VariationMatMHLuaxRveMisMassociatedMwithMresistanceMtoMentericMfeverbMNatureeGeneticsZM2014ZMhjZMegggaj 36.3 56

76 δeneaageMinteractionsMinMbloodMpressureMregulationnMaMlargeascaleMinvestigationMwithMtheMwHuRδyZM
δlobalMvPgenZMandMIwvPMwonsortiabMAmericaneJournaleofeHumaneGeneticsZM2014ZMmiZMfhagl 11 80

75 wommonMvariantsMnearMuvwueMandMinMPMMfMareMassociatedMwithMprimaryMopenaangleMglaucomabM
NatureeGeneticsZM2014ZMhjZMeeeiam 36.3 129

74 δenomeawideManalysisMofMmultiaancestryMcohortsMidentifiesMnewMlociMinfluencingMintraocularMpressureM
andMsusceptibilityMtoMglaucomabMNatureeGeneticsZM2014ZMhjZMeefjaeegd 36.3 171

73 TransethnicMreplicationMofMassociationMofMwTδelbeMrepeatMexpansionMofMTwzhMgeneMwithMzuchsUM
cornealMdystrophyMinMwhineseMimpliesMcommonMcausalMvariantM2014ZMiiZMkdkgal 47

72 δenomeawideMtransaancestryMmetaaanalysisMprovidesMinsightMintoMtheMgeneticMarchitectureMofMtypeMfM
diabetesMsusceptibilitybMNatureeGeneticsZM2014ZMhjZMfghahh 36.3 784

71 ussociationMofMcommonMSIXjMpolymorphismsMwithMperipapillaryMretinalMnerveMfiberMlayerMthicknessnM
theMSingaporeMwhineseMyyeMStudybMInvestigativeeOphthalmologyeandeVisualeScienceZM2014ZMijZMhklalg 26

70 ImpactMofMmeasurementMerrorMonMtestingMgeneticMassociationMwithMquantitativeMtraitsbMPLoSeONEZM
2014ZMmZMelkdhh 3.7 10

69 PatientabasedMtranscriptomeawideManalysisMidentifyMinterferonMandMubiquinationMpathwaysMasM
potentialMpredictorsMofMinfluenzaMuMdiseaseMseveritybMPLoSeONEZM2014ZMmZMeeeejhd 3.7 17

68 uMnovelMspliceasiteMmutationMinMuLSfMestablishesMtheMdiagnosisMofMjuvenileMamyotrophicMlateralM
sclerosisMinMaMfamilyMwithMearlyMonsetManarthriaMandMgeneralizedMdystoniasbMPLoSeONEZM2014ZMmZMeeegfil 3.7 17

67 MultipleMnonglycemicMgenomicMlociMareMnewlyMassociatedMwithMbloodMlevelMofMglycatedMhemoglobinMinM
yastMusiansbMDiabetesZM2014ZMjgZMfiieajf 0.9 46

66 unalysisMofMnonasynonymousacodingMvariantsMofMParkinsonUsMdiseasearelatedMpathogenicMandM
susceptibilityMgenesMinMyastMusianMpopulationsbMHumaneMoleculareGeneticsZM2014ZMfgZMglmeak 5.6 26

65 δlobalMgeneMexpressionMprofilingMidentifiesMnewMtherapeuticMtargetsMinMacuteMKawasakiMdiseasebM
GenomeeMedicineZM2014ZMjZMihe 14.4 83

64 δenotypeaphenotypeMcorrelationManalysisMforMthreeMprimaryMangleMclosureMglaucomaaassociatedM
geneticMpolymorphismsM2014ZMiiZMeehgal 13

63 iwallnMaMgenotypeacallingMalgorithmMforMrareZMlowafrequencyMandMcommonMvariantsMonMtheMIlluminaM
exomeMarraybMBioinformaticsZM2014ZMgdZMekehafd 7.2 2

62 uvwwiZMaMgeneMthatMinfluencesMtheManteriorMchamberMdepthZMisMassociatedMwithMprimaryMangleMclosureM
glaucomabMPLoSeGeneticsZM2014ZMedZMeeddhdlm 6 50

61 InsightsMintoMtheMgeneticMstructureMandMdiversityMofMglMSouthMusianMIndiansMfromMdeepM
wholeagenomeMsequencingbMPLoSeGeneticsZM2014ZMedZMeeddhgkk 6 34

60 MetaaanalysisMofMgenomeawideMassociationMstudiesMidentifiesMnovelMlociMthatMinfluenceMcuppingMandM
theMglaucomatousMprocessbMNatureeCommunicationsZM2014ZMiZMhllg 17.4 71

(2014-2014)
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59 fqgjbgMisMassociatedMwithMprognosisMforMoestrogenMreceptoranegativeMbreastMcancerMpatientsMtreatedM
withMchemotherapybMNatureeCommunicationsZM2014ZMiZMhdie 17.4 13

58 wharacterizingMtheMgeneticMdifferencesMbetweenMtwoMdistinctMmigrantMgroupsMfromMIndoayuropeanM
andMxravidianMspeakingMpopulationsMinMIndiabMBMCeGeneticsZM2014ZMeiZMlj 2.6 22

57 xifferentMhereditaryMcontributionMofMtheMwzHMgeneMbetweenMpolypoidalMchoroidalMvasculopathyMandM
agearelatedMmacularMdegenerationMinMwhineseMHanMpeopleM2014ZMiiZMfighal 21

56 yducationMinfluencesMtheMassociationMbetweenMgeneticMvariantsMandMrefractiveMerrornMaMmetaaanalysisM
ofMfiveMSingaporeMstudiesbMHumaneMoleculareGeneticsZM2014ZMfgZMihjaih 5.6 55

55 MetaaanalysisMofMgenomeawideMassociationMstudiesMinMmultiethnicMusiansMidentifiesMtwoMlociMforM
agearelatedMnuclearMcataractbMHumaneMoleculareGeneticsZM2014ZMfgZMjeemafl 5.6 28

54 wMPKeMandMRvPgMareMassociatedMwithMcornealMcurvatureMinMusianMpopulationsbMHumaneMoleculare
GeneticsZM2014ZMfgZMjefmagj 5.6 18

53 rshkeekieMandMrsemmmmgdMareMnotMassociatedMwithMneovascularMagearelatedMmacularMdegenerationM
orMpolypoidalMchoroidalMvasculopathyMinMtheMwhineseMpopulationbMOphthalmiceResearchZM2014ZMifZMedfaj 2.9 3

52 wodingMvariantsMatMhexaaallelicMaminoMacidMegMofMHLuaxRveMexplainMindependentMSNPMassociationsM
withMfollicularMlymphomaMriskbMAmericaneJournaleofeHumaneGeneticsZM2013ZMmgZMejkakf 11 26

51 wombinedMgenotypeMandMhaplotypeMtestsMforMregionabasedMassociationMstudiesbMBMCeGenomicsZM2013ZM
ehZMijm 4.5 7

50 xeepMwholeagenomeMsequencingMofMeddMsoutheastMusianMMalaysbMAmericaneJournaleofeHumane
GeneticsZM2013ZMmfZMifajj 11 122

49 NineMlociMforMocularMaxialMlengthMidentifiedMthroughMgenomeawideMassociationMstudiesZMincludingM
sharedMlociMwithMrefractiveMerrorbMAmericaneJournaleofeHumaneGeneticsZM2013ZMmgZMfjhakk 11 116

48 TMhSzfdMancestralMdeletionMandMsusceptibilityMtoMaMpediatricMdisorderMofMearlyMlanguageMdelayMandM
cerebralMwhiteMmatterMhyperintensitiesbMAmericaneJournaleofeHumaneGeneticsZM2013ZMmgZMemkafed 11 32

47 δenomeawideMmetaaanalysesMofMmultiancestryMcohortsMidentifyMmultipleMnewMsusceptibilityMlociMforM
refractiveMerrorMandMmyopiabMNatureeGeneticsZM2013ZMhiZMgehal 36.3 314

46 LargeascaleMgenotypingMidentifiesMaMnewMlocusMatMffqegbfMassociatedMwithMfemaleMbreastMsizebM
JournaleofeMedicaleGeneticsZM2013ZMidZMjjjakg 5.8 11

45 woordinatedMgeneticMscalingMofMtheMhumanMeyenMsharedMdeterminationMofMaxialMeyeMlengthMandM
cornealMcurvatureM2013ZMihZMekeiafe 20

44 LackMofMassociationMbetweenMprimaryMangleaclosureMglaucomaMsusceptibilityMlociMandMtheMocularM
biometricMparametersManteriorMchamberMdepthMandMaxialMlengthM2013ZMihZMilfhal 19

43 δenomeawideMassociationMstudyMidentifiesMZzHXevMasMaMsusceptibilityMlocusMforMsevereMmyopiabM
HumaneMoleculareGeneticsZM2013ZMffZMifllamh 5.6 49

42 womparingMmethodsMforMperformingMtransaethnicMmetaaanalysisMofMgenomeawideMassociationMstudiesbM
HumaneMoleculareGeneticsZM2013ZMffZMfgdgaee 5.6 48
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41 δenomeawideMassociationManalysesMidentifyMmultipleMlociMassociatedMwithMcentralMcornealMthicknessM
andMkeratoconusbMNatureeGeneticsZM2013ZMhiZMeiiajg 36.3 222

40 δenomeawideMassociationMstudyMofMvMcellMnonaHodgkinMlymphomaMidentifiesMgqfkMasMaMsusceptibilityM
locusMinMtheMwhineseMpopulationbMNatureeGeneticsZM2013ZMhiZMldhak 36.3 31

39 TNzRSzeduaLOwglmjheMrsegfkldjfMbutMnotMRySTawhorfehaPOLRfvaIδzvPkMrsekegmliMwasMfoundM
associatedMwithMagearelatedMmacularMdegenerationMinMaMwhineseMpopulationM2013ZMihZMlemmafdg 11

38
uMstudyMassessingMtheMassociationMofMglycatedMhemoglobinMuewMVHbuewWMassociatedMvariantsMwithM
HbuewZMchronicMkidneyMdiseaseMandMdiabeticMretinopathyMinMpopulationsMofMusianMancestrybMPLoSeONEZM
2013ZMlZMekmkjk

3.7 20

37 δeneticMvariantsMofMMIwvMandMPLwyeMandMassociationsMwithMnonasevereMdenguebMPLoSeONEZM2013ZMlZMeimdjk3.7 37

36 ReplicationMandMmetaaanalysisMofMδWuSMidentifiedMsusceptibilityMlociMinMKawasakiMdiseaseMconfirmMtheM
importanceMofMvMlymphoidMtyrosineMkinaseMVvLKWMinMdiseaseMsusceptibilitybMPLoSeONEZM2013ZMlZMekfdgk 3.7 47

35 HostapathogenMinteractionsMrevealedMbyMhumanMgenomeawideMsurveysbMTrendseineGeneticsZM2012ZMflZMfggahg8.5 32

34 xisruptionMofMvascularMhomeostasisMinMpatientsMwithMKawasakiMdiseasenMinvolvementMofMvascularM
endothelialMgrowthMfactorMandMangiopoietinsbMArthritiseandeRheumatismZM2012ZMjhZMgdjaei 20

33 HighadensityMgeneticMmappingMidentifiesMnewMsusceptibilityMlociMforMrheumatoidMarthritisbMNaturee
GeneticsZM2012ZMhhZMeggjahd 36.3 436

32 IdentificationMofMfourMnovelMvariantsMthatMinfluenceMcentralMcornealMthicknessMinMmultiaethnicMusianM
populationsbMHumaneMoleculareGeneticsZM2012ZMfeZMhgkahi 5.6 61

31 LargeMscaleMinternationalMreplicationMandMmetaaanalysisMstudyMconfirmsMassociationMofMtheMeiqehM
locusMwithMmyopiabMTheMwRyuMMconsortiumbMHumaneGeneticsZM2012ZMegeZMehjkald 6.3 57

30 δenomeawideMassociationManalysesMidentifyMthreeMnewMsusceptibilityMlociMforMprimaryMangleMclosureM
glaucomabMNatureeGeneticsZM2012ZMhhZMeehfaeehj 36.3 160

29 LozreqnMaMsequenceaqualityMawareZMultraasensitiveMvariantMcallerMforMuncoveringMcellapopulationM
heterogeneityMfromMhighathroughputMsequencingMdatasetsbMNucleiceAcidseResearchZM2012ZMhdZMeeelmafde 20.1 666

28 WholeagenomeMreconstructionMandMmutationalMsignaturesMinMgastricMcancerbMGenomeeBiologyZM2012ZM
egZMReei 18.3 110

27 δenomeawideMexpressionMprofilingMidentifiesMtypeMeMinterferonMresponseMpathwaysMinMactiveM
tuberculosisbMPLoSeONEZM2012ZMkZMehilgm 3.7 168

26 δeneticMvariantsMonMchromosomeMeqheMinfluenceMocularMaxialMlengthMandMhighMmyopiabMPLoSeGeneticsZM
2012ZMlZMeeddfkig 6 77

25 NaturalMpositiveMselectionMandMnorthasouthMgeneticMdiversityMinMyastMusiabMEuropeaneJournaleofeHumane
GeneticsZM2012ZMfdZMedfaed 5.3 38

24 uMstatisticalMmethodMforMregionabasedMmetaaanalysisMofMgenomeawideMassociationMstudiesMinM
geneticallyMdiverseMpopulationsbMEuropeaneJournaleofeHumaneGeneticsZM2012ZMfdZMhjmaki 5.3 12

(2012-2013)
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23 δenomeawideMassociationMstudyMinMindividualsMofMSouthMusianMancestryMidentifiesMsixMnewMtypeMfM
diabetesMsusceptibilityMlocibMNatureeGeneticsZM2011ZMhgZMmlham 36.3 406

22 IdentificationMofMtwoMnewMlociMatMILfgRMandMRuvgfMthatMinfluenceMsusceptibilityMtoMleprosybMNaturee
GeneticsZM2011ZMhgZMefhkaie 36.3 133

21 δenomeawideMassociationMstudiesMrevealMgeneticMvariantsMinMwTNNxfMforMhighMmyopiaMinMSingaporeM
whinesebMOphthalmologyZM2011ZMeelZMgjlaki 7.3 103

20 δenomeawideMassociationMstudyMidentifiesMsusceptibilityMlociMforMdengueMshockMsyndromeMatMMIwvM
andMPLwyebMNatureeGeneticsZM2011ZMhgZMeegmahe 36.3 161

19 ussociationMofMTwzhMgeneMpolymorphismsMwithMzuchsUMcornealMdystrophyMinMtheMwhineseM2011ZMifZMiikgal 43

18 wlinicalZMaudiometricZMradiologicZMandMgeneticMprofilesMofMSoutheastMusianMchildrenMwithMhearingMlossM
dueMtoMenlargedMvestibularMaqueductbMOtologyeandeNeurotologyZM2011ZMgfZMehjhak 2.6 2

17 SgxawNVZMaMdatabaseMforMcommonMandMrareMcopyMnumberMvariantsMinMthreeMusianMpopulationsbMHumane
MutationZM2011ZMgfZMegheam 4.7 25

16 RevealingMtheMmolecularMsignaturesMofMhostapathogenMinteractionsbMGenomeeBiologyZM2011ZMefZMffm 18.3 6

15 δenomeawideMassociationMstudyMidentifiesMzwδRfuMasMaMsusceptibilityMlocusMforMKawasakiMdiseasebM
NatureeGeneticsZM2011ZMhgZMefheaj 36.3 236

14
uMhybridMframeworkMforMgenomeMwideMepistasisMdiscoverybMAnnualeInternationaleConferenceeofethee
IEEEeEngineeringeineMedicineeandeBiologyeSocietyeIEEEeEngineeringeineMedicineeandeBiologyeSocietye
AnnualeInternationaleConferenceZM2011ZMfdeeZMjhkmalf

0.9

13 δenomeawideMlinkageMandMassociationMmappingMidentifyMsusceptibilityMallelesMinMuvwwhMforMKawasakiM
diseasebMJournaleofeMedicaleGeneticsZM2011ZMhlZMhjkakf 5.8 44

12 wollagenarelatedMgenesMinfluenceMtheMglaucomaMriskMfactorZMcentralMcornealMthicknessbMHumane
MoleculareGeneticsZM2011ZMfdZMjhmail 5.6 127

11
δenomeawideMassociationMstudiesMinMusiansMconfirmMtheMinvolvementMofMuTOHkMandMTδzvRgZMandM
furtherMidentifyMwuRxedMasMaMnovelMlocusMinfluencingMopticMdiscMareabMHumaneMoleculareGeneticsZM
2011ZMfdZMeljhakf

5.6 79

10 ussociationMofMvariantsMinMzRuPeMandMPxδzRuMwithMcornealMcurvatureMinMusianMpopulationsMfromM
SingaporebMHumaneMoleculareGeneticsZM2011ZMfdZMgjmgal 5.6 46

9 δenomeawideMmetaaanalysisMofMfiveMusianMcohortsMidentifiesMPxδzRuMasMaMsusceptibilityMlocusMforM
cornealMastigmatismbMPLoSeGeneticsZM2011ZMkZMeeddfhdf 6 33

8 δenomeawideMassociationMstudyMidentifiesMvariantsMinMtheMwzHMregionMassociatedMwithMhostM
susceptibilityMtoMmeningococcalMdiseasebMNatureeGeneticsZM2010ZMhfZMkkfaj 36.3 221

7 HepatocyteMgrowthMfactorMandMretinalMarteriolarMdiameterMinMSingaporeMwhinesebMOphthalmologyZM
2010ZMeekZMmgmahi 7.3 3

6 wISHMandMsusceptibilityMtoMinfectiousMdiseasesbMNeweEnglandeJournaleofeMedicineZM2010ZMgjfZMfdmfaede 59.2 103

Chiea-ChuenuKhor

12



5 StrategiesMforMidentifyingMtheMgeneticMbasisMofMdyslipidemianMgenomeawideMassociationMstudiesMvsbM
theMresequencingMofMextremesbMCurrenteOpinioneineLipidologyZM2010ZMfeZMefgak 4.4 10

4 TIδRZMTδzveZMcMyTZMHδzZMwollagenMδenesZMandMMyopiaM2010ZMfdeafeg 1

3 δenotypingMmethodsMtoManalyseMpolymorphismsMinMTollalikeMreceptorsMandMdiseasebMMethodseine
MoleculareBiologyZM2009ZMiekZMfmkagdm 1.4 1

2 TransaancestryMgeneticMstudyMofMtypeMfMdiabetesMhighlightsMtheMpowerMofMdiverseMpopulationsMforM
discoveryMandMtranslation 10

1 HistoneMacetylomeawideMassociationMstudyMofMtuberculosis 1
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