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tRNA-derived fragments from wheat are potentially involved in susceptibility to Fusarium head blight.

BMC Plant Biology, 2022, 22, 3.
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The miR156b&€6mSPLId module modulates nodulation by targeting multiple core nodulation genes in 73 23
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Mycotoxin DON Accumulation in Wheat Grains Caused by Fusarium Head Blight Are Significantly
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Integration of meta-QTL discovery with omics: Towards a molecular breeding platform for improving
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Basal Rachis Internode Injection: A Novel Inoculation Method to Evaluate Wheat Resistance to
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Development of an Evaluation System for <i>Fusarium</i> Resistance in Wheat Grains and Its
Application in Assessment of the Corresponding Effects of <i>Fhb1</i>. Plant Disease, 2020, 104,
2210-2216.
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