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j Paper IF Citations

158 βntegratorMisMrecruitedMtoMpromoteraproximallyMpausedMRNuMPolMββMtoMgenerateMwaenorhabditisM
elegansMpiRNuMprecursorsbMEMBOhJournalZM2021ZMhdZMeediijh 13 6

157 βdentificationMofMdownstreamMeffectorsMofMretinoicMacidMspecifyingMtheMzebrafishMpancreasMbyM
integrativeMgenomicsbMScientifichReportsZM2021ZMeeZMffkek 4.9 1

156 κuSPuRMfdffnMtheMmthMreleaseMofMtheMopenaaccessMdatabaseMofMtranscriptionMfactorMbindingMprofilesbM
NucleichAcidshResearchZM2021ZM 20.1 58

155 ­ermMcellMdifferentiationMrequiresMTdrdkadependentMchromatinMandMtranscriptomeMreprogrammingM
markedMbyMgermMplasmMrelocalizationbMDevelopmentalhCellZM2021ZMijZMjheajijbei 10.2 6

154 NeuronalMgenesMderegulatedMinMworneliaMdeMLangeMSyndromeMrespondMtoMremovalMandMreaexpressionM
ofMcohesinbMNaturehCommunicationsZM2021ZMefZMfmem 17.4 7

153 wonservativeMrouteMtoMgenomeMcompactionMinMaMminiatureMannelidbMNaturehEcologyhandhEvolutionZM
2021ZMiZMfgeafhf 12.3 17

152 TheMorderMandMlogicMofMwxhMversusMwxlMlineageMchoiceMandMdifferentiationMinMmouseMthymusbMNatureh
CommunicationsZM2021ZMefZMmm 17.4 9

151 zunctionalMreconstructionMofMhumanMuMLMrevealsMstemMcellMoriginMandMvulnerabilityMofM
treatmentaresistantMMLLarearrangedMleukemiabMSciencehTranslationalhMedicineZM2021ZMegZM 17.5 6

150 TvPLfcTzββuMcomplexMestablishesMtheMmaternalMtranscriptomeMthroughMoocyteaspecificMpromoterM
usagebMNaturehCommunicationsZM2020ZMeeZMjhgm 17.4 12

149 aaaaaaWidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropodsbMPLoShGeneticsZM2020ZMejZMeeddlljh 6 24

148 ymbryonicMtissueMdifferentiationMisMcharacterizedMbyMtransitionsMinMcellMcycleMdynamicaassociatedMcoreM
promoterMregulationbMNucleichAcidshResearchZM2020ZMhlZMlgkhalgmf 20.1 1

147 RuxβwLaseqMidentifiesMgeneralMandMcellMtypeaspecificMprinciplesMofMgenomeawideMRNuachromatinM
interactionsbMNaturehCommunicationsZM2020ZMeeZMedel 17.4 48

146 xualainitiationMpromotersMwithMintertwinedMcanonicalMandMTwTcTOPMtranscriptionMstartMsitesMdiversifyM
transcriptMprocessingbMNaturehCommunicationsZM2020ZMeeZMejl 17.4 17

145 uncestrallyMxuplicatedMwonservedMNoncodingMylementMSuggestsMxualMRegulatoryMRolesMofMHOTuβRM
inMcisMandMtransbMIScienceZM2020ZMfgZMededdl 6.1 6

144 zunctionalMannotationMofMhumanMlongMnoncodingMRNusMviaMmolecularMphenotypingbMGenomeh
ResearchZM2020ZMgdZMedjdaedkf 9.7 41

143 κuSPuRMfdfdnMupdateMofMtheMopenaaccessMdatabaseMofMtranscriptionMfactorMbindingMprofilesbMNucleich
AcidshResearchZM2020ZMhlZMxlkaxmf 20.1 569

142 UnderstandingMtheMgeneticsMofMneuropsychiatricMdisordersnMtheMpotentialMroleMofMgenomicMregulatoryM
blocksbMMolecularhPsychiatryZM2020ZMfiZMjael 15.1 16

Boris Lenhard

2



141 ´›´›´›´›´›´›WidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropodsM2020ZMejZMeeddlljh

140 ´›´›´›´›´›´›WidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropodsM2020ZMejZMeeddlljh

139 ´›´›´›´›´›´›WidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropodsM2020ZMejZMeeddlljh

138 ´›´›´›´›´›´›WidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropodsM2020ZMejZMeeddlljh

137 ´›´›´›´›´›´›WidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropodsM2020ZMejZMeeddlljh

136 ´›´›´›´›´›´›WidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropodsM2020ZMejZMeeddlljh

135 wNyrnMuMtoolkitMforMexploringMextremeMnoncodingMconservationbMPLoShComputationalhBiologyZM2019ZM
eiZMeeddjmhd 5 6

134 zeedforwardMregulationMofMMycMcoordinatesMlineageaspecificMwithMhousekeepingMgeneMexpressionM
duringMvMcellMprogenitorMcellMdifferentiationbMPLoShBiologyZM2019ZMekZMefddjidj 9.7 2

133 xNuMstretchingMinducesMwasmMoffatargetMactivitybMNaturehStructuralhandhMolecularhBiologyZM2019ZMfjZMeliaemf17.6 55

132 TranscriptionMStartMSiteMMappingMUsingMSuperalowMβnputMwarrierawu­ybMJournalhofhVisualizedh
ExperimentsZM2019ZM 1.6 4

131 ReconstructionMofMHumanMuMLMRevealsMStemMwellMOriginMandMTherapeuticMTargetsMforMTreatmentM
ResistantMwxghacLoMMLLaRearrangedMLeukemiabMBloodZM2019ZMeghZMgfdgagfdg 2.2

130 uMnovelMmeasureMofMnonacodingMgenomeMconservationMidentifiesMgenomicMregulatoryMblocksMwithinM
primatesbMBioinformaticsZM2019ZMgiZMfgihafgje 7.2 1

129 SaccharomycesMcerevisiaeMdisplaysMaMstableMtranscriptionMstartMsiteMlandscapeMinMmultipleMconditionsbM
FEMShYeasthResearchZM2019ZMemZM 3.1 8

128 ypigeneticMreprogrammingMenablesMtheMtransitionMfromMprimordialMgermMcellMtoMgonocytebMNatureZM
2018ZMiiiZMgmfagmj 50.4 127

127 βntegratedManalysisMshedsMlightMonMevolutionaryMtrajectoriesMofMyoungMtranscriptionMstartMsitesMinMtheM
humanMgenomebMGenomehResearchZM2018ZMflZMjkjajll 9.7 15

126 κuSPuRMfdelnMupdateMofMtheMopenaaccessMdatabaseMofMtranscriptionMfactorMbindingMprofilesMandMitsM
webMframeworkbMNucleichAcidshResearchZM2018ZMhjZMxfjdaxfjj 20.1 761

125 vwLeevMmutationsMinMpatientsMaffectedMbyMaMneurodevelopmentalMdisorderMwithMreducedMtypeMfM
innateMlymphoidMcellsbMBrainZM2018ZMeheZMffmmafgee 11.2 36

124 xistinctMcoreMpromoterMcodesMdriveMtranscriptionMinitiationMatMkeyMdevelopmentalMtransitionsMinMaM
marineMchordatebMBMChGenomicsZM2018ZMemZMejh 4.5 6

(2018-2020)
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123 wontrolMofMinducibleMgeneMexpressionMlinksMcohesinMtoMhematopoieticMprogenitorMselfarenewalMandM
differentiationbMNaturehImmunologyZM2018ZMemZMmgfamhe 19.1 103

122 SLβwawu­ynMhigharesolutionMtranscriptionMstartMsiteMmappingMusingMnanogramalevelsMofMtotalMRNubM
GenomehResearchZM2018ZMflZMemhgaemij 9.7 17

121 umphioxusMfunctionalMgenomicsMandMtheMoriginsMofMvertebrateMgeneMregulationbMNatureZM2018ZMijhZMjhakd 50.4 120

120 ulleleaspecificManalysisMofMcellMfusionamediatedMpluripotentMreprogramingMrevealsMdistinctMandM
predictiveMsusceptibilitiesMofMhumanMXalinkedMgenesMtoMreactivationbMGenomehBiologyZM2017ZMelZMf 18.3 11

119 woreMpromotersMacrossMtheMgenomebMNaturehBiotechnologyZM2017ZMgiZMefgaefh 44.5 4

118 TranscriptionalMmemoryMofMcellsMofMoriginMoverridesM˛†acateninMrequirementMofMMLLMcancerMstemMcellsbM
EMBOhJournalZM2017ZMgjZMgegmageii 13 14

117 TopologicallyMassociatingMdomainsMareMancientMfeaturesMthatMcoincideMwithMMetazoanMclustersMofM
extremeMnoncodingMconservationbMNaturehCommunicationsZM2017ZMlZMhhe 17.4 99

116 wonservedMnonacodingMelementsnMdevelopmentalMgeneMregulationMmeetsMgenomeMorganizationbM
NucleichAcidshResearchZM2017ZMhiZMefjeeaefjfh 20.1 46

115 TargetingMuberrantMypigeneticMNetworksMMediatedMbyMPRMTeMandMKxMhwMinMucuteMMyeloidM
LeukemiabMCancerhCellZM2016ZMfmZMgfahl 24.3 98

114 PromoterMarchitecturesMandMdevelopmentalMgeneMregulationbMSeminarshinhCellhandhDevelopmentalh
BiologyZM2016ZMikZMeeafg 7.5 36

113 TzvSToolsnManMRcbioconductorMpackageMforMtranscriptionMfactorMbindingMsiteManalysisbMBioinformaticsZM
2016ZMgfZMeiiiaj 7.2 137

112 κuSPuRMfdejnMaMmajorMexpansionMandMupdateMofMtheMopenaaccessMdatabaseMofMtranscriptionMfactorM
bindingMprofilesbMNucleichAcidshResearchZM2016ZMhhZMxeedai 20.1 738

111 NaturallyMOccurringMβsoleucylatRNuMSynthetaseMwithoutMtRNuadependentMPreatransferMyditingbM
JournalhofhBiologicalhChemistryZM2016ZMfmeZMljelage 5.4 5

110 TranscriptionalZMpostatranscriptionalMandMchromatinaassociatedMregulationMofMpriamiRNusZM
preamiRNusMandMmoRNusbMNucleichAcidshResearchZM2016ZMhhZMgdkdale 20.1 25

109 wu­yrnMpreciseMTSSMdataMretrievalMandMhigharesolutionMpromoteromeMminingMforMintegrativeManalysesbM
NucleichAcidshResearchZM2015ZMhgZMeie 20.1 117

108 LongarangeMevolutionaryMconstraintsMrevealMcisaregulatoryMinteractionsMonMtheMhumanMXM
chromosomebMNaturehCommunicationsZM2015ZMjZMjmdh 17.4 20

107 wopyMnumberMvariantsMinMpatientsMwithMintellectualMdisabilityMaffectMtheMregulationMofMuRXM
transcriptionMfactorMgenebMHumanhGeneticsZM2015ZMeghZMeejgalf 6.3 9

106 TransasplicingMandMoperonsMinMmetazoansnMtranslationalMcontrolMinMmaternallyMregulatedM
developmentMandMrecoveryMfromMgrowthMarrestbMMolecularhBiologyhandhEvolutionZM2015ZMgfZMiliamm 8.3 19
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105 ­enomicβnteractionsnMunMRcvioconductorMpackageMforMmanipulatingMandMinvestigatingMchromatinM
interactionMdatabMBMChGenomicsZM2015ZMejZMmjg 4.5 29

104 wontrolMofMdevelopmentallyMprimedMerythroidMgenesMbyMcombinatorialMcoarepressorMactionsbMNatureh
CommunicationsZM2015ZMjZMllmg 17.4 47

103 SpatialMenhancerMclusteringMandMregulationMofMenhanceraproximalMgenesMbyMcohesinbMGenomeh
ResearchZM2015ZMfiZMidhaeg 9.7 106

102 uMpromoteralevelMmammalianMexpressionMatlasbMNatureZM2014ZMidkZMhjfakd 50.4 1301

101 TwoMindependentMtranscriptionMinitiationMcodesMoverlapMonMvertebrateMcoreMpromotersbMNatureZM2014
ZMidkZMgleagli 50.4 121

100 HvSeLaMYvMintergenicMvariantsMmodulateMfetalMhemoglobinMviaMlongarangeMMYvMenhancersbMJournalh
ofhClinicalhInvestigationZM2014ZMefhZMejmmaked 15.9 129

99 womputationalMcharacterizationMofMmodesMofMtranscriptionalMregulationMofMnuclearMreceptorMgenesbM
PLoShONEZM2014ZMmZMelllld 3.7 5

98 Nanowu­yManalysisMofMtheMmouseMolfactoryMepitheliumMidentifiesMtheMexpressionMofMvomeronasalM
receptorsMandMofMproximalMLβNyMelementsbMFrontiershinhCellularhNeuroscienceZM2014ZMlZMhe 6.1 11

97 uMcohesinaindependentMroleMforMNβPvLMatMpromotersMprovidesMinsightsMinMwdLSbMPLoShGeneticsZM2014ZM
edZMeeddheig 6 87

96 κuSPuRMfdehnManMextensivelyMexpandedMandMupdatedMopenaaccessMdatabaseMofMtranscriptionMfactorM
bindingMprofilesbMNucleichAcidshResearchZM2014ZMhfZMxehfak 20.1 795

95 wohesinabasedMchromatinMinteractionsMenableMregulatedMgeneMexpressionMwithinMpreexistingM
architecturalMcompartmentsbMGenomehResearchZM2013ZMfgZMfdjjakk 9.7 232

94 xynamicMregulationMofMtheMtranscriptionMinitiationMlandscapeMatMsingleMnucleotideMresolutionMduringM
vertebrateMembryogenesisbMGenomehResearchZM2013ZMfgZMemglaid 9.7 77

93 ­enomeawideZMwholeMmountMinMsituManalysisMofMtranscriptionalMregulatorsMinMzebrafishMembryosbM
DevelopmentalhBiologyZM2013ZMgldZMgieajf 3.1 43

92 TheMauroraMvMkinaseMandMtheMpolycombMproteinMringevMcombineMtoMregulateMactiveMpromotersMinM
quiescentMlymphocytesbMMolecularhCellZM2013ZMieZMjhkaje 17.6 75

91 PatternsMofMregulatoryMactivityMacrossMdiverseMhumanMcellMtypesMpredictMtissueMidentityZMtranscriptionM
factorMbindingZMandMlongarangeMinteractionsbMGenomehResearchZM2013ZMfgZMkkkall 9.7 153

90 whromatinMandMepigeneticMfeaturesMofMlongarangeMgeneMregulationbMNucleichAcidshResearchZM2013ZMheZMkeliamm20.1 87

89 βnMvivoMliveMimagingMofMRNuMpolymeraseMββMtranscriptionMfactoriesMinMprimaryMcellsbMGeneshandh
DevelopmentZM2013ZMfkZMkjkakk 12.6 99

88 TheMmysteryMofMextremeMnonacodingMconservationbMPhilosophicalhTransactionshofhthehRoyalhSocietyhB:h
BiologicalhSciencesZM2013ZMgjlZMfdegddfe 5.8 50

(2013-2015)
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87 OikovasenMaMgenomicsMandMdevelopmentalMtranscriptomicsMresourceMforMtheMurochordateMOikopleuraM
dioicabMNucleichAcidshResearchZM2013ZMheZMxlhiaig 20.1 45

86
rgwseqnManMRcvioconductorMpackageMforMtheMdiscoveryMofMlongarangeMgenomicMinteractionsMfromM
chromosomeMconformationMcaptureMandMnextagenerationMsequencingMdatabMNucleichAcidshResearchZM
2013ZMheZMeegf

20.1 67

85 ­enomeawideManalysisMshowsMthatMLdbeMcontrolsMessentialMhematopoieticMgenescpathwaysMinMmouseM
earlyMdevelopmentMandMrevealsMnovelMplayersMinMhematopoiesisbMBloodZM2013ZMefeZMfmdfaeg 2.2 26

84 ­enomewideMxNuMmethylationManalysisMidentifiesMnovelMmethylatedMgenesMinMnonasmallacellMlungM
carcinomasbMJournalhofhThoracichOncologyZM2013ZMlZMijfakg 8.9 20

83 HvSeLaMYvMintergenicMVariantsMModulateMzetalMHemoglobinMViaMLongaRangeMMYvMynhancersbMBloodZM
2013ZMeffZMhgahg 2.2 1

82 uMprioritizationManalysisMofMdiseaseMassociationMbyMdataaminingMofMfunctionalMannotationMofMhumanM
genesbMGenomicsZM2012ZMmmZMeam 4.3 9

81 uMnovelMcomplexZMRUNXeaMYyzfZMrepressesMhematopoieticMgenesMinMerythroidMcellsbMMolecularhandh
CellularhBiologyZM2012ZMgfZMglehaff 4.8 27

80
TheMmaleMgermMcellMgeneMregulatorMwTwzLMisMfunctionallyMdifferentMfromMwTwzMandMbindsMwTwzalikeM
consensusMsitesMinMaMnucleosomeMcompositionadependentMmannerbMEpigeneticshandhChromatinZM2012ZM
iZMl

5.8 66

79 ­enomeawideMxNuMmethylationMprofilingMofMnonasmallMcellMlungMcarcinomasbMEpigeneticshandh
ChromatinZM2012ZMiZMm 5.8 49

78 MetazoanMpromotersnMemergingMcharacteristicsMandMinsightsMintoMtranscriptionalMregulationbMNatureh
ReviewshGeneticsZM2012ZMegZMfggahi 30.1 347

77 TheMaccessibleMchromatinMlandscapeMofMtheMhumanMgenomebMNatureZM2012ZMhlmZMkialf 50.4 1900

76 xynamicMlongarangeMchromatinMinteractionsMcontrolMMybMprotoaoncogeneMtranscriptionMduringM
erythroidMdevelopmentbMEMBOhJournalZM2012ZMgeZMmljamm 13 107

75
wonservationMandMdivergenceMinMTollalikeMreceptorMharegulatedMgeneMexpressionMinMprimaryMhumanM
versusMmouseMmacrophagesbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaZM2012ZMedmZMymhhaig

11.5 212

74 PromoterMarchitectureMofMmouseMolfactoryMreceptorMgenesbMGenomehResearchZM2012ZMffZMhljamk 9.7 46

73 TheMxNuabindingMproteinMwTwzMlimitsMproximalMV˛”MrecombinationMandMrestrictsM˛”MenhancerM
interactionsMtoMtheMimmunoglobulinM˛”MlightMchainMlocusbMImmunityZM2011ZMgiZMideaeg 32.3 92

72 xissectingMtheMtranscriptionalMregulatoryMpropertiesMofMhumanMchromosomeMejMhighlyMconservedM
nonacodingMregionsbMPLoShONEZM2011ZMjZMefhlfh 3.7 13

71 SoxfMcooperatesMwithMwhdkMtoMregulateMgenesMthatMareMmutatedMinMhumanMsyndromesbMNatureh
GeneticsZM2011ZMhgZMjdkaee 36.3 187

70 MakingMenhancersMfromMspareMpartsMofMtheMgenomebMGenomehBiologyZM2011ZMefZMegl 18.3 1
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69 yxonicMremnantsMofMwholeagenomeMduplicationMrevealMcisaregulatoryMfunctionMofMcodingMexonsbM
NucleichAcidshResearchZM2010ZMglZMedkeali 20.1 39

68
LongarangeMgeneMregulationMlinksMgenomicMtypeMfMdiabetesMandMobesityMriskMregionsMtoMHHyXZMSOXhZM
andMβRXgbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaZM2010ZM
edkZMkkiald

11.5 159

67 TheMgenomeawideMdynamicsMofMtheMbindingMofMLdbeMcomplexesMduringMerythroidMdifferentiationbM
GeneshandhDevelopmentZM2010ZMfhZMfkkalm 12.6 184

66 κuSPuRMfdednMtheMgreatlyMexpandedMopenaaccessMdatabaseMofMtranscriptionMfactorMbindingMprofilesbM
NucleichAcidshResearchZM2010ZMglZMxediaed 20.1 483

65 PlasticityMofManimalMgenomeMarchitectureMunmaskedMbyMrapidMevolutionMofMaMpelagicMtunicatebMScienceZM
2010ZMggdZMegleai 33.3 212

64 unMatlasMofMcombinatorialMtranscriptionalMregulationMinMmouseMandMmanbMCellZM2010ZMehdZMkhhaif 56.2 555

63 unMutlasMofMwombinatorialMTranscriptionalMRegulationMinMMouseMandMManbMCellZM2010ZMeheZMgjm 56.2 3

62 RegulatoryMdivergenceMofMtheMduplicatedMchromosomalMlociMsoxeeacbMbyMsubpartitioningMandM
sequenceMevolutionMofMenhancersMinMzebrafishbMMolecularhGeneticshandhGenomicsZM2010ZMflgZMekealh 3.1 24

61 TranslogZMaMwebMbrowserMforMstudyingMtheMexpressionMdivergenceMofMhomologousMgenesbMBMCh
BioinformaticsZM2010ZMeeMSupplMeZMSim 3.6

60 WebabasedMtoolsMandMapproachesMtoMstudyMlongarangeMgeneMregulationMinMMetazoabMBriefingshinh
FunctionalhGenomicshphProteomicsZM2009ZMlZMfgeahf 6

59 ZebrafishMenhancerMdetectionMVZyxWMvectornMaMnewMtoolMtoMfacilitateMtransgenesisMandMtheMfunctionalM
analysisMofMcisaregulatoryMregionsMinMzebrafishbMDevelopmentalhDynamicsZM2009ZMfglZMfhdmaek 2.9 117

58 TheMtranscriptionalMnetworkMthatMcontrolsMgrowthMarrestMandMdifferentiationMinMaMhumanMmyeloidM
leukemiaMcellMlinebMNaturehGeneticsZM2009ZMheZMiigajf 36.3 356

57 SystematicMhumanczebrafishMcomparativeMidentificationMofMcisaregulatoryMactivityMaroundMvertebrateM
developmentalMtranscriptionMfactorMgenesbMDevelopmentalhBiologyZM2009ZMgfkZMifjahd 3.1 94

56 SynorthnMexploringMtheMevolutionMofMsyntenyMandMlongarangeMregulatoryMinteractionsMinMvertebrateM
genomesbMGenomehBiologyZM2009ZMedZMRlj 18.3 21

55 TranscriptionalMfeaturesMofMgenomicMregulatoryMblocksbMGenomehBiologyZM2009ZMedZMRgl 18.3 77

54 wp­adepletedMpromotersMharborMtissueaspecificMtranscriptionMfactorMbindingMsignalsaaimplicationsMforM
motifMoverrepresentationManalysesbMNucleichAcidshResearchZM2009ZMgkZMjgdiaei 20.1 33

53 uncoranMaMwebMresourceMforMexploringMhighlyMconservedMnoncodingMelementsMandMtheirMassociationM
withMdevelopmentalMregulatoryMgenesbMGenomehBiologyZM2008ZMmZMRgh 18.3 68

52 βnMsilicoMdetectionMofMsequenceMvariationsMmodifyingMtranscriptionalMregulationbMPLoShComputationalh
BiologyZM2008ZMhZMei 5 81

(2008-2010)

7



51 ­eneMcharacterizationMindexnMassessingMtheMdepthMofMgeneMannotationbMPLoShONEZM2008ZMgZMeehhd 3.7 7

50 κuSPuRZMtheMopenMaccessMdatabaseMofMtranscriptionMfactorabindingMprofilesnMnewMcontentMandMtoolsM
inMtheMfddlMupdatebMNucleichAcidshResearchZM2008ZMgjZMxedfaj 20.1 541

49 TheMHaβnvitationalMxatabaseMVHaβnvxvWZMaMcomprehensiveMannotationMresourceMforMhumanMgenesMandM
transcriptsbMNucleichAcidshResearchZM2008ZMgjZMxkmgam 20.1 52

48 MammalianMmicroRNuMpredictionMthroughMaMsupportMvectorMmachineMmodelMofMsequenceMandM
structurebMPLoShONEZM2007ZMfZMemhj 3.7 43

47 MammalianMRNuMpolymeraseMββMcoreMpromotersnMinsightsMfromMgenomeawideMstudiesbMNaturehReviewsh
GeneticsZM2007ZMlZMhfhagj 30.1 394

46 TheMrandomMversusMfragileMbreakageMmodelsMofMchromosomeMevolutionnMaMmatterMofMresolutionbM
MolecularhGeneticshandhGenomicsZM2007ZMfklZMhlkame 3.1 38

45 RNudbMfbdaaanMexpandedMdatabaseMofMmammalianMnonacodingMRNusbMNucleichAcidshResearchZM2007ZM
giZMxeklalf 20.1 134

44
βnMvivoMtranscriptMprofilingMandMphylogeneticManalysisMidentifiesMsuppressorMofMcytokineMsignalingMfMasM
aMdirectMsignalMtransducerMandMactivatorMofMtranscriptionMibMtargetMinMliverbMMolecularhEndocrinologyZM
2007ZMfeZMfmgagee

65

43 ­enomicMregulatoryMblocksMunderlieMextensiveMmicrosyntenyMconservationMinMinsectsbMGenomeh
ResearchZM2007ZMekZMelmlamdl 9.7 153

42
RetroviralMenhancerMdetectionMinsertionsMinMzebrafishMcombinedMwithMcomparativeMgenomicsMrevealM
genomicMregulatoryMblocksMaMaMfundamentalMfeatureMofMvertebrateMgenomesbMGenomehBiologyZM2007ZM
lMSupplMeZMSh

18.3 36

41 ­enomicMregulatoryMblocksMencompassMmultipleMneighboringMgenesMandMmaintainMconservedMsyntenyM
inMvertebratesbMGenomehResearchZM2007ZMekZMihiaii 9.7 264

40 uMglobalMgenomicMtranscriptionalMcodeMassociatedMwithMwNSaexpressedMgenesbMExperimentalhCellh
ResearchZM2006ZMgefZMgedlaem 4.2 39

39 NewMtechnologiesZMnewMfindingsZMandMnewMconceptsMinMtheMstudyMofMvertebrateMcisaregulatoryM
sequencesbMDevelopmentalhDynamicsZM2006ZMfgiZMlkdali 2.9 37

38 womplexMLociMinMhumanMandMmouseMgenomesbMPLoShGeneticsZM2006ZMfZMehk 6 246

37 TranscriptMannotationMinMzuNTOMgnMmouseMgeneMcatalogMbasedMonMphysicalMcxNusbMPLoShGeneticsZM
2006ZMfZMejf 6 138

36 TranscriptionalMandMstructuralMimpactMofMTuTuainitiationMsiteMspacingMinMmammalianMcoreMpromotersbM
GenomehBiologyZM2006ZMkZMRkl 18.3 85

35 uMnewMgenerationMofMκuSPuRZMtheMopenaaccessMrepositoryMforMtranscriptionMfactorMbindingMsiteM
profilesbMNucleichAcidshResearchZM2006ZMghZMxmiak 20.1 173

34 ulternativeMpromoterMusageMofMtheMmembraneMglycoproteinMwxgjbMBMChMolecularhBiologyZM2006ZMkZMl 4.5 43
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33 ­enomeawideManalysisMofMmammalianMpromoterMarchitectureMandMevolutionbMNaturehGeneticsZM2006ZM
glZMjfjagi 36.3 1021

32 TheMtranscriptionalMlandscapeMofMtheMmammalianMgenomebMScienceZM2005ZMgdmZMeiimajg 33.3 2807

31 RNudbaaaMcomprehensiveMmammalianMnoncodingMRNuMdatabasebMNucleichAcidshResearchZM2005ZMggZMxefiagd20.1 113

30 untisenseMtranscriptionMinMtheMmammalianMtranscriptomebMScienceZM2005ZMgdmZMeijhaj 33.3 1354

29 βdentificationMofMfunctionalMSNPsMinMtheMiaprimeMflankingMsequencesMofMhumanMgenesbMBMChGenomicsZM
2005ZMjZMel 4.5 41

28 yxploringMhepaticMhormoneMactionsMusingMaMcompilationMofMgeneMexpressionMprofilesbMBMChPhysiology
ZM2005ZMiZMl 0 37

27 RegulogManalysisnMdetectionMofMconservedMregulatoryMnetworksMacrossMbacterianMapplicationMtoM
StaphylococcusMaureusbMGenomehResearchZM2004ZMehZMegjfakg 9.7 51

26 uMcladisticMmodelMofMuwyMsequenceMvariationMwithMimplicationsMforMmyocardialMinfarctionZMulzheimerM
diseaseMandMobesitybMHumanhMolecularhGeneticsZM2004ZMegZMfjhkaik 5.6 47

25 κuSPuRnManMopenaaccessMdatabaseMforMeukaryoticMtranscriptionMfactorMbindingMprofilesbMNucleichAcidsh
ResearchZM2004ZMgfZMxmeah 20.1 1197

24 wonSitenMwebabasedMpredictionMofMregulatoryMelementsMusingMcrossaspeciesMcomparisonbMNucleich
AcidshResearchZM2004ZMgfZMWfhmaif 20.1 341

23 ­RβxMwOMPUTβN­MzORMTHyMuNuLYSβSMOzMRy­ULuTORYMyLyMyNTSMβNMwOaRy­ULuTyxMSyTSMOzM
­yNySbMParallelhProcessinghLettersZM2004ZMehZMegkaeid 0.3 1

22 βntegrativeMannotationMofMfeZdgkMhumanMgenesMvalidatedMbyMfullalengthMcxNuMclonesbMPLoShBiologyZM
2004ZMfZMeejf 9.7 255

21 urraysMofMultraconservedMnonacodingMregionsMspanMtheMlociMofMkeyMdevelopmentalMgenesMinM
vertebrateMgenomesbMBMChGenomicsZM2004ZMiZMmm 4.5 229

20 VariantsMofMwYPhjueMmayMinteractMwithMageMandMuPOyMtoMinfluenceMwSzMubetahfMlevelsMinM
ulzheimerUsMdiseasebMHumanhGeneticsZM2004ZMeehZMileak 6.3 57

19 yxploringMtheMfoundationMofMgenomicsnMaMnorthernMblotMreferenceMsetMforMtheMcomparativeManalysisM
ofMtranscriptMprofilingMtechnologiesbMComparativehandhFunctionalhGenomicsZM2004ZMiZMilhami 2

18 βntegratedManalysisMofMyeastMregulatoryMsequencesMforMbiologicallyMlinkedMclustersMofMgenesbM
FunctionalhandhIntegrativehGenomicsZM2003ZMgZMefiagh 3.8 25

17 βdentificationMofMconservedMregulatoryMelementsMbyMcomparativeMgenomeManalysisbMJournalhofh
BiologyZM2003ZMfZMeg 194

16 ­eneLynxMmousenMintegratedMportalMtoMtheMmouseMgenomebMGenomehResearchZM2003ZMegZMeideah 9.7 11

(2003-2006)
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15 unalysisMofMtheMmouseMtranscriptomeMbasedMonMfunctionalMannotationMofMjdZkkdMfullalengthMcxNusbM
NatureZM2002ZMhfdZMijgakg 50.4 1350

14 TzvSnMwomputationalMframeworkMforMtranscriptionMfactorMbindingMsiteManalysisbMBioinformaticsZM2002ZM
elZMeegiaj 7.2 147

13 ­eneLynxnMaMgeneacentricMportalMtoMtheMhumanMgenomebMGenomehResearchZM2001ZMeeZMfeieak 9.7 44

12 tRNuMrecognitionMandMevolutionMofMdeterminantsMinMserylatRNuMsynthesisbMNucleichAcidshResearchZM
1999ZMfkZMkfeam 20.1 57

11 waterminalMtruncationMofMyeastMSerRSMisMtoxicMforMSaccharomycesMcerevisiaeMdueMtoMalteredM
mechanismMofMsubstrateMrecognitionbMFEBShLettersZM1998ZMhgmZMfgiahd 3.8 10

10 xefiningMtheMactiveMsiteMofMyeastMserylatRNuMsynthetasebMMutationsMinMmotifMfMloopMresiduesMaffectM
tRNuadependentMaminoMacidMrecognitionbMJournalhofhBiologicalhChemistryZM1997ZMfkfZMeegjahe 5.4 27

9 TheMwaterminalMextensionMofMyeastMserylatRNuMsynthetaseMaffectsMstabilityMofMtheMenzymeMandMitsM
substrateMaffinitybMJournalhofhBiologicalhChemistryZM1996ZMfkeZMfhiiaje 5.4 25

8 WidespreadMconservationMandMlineageaspecificMdiversificationMofMgenomeawideMxNuMmethylationM
patternsMacrossMarthropods 3

7 TopologicallyMassociatedMdomainsMareMancientMfeaturesMthatMcoincideMwithMMetazoanMclustersMofM
extremeMnoncodingMconservation 1

6 βntegratedManalysisMshedsMlightMonMevolutionaryMtrajectoriesMofMyoungMtranscriptionMstartMsitesMinMtheM
humanMgenome 2

5 ­ermMplasmMlocalisationMdynamicsMmarkMdistinctMphasesMofMtranscriptionalMandMpostatranscriptionalM
regulationMcontrolMinMprimordialMgermMcells 1

4 PartialMrescueMofMneuronalMgenesMderegulatedMinMworneliaMdeMLangeMSyndromeMbyMcohesin 1

3 ­lobalMregulatoryMtransitionsMatMcoreMpromotersMdemarcateMtheMmammalianMgermlineMcycle 3

2 RuxβwLaseqMidentifiesMgeneralMandMcellMtypeaspecificMprinciplesMofMgenomeawideMRNuachromatinMinteractions 8

1 zunctionalMunnotationMofMHumanMLongMNonawodingMRNusMviaMMolecularMPhenotyping 6

Boris Lenhard
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